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k Paper IF Citations

91 EffectivenessNofNinactivatedNyOVIzbfoNvaccinesNagainstNsevereNillnessNinNxcfclfmcgNVzeltaWN
variantbinfectedNpatientsNinNJiangsuaNyhinaccNInternationalkJournalkofkInfectiouskDiseasesaN2022aN 10.5 6

90 yirculatingNybreactiveNproteinNincreasesNlungNcancerNriskpNResultsNfromNaNprospectiveNcohortNofNUKN
xiobankcNInternationalkJournalkofkCanceraN2022aNfkeaNimbkk 7.5 2

89 wssociationNxetweenNNeuroticismNandNRiskNofNLungNyancerpNResultsNFromNObservationalNandN
MendelianNRandomizationNwnalysesccNFrontierskinkOncologyaN2022aNfgaNnhlfko 5.3

88 OneboffNlowbdoseNyTNforNlungNcancerNscreeningNinNyhinapNaNmulticentreaNpopulationbbasedaN
prospectiveNcohortNstudyccNLancetkRespiratorykMedicineytheaN2022aN 35.1 4

87 SexbSpecificNwssociationsNofNTestosteroneNandNGeneticNFactorsNWithNHealthNSpanccNFrontierskink
EndocrinologyaN2021aNfgaNmmhili 5.7 1

86 RelationshipsNbetweenNsleepNtraitsNandNlungNcancerNriskpNaNprospectiveNcohortNstudyNinNUKNxiobankcN
SleepaN2021aNiiaN 1.1 4

85 wNcrossbtissueNtranscriptomebwideNassociationNstudyNidentifiesNnovelNsusceptibilityNgenesNforNlungN
cancerNinNyhineseNpopulationscNHumankMolecularkGeneticsaN2021aNheaNflllbflml 5.6 0

84 wssociationsNxetweenNSleepNQualityNandNHealthNSpanpNwNProspectiveNyohortNStudyNxasedNonN
hgnankeNUKNxiobankNParticipantscNFrontierskinkGeneticsaN2021aNfgaNllhiio 4.5 4

83 IntegratedNgenebbasedNandNpathwayNanalysesNusingNUKNxiobankNdataNidentifyNnovelNgenesNforN
chronicNrespiratoryNdiseasescNGeneaN2021aNmlmaNfikgnm 3.8 4

82 yomprehensiveNfunctionalNannotationNofNsusceptibilityNvariantsNidentifiesNgeneticNheterogeneityN
betweenNlungNadenocarcinomaNandNsquamousNcellNcarcinomacNFrontierskofkMedicineaN2021aNfkaNgmkbgof 12 6

81 SaturatedNfattyNacidsNentrapNPzXfNinNstressNgranulesNandNimpedeNisletNbetaNcellNfunctioncN
DiabetologiaaN2021aNliaNffiibffkm 10.3 2

80 PredictionNandNclinicalNutilityNofNaNliverNcancerNriskNmodelNinNyhineseNadultspNwNprospectiveNcohortN
studyNofNeckNmillionNpeoplecNInternationalkJournalkofkCanceraN2021aNfinaNgogibgohi 7.5 1

79 GenomebwideNgenebsmokingNinteractionNstudyNidentifiedNnovelNsusceptibilityNlociNforNnonbsmallNcellN
lungNcancerNinNyhineseNpopulationscNCarcinogenesisaN2021aNigaNffkibfflf 4.6 0

78 GeneticNRiskNforNOverallNyancerNandNtheNxenefitNofNwdherenceNtoNaNHealthyNLifestylecNCancerk
ResearchaN2021aNnfaNilfnbilgm 10.1 9

77 wirNPollutionaNGeneticNFactorsaNandNtheNRiskNofNLungNyancerpNwNProspectiveNStudyNinNtheNUKNxiobankcN
AmericankJournalkofkRespiratorykandkCriticalkCarekMedicineaN2021aNgeiaNnfmbngk 10.2 13

76 zietNandNRiskNofNIncidentNLungNyancerpNwNLargeNProspectiveNyohortNStudyNinNUKNxiobankcNAmericank
JournalkofkClinicalkNutritionaN2021aN 7 2

75 FunctionalNgeneticNvariantsNinNcentrosomebrelatedNgenesNyEPmgNandNYWHwGNconferNsusceptibilityNtoN
gastricNcancercNArchiveskofkToxicologyaN2020aNoiaNgnlfbgnmg 5.8 3
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74 TranscriptomebwideNassociationNstudyNforNpersistentNhepatitisNxNvirusNinfectionNandNrelatedN
hepatocellularNcarcinomacNLiverkInternationalaN2020aNieaNgffmbgfgm 7.9 1

73 yhronicNEffectsNofNHighNFineNParticulateNMatterNExposureNonNLungNyancerNinNyhinacNAmericankJournalk
ofkRespiratorykandkCriticalkCarekMedicineaN2020aNgegaNfkkfbfkko 10.2 6

72 SystematicNanalysesNofNgeneticNvariantsNinNchromatinNinteractionNregionsNidentifiedNfourNnovelNlungN
cancerNsusceptibilityNlocicNJournalkofkCanceraN2020aNffaNfemkbfenf 4.5 6

71 GeneticNriskaNincidentNgastricNcanceraNandNhealthyNlifestylepNaNmetabanalysisNofNgenomebwideN
associationNstudiesNandNprospectiveNcohortNstudycNLancetkOncologyykTheaN2020aNgfaNfhmnbfhnl 21.7 38

70 IntegrationNofNGWwSNandNeQTLNwnalysisNtoNIdentifyNRiskNLociNandNSusceptibilityNGenesNforNGastricN
yancercNFrontierskinkGeneticsaN2020aNffaNlmo 4.5 2

69 MetabanalysisNofNgenomebwideNassociationNstudiesNandNfunctionalNassaysNdecipherNsusceptibilityN
genesNforNgastricNcancerNinNyhineseNpopulationscNGutaN2020aNloaNlifblkf 19.2 18

68 TuberculosisNinfectionNandNlungNadenocarcinomapNMendelianNrandomizationNandNpathwayNanalysisNofN
genomebwideNassociationNstudyNdataNfromNneverbsmokingNwsianNwomencNGenomicsaN2020aNffgaNfgghbfghg4.3 8

67
wssociationNwnalysisNofNzriverNGenebRelatedNGeneticNVariantsNIdentifiedNNovelNLungNyancerN
SusceptibilityNLociNwithNgeanmfNLungNyancerNyasesNandNfkaomfNyontrolscNCancerkEpidemiologyk
BiomarkerskandkPreventionaN2020aNgoaNfighbfigo

4 2

66 GenomebwideNanalysisNofNexpressionNquantitativeNtraitNlociNidentifiedNpotentialNlungNcancerN
susceptibilityNvariantsNamongNwsianNpopulationscNCarcinogenesisaN2019aNieaNglhbgln 4.6 3

65
IdentificationNofNNovelNTfzNRiskNLociNandNTheirNwssociationNWithNwgeNandNIsletNFunctionNatNziagnosisN
inNwutoantibodybPositiveNTfzNIndividualspNxasedNonNaNTwobStageNGenomebWideNwssociationNStudycN
DiabeteskCareaN2019aNigaNfifibfigf

14.6 30

64 PrecisionNoncologyNofNlungNcancerpNgeneticNandNgenomicNdifferencesNinNyhineseNpopulationcNNpjk
PrecisionkOncologyaN2019aNhaNfi 9.8 20

63 wssociationNofNexpressionNquantitativeNtraitNlociNforNlongNnoncodingNRNwsNwithNlungNcancerNriskNinN
wsianscNMolecularkCarcinogenesisaN2019aNknaNfhehbfhfh 5 5

62 GeneticNvariationsNinNmiRbfgkNfamilyNandNtheNsurvivalNofNnonbsmallNcellNlungNcancerNinNyhineseN
populationcNCancerkMedicineaN2019aNnaNglhlbglik 4.8 5

61 yrossbyancerNPleiotropicNwnalysisNRevealsNNovelNSusceptibilityNLociNforNLungNyancercNFrontierskink
OncologyaN2019aNoaNfiog 5.3 3

60 MultibmarkerNanalysisNofNgenomicNannotationNonNgastricNcancerNGWwSNdataNfromNyhineseN
populationscNGastrickCanceraN2019aNggaNlebln 7.6 6

59 IdentificationNofNriskNlociNandNaNpolygenicNriskNscoreNforNlungNcancerpNaNlargebscaleNprospectiveNcohortN
studyNinNyhineseNpopulationscNLancetkRespiratorykMedicineytheaN2019aNmaNnnfbnof 35.1 58

58 FineNMappingNinNyhromosomeNhqgnNIdentifiedNTwoNVariantsNwssociatedNwithNLungNyancerNRiskNinN
wsianNPopulationcNJournalkofkCanceraN2019aNfeaNfnlgbfnlo 4.5

57 MendelianNrandomizationNstudyNofNtelomereNlengthNandNlungNcancerNriskNinNEastNwsianNpopulationcN
CancerkMedicineaN2019aNnaNmilobmiml 4.8 8

(2019-2020)
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56 wNnomogramNtoNpredictNoverallNsurvivalNofNpatientsNwithNearlyNstageNnonbsmallNcellNlungNcancercN
JournalkofkThoracickDiseaseaN2019aNffaNkiembkifl 2.6 9

55 wssociationNofNMosaicNLossNofNyhromosomeNYNwithNLungNyancerNRiskNandNPrognosisNinNaNyhineseN
PopulationcNJournalkofkThoracickOncologyaN2019aNfiaNhmbii 8.9 12

54 wNcancerbtestisNnonbcodingNRNwNLINgnxbwSfNactivatesNdriverNgeneNLINgnxNbyNinteractingNwithN
IGFgxPfNinNlungNadenocarcinomacNOncogeneaN2019aNhnaNflffbflgi 9.2 45

53 LINyeeolfNrestrainsNcancerNprogressionNviaNmodulatingNepithelialbmesenchymalNtransitionNinNrenalN
cellNcarcinomacNJournalkofkCellularkPhysiologyaN2019aNghiaNmgkmbmglk 7 17

52 FineNmappingNtheNMHyNregionNidentifiedNrsioomekgNasNaNnewNvariantNassociatedNwithN
nonobstructiveNazoospermiaNinNHanNyhineseNmalescNFertilitykandkSterilityaN2019aNfffaNlfbln 4.8 4

51 InteractionNanalysisNbetweenNgermlineNsusceptibilityNlociNandNsomaticNalterationsNinNlungNcancercN
InternationalkJournalkofkCanceraN2018aNfihaNnmnbnnk 7.5 10

50 wssociationNwnalysisNIdentifiesNNewNRiskNLociNforNyoalNWorkersUNPneumoconiosisNinNHanNyhineseN
MencNToxicologicalkSciencesaN2018aNflhaNgelbgfh 4.4 9

49 GenomebwideNassociationNstudiesNidentifiedNlociNcontributeNtoNphenotypicNvarianceNofNgastricN
cancercNGutaN2018aNlmaNfhllbfhln 19.2 3

48 IntegratingNexpressionbrelatedNSNPsNintoNgenomebwideNgenebNandNpathwaybbasedNanalysesN
identifiedNnovelNlungNcancerNsusceptibilityNgenescNInternationalkJournalkofkCanceraN2018aNfigaNflegbflfe 7.5 9

47 WholeNexomeNsequencingNidentifiesNnovelNcandidateNmutationsNinNaNyhineseNfamilyNwithNleftN
ventricularNnoncompactioncNMolecularkMedicinekReportsaN2018aNfmaNmhgkbmhhe 2.9 4

46 GeneticNvariantsNinNnuclearNzNwNalongNwithNenvironmentalNfactorsNmodifyNmitochondrialNzNwNcopyN
numberpNaNpopulationbbasedNexomebwideNassociationNstudycNBMCkGenomicsaN2018aNfoaNmkg 4.5 6

45 FineNmappingNinNTERTbyLPTMfLNregionNidentifiedNthreeNindependentNlungNcancerNsusceptibilityN
signalspNwNlargebscaleNmultibethnicNpopulationNstudycNMolecularkCarcinogenesisaN2018aNkmaNfgnobfgoo 5 2

44 WholebgenomeNsequencingNrevealsNgenomicNsignaturesNassociatedNwithNtheNinflammatoryN
microenvironmentsNinNyhineseNNSyLyNpatientscNNaturekCommunicationsaN2018aNoaNgeki 17.4 43

43 KITNpolymorphismsNwereNassociatedNwithNtheNriskNforNheadNandNneckNsquamousNcarcinomaNinNyhineseN
populationcNMolecularkCarcinogenesisaN2017aNklaNghgbghm 5 4

42 EffectsNofNpotentiallyNfunctionalNpolymorphismsNinNsuppressorNofNcytokineNsignalingNhNVSOyShWNonN
theNriskNofNheadNandNneckNsquamousNcancercNJournalkofkOralkPathologykandkMedicineaN2017aNilaNkonbleg 3.3 4

41
ExomebWideNwssociationNStudyNIdentifiesNLowbFrequencyNyodingNVariantsNinNgpghcgNandNmpffcgN
wssociatedNwithNSurvivalNofNNonbSmallNyellNLungNyancerNPatientscNJournalkofkThoracickOncologyaN2017
aNfgaNliiblkl

8.9 8

40 GeneticNvariantsaNPMNexposureNlevelNandNglobalNzNwNmethylationNlevelpNwNmultibcenterN
populationbbasedNstudyNinNyhinesecNToxicologykLettersaN2017aNgloaNmmbng 4.4 10

39 ExomeNwrrayNwnalysisNIdentifiesNVariantsNinNSPOyzfNandNxTNhwgNThatNwffectNRiskNforNGastricN
yancercNGastroenterologyaN2017aNfkgaNgeffbgegf 13.3 32
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38 wNpolymorphismNinNmiRbfglgNregulatoryNregionNconfersNtheNriskNofNlungNcancerNinNyhineseN
populationcNInternationalkJournalkofkCanceraN2017aNfifaNoknboll 7.5 18

37 GeneticNvariantsNinNautophagyNassociatedNgenesNareNassociatedNwithNzNwNdamageNlevelsNinNyhineseN
populationcNGeneaN2017aNlglaNifibifo 3.8

36 GeneticallyNpredictedNhighNbodyNmassNindexNisNassociatedNwithNincreasedNgastricNcancerNriskcN
EuropeankJournalkofkHumankGeneticsaN2017aNgkaNfelfbfell 5.3 15

35 yancerNincidenceNandNmortalitypNwNcohortNstudyNinNyhinaaNgeenbgefhcNInternationalkJournalkofkCanceraN
2017aNfifaNfhfkbfhgh 7.5 78

34 TargetedNsequencingNofNchromosomeNfkqgkNidentifiedNnovelNvariantsNassociatedNwithNriskNofNlungN
cancerNandNsmokingNbehaviorNinNyhinesecNCarcinogenesisaN2017aNhnaNkkgbkkn 4.6 7

33 FineNmappingNofNchromosomeNkpfkchhNidentifiesNnovelNlungNcancerNsusceptibilityNlociNinNHanN
yhinesecNInternationalkJournalkofkCanceraN2017aNfifaNiimbikl 7.5 9

32 MetabolomebwideNassociationNstudyNidentifiedNtheNassociationNbetweenNaNcirculatingN
polyunsaturatedNfattyNacidsNvariantNrsfmikinNandNlungNcancercNCarcinogenesisaN2017aNhnaNffimbffki 4.6 14

31 GeneticNvariantsNinNPPPgywNareNassociatedNwithNgastricNcancerNriskNinNaNyhineseNpopulationcNScientifick
ReportsaN2017aNmaNffioo 4.9 6

30 FinebmappingNtheNMHyNregionNinNwsianNpopulationsNidentifiedNnovelNvariantsNmodifyingN
susceptibilityNtoNlungNcancercNLungkCanceraN2017aNffgaNflobfmk 5.9 8

29 TranscriptomebwideNassociationNstudyNrevealedNtwoNnovelNgenesNassociatedNwithNnonobstructiveN
azoospermiaNinNaNyhineseNpopulationcNFertilitykandkSterilityaN2017aNfenaNfeklbfelgcei 4.8 11

28 wNcisbeQTLNgeneticNvariantNofNtheNcancerbtestisNgeneNyyzyfflNisNassociatedNwithNriskNofNmultipleN
cancerscNHumankGeneticsaN2017aNfhlaNonmboom 6.3 4

27 LowbfrequencyNnonsynonymousNvariantsNinNFKxPLNandNwRPyfxNgenesNareNassociatedNwithNbreastN
cancerNriskNinNyhineseNwomencNMolecularkCarcinogenesisaN2017aNklaNmmibmne 5 9

26 EstimationNofNheritabilityNforNnineNcommonNcancersNusingNdataNfromNgenomebwideNassociationN
studiesNinNyhineseNpopulationcNInternationalkJournalkofkCanceraN2017aNfieaNhgobhhl 7.5 43

25 LimitedNylinicalNUtilityNofNRemoteNIschemicNyonditioningNinNRenalNTransplantationpNwNMetabwnalysisN
ofNRandomizedNyontrolledNTrialscNPLoSkONEaN2017aNfgaNeefmemgo 3.7 5

24 RiskNassessmentNmodelsNforNgeneticNriskNpredictorsNofNlungNcancerNusingNtwobstageNreplicationNforN
wsianNandNEuropeanNpopulationscNOncotargetaN2017aNnaNkhokobkholm 3.3 8

23 GeneticNvariantsNinNchromatinbremodelingNpathwayNassociatedNwithNlungNcancerNriskNinNaNyhineseN
populationcNGeneaN2016aNknmaNfmnbng 3.8 6

22 RoleNofNwTGfeNexpressionNquantitativeNtraitNlociNinNnonbsmallNcellNlungNcancerNsurvivalcNInternationalk
JournalkofkCanceraN2016aNfhoaNfklibmh 7.5 34

21 SystematicNidentificationNofNgenesNwithNaNcancerbtestisNexpressionNpatternNinNfoNcancerNtypescN
NaturekCommunicationsaN2016aNmaNfeioo 17.4 80

(2016-2017)
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20
GeneticNvariantsNinNmultisynthetaseNcomplexNgenesNareNassociatedNwithNzNwNdamageNlevelsNinN
yhineseNpopulationscNMutationkResearchk-kFundamentalkandkMolecularkMechanismskofkMutagenesisaN
2016aNmnlaNnbfh

3.3 6

19 FineNmappingNtheNMHyNregionNidentifiedNfourNindependentNvariantsNmodifyingNsusceptibilityNtoN
chronicNhepatitisNxNinNHanNyhinesecNHumankMolecularkGeneticsaN2016aNgkaNfggkbhg 5.6 24

18 GenomicNLandscapeNSurveyNIdentifiesNSRSFfNasNaNKeyNOncodriverNinNSmallNyellNLungNyancercNPLoSk
GeneticsaN2016aNfgaNefeeknok 6 87

17 GeneticNvariantsNinNregulatoryNregionsNofNmicroRNwsNareNassociatedNwithNlungNcancerNriskcN
OncotargetaN2016aNmaNimollbimomi 3.3 26

16
GeneticNvariantsNofNHgwXNgeneNwereNassociatedNwithNPMgckbmodulatedNzNwNdamageNlevelsNinN
yhineseNHanNpopulationscNMutationkResearchk-kFundamentalkandkMolecularkMechanismskofk
MutagenesisaN2015aNmmnaNifbk

3.3 3

15 PersonalNexposureNtoNPMgckaNgeneticNvariantsNandNzNwNdamagepNaNmultibcenterNpopulationbbasedN
studyNinNyhinesecNToxicologykLettersaN2015aNghkaNfmgbn 4.4 26

14 LowbfrequencyNcodingNvariantsNatNlpgfchhNandNgeqffcgfNareNassociatedNwithNlungNcancerNriskNinN
yhineseNpopulationscNAmericankJournalkofkHumankGeneticsaN2015aNolaNnhgbie 11 30

13 PolymorphismsNinNalternativeNsplicingNassociatedNgenesNareNassociatedNwithNlungNcancerNriskNinNaN
yhineseNpopulationcNLungkCanceraN2015aNnoaNghnbig 5.9 8

12 TelomereNlengthaNgeneticNvariantsNandNgastricNcancerNriskNinNaNyhineseNpopulationcNCarcinogenesisaN
2015aNhlaNolhbme 4.6 39

11 UbshapedNassociationNbetweenNtelomereNlengthNandNesophagealNsquamousNcellNcarcinomaNriskpNaN
casebcontrolNstudyNinNyhineseNpopulationcNFrontierskofkMedicineaN2015aNoaNimnbnl 12 8

10 PotentiallyNfunctionalNpolymorphismsNinNPwKfNareNassociatedNwithNriskNofNlungNcancerNinNaNyhineseN
populationcNCancerkMedicineaN2015aNiaNfmnfbm 4.8 5

9 TheNeQTLbmissenseNpolymorphismsNofNwPOxEyhHNareNassociatedNwithNlungNcancerNriskNinNaNHanN
yhineseNpopulationcNScientifickReportsaN2015aNkaNfiolo 4.9 11

8 GenomebwideNwssociationNStudyNonNPlatinumbinducedNHepatotoxicityNinNNonbSmallNyellNLungNyancerN
PatientscNScientifickReportsaN2015aNkaNffkkl 4.9 20

7 PotentiallyNFunctionalNPolymorphismsNinNPOUkFfNGeneNwreNwssociatedNwithNtheNRiskNofNLungNyancerN
inNHanNyhinesecNBioMedkResearchkInternationalaN2015aNgefkaNnkfhge 3 2

6 MicroRNwNexpressionNprofilesNinNmusclebinvasiveNbladderNcancerpNidentificationNofNaNfourbmicroRNwN
signatureNassociatedNwithNpatientNsurvivalcNTumorkBiologyaN2015aNhlaNnfkobll 2.9 21

5 WholebexomeNsequencingNidentifyNaNnewNmutationNofNMYHmNinNaNyhineseNfamilyNwithNleftNventricularN
noncompactioncNGeneaN2015aNkknaNfhnbig 3.8 14

4 SystematicalNanalysesNofNvariantsNinNyTyFbbindingNsitesNidentifiedNaNnovelNlungNcancerNsusceptibilityN
locusNamongNyhineseNpopulationcNScientifickReportsaN2015aNkaNmnhh 4.9 13

3 wNfunctionalNvariantNinNmiRbfkkNregulationNregionNcontributesNtoNlungNcancerNriskNandNsurvivalcN
OncotargetaN2015aNlaNigmnfbog 3.3 36
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2 wNgenomebwideNgenebenvironmentNinteractionNanalysisNforNtobaccoNsmokeNandNlungNcancerN
susceptibilitycNCarcinogenesisaN2014aNhkaNfkgnbhk 4.6 35

1 GeneticNvariantsNinNSMwRyNgenesNareNassociatedNwithNzNwNdamageNlevelsNinNyhineseNpopulationcN
ToxicologykLettersaN2014aNggoaNhgmbhg 4.4 5
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