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96 SocioeconomicMStatusMandMInterestMinMGeneticMTestingMinMaMUSbwasedMSamplecMHealthcaref
oSwitzerlandpaM2022aMfeaMmme 3.4 1

95 xlosingMtheMgapoMSystematicMintegrationMofMmultiplexedMfunctionalMdataMresolvesMvariantsMofM
uncertainMsignificanceMinMwRxvfaMTPjhaMandMPTzNcMAmericanfJournalfoffHumanfGeneticsaM2021aMfemaMggimbggjm11 3

94 InheritedMTPjhMVariantsMandMRiskMofMProstateMxancercMEuropeanfUrologyaM2021aM 10.2 4

93 InfobuttonsMforMGenomicMMedicineoMRequirementsMandMwarrierscMAppliedfClinicalfInformaticsaM2021aM
fgaMhmhbhne 3.1 0

92 MolecularMdiagnosisMofMchildhoodMimmuneMdysregulationaMpolyendocrinopathyaMandMenteropathyaM
andMimplicationsMforMclinicalMmanagementcMJournalfoffAllergyfandfClinicalfImmunologyaM2021aM 11.5 4

91 MultiplexingMmutationMrateMassessmentoMdeterminingMpathogenicityMofMMshgMvariantsMinM
SaccharomycesMcerevisiaecMGeneticsaM2021aMgfmaM 4 2

90 WhatMimprovesMtheMlikelihoodMofMpeopleMreceivingMgeneticMtestMresultsMcommunicatingMtoMtheirM
familiesMaboutMgeneticMrisktcMPatientfEducationfandfCounselingaM2021aMfeiaMlgkblhf 3.1 3

89
OneMinMsevenMpathogenicMvariantsMcanMbeMchallengingMtoMdetectMbyMNGSoManManalysisMofMijeaeeeM
patientsMwithMimplicationsMforMclinicalMsensitivityMandMgeneticMtestMimplementationcMGeneticsfinf
MedicineaM2021aMghaMfklhbfkme

8.1 10

88 ProspectiveMStatewideMStudyMofMUniversalMScreeningMforMHereditaryMxolorectalMxanceroMTheMOhioM
xolorectalMxancerMPreventionMInitiativecMJCOfPrecisionfOncologyaM2021aMjaM 3.6 6

87
RelationshipMbetweenMgeneticMknowledgeMandMfamilialMcommunicationMofMxRxMriskMandMintentMtoM
communicateMxRxPMgeneticMinformationoMinsightsMfromMFamilyTalkMeMzRGzMIIIcMTranslationalf
BehavioralfMedicineaM2021aMffaMjkhbjlg

3.2 0

86 yesignMofMaMstudyMtoMimplementMpopulationbbasedMriskMassessmentMforMhereditaryMcancerMgeneticM
testingMinMprimaryMcarecMContemporaryfClinicalfTrialsaM2021aMfefaMfekgjl 2.3 2

85 TheMFamilyTalkMrandomizedMcontrolledMtrialoMpatientbreportedMoutcomesMinMclinicalMgeneticM
sequencingMforMcolorectalMcancercMCancerfCausesfandfControlaM2021aMhgaMimhbing 2.8 0

84 SystematicMmisclassificationMofMmissenseMvariantsMinMwRxvfMandMwRxvgMOcoldspotsOcMGeneticsfinf
MedicineaM2020aMggaMmgjbmhe 8.1 14

83 zxploringMrelativesTMperceptionsMofMparticipationaMethicsaMandMcommunicationMinMaMpatientbdrivenM
studyMforMhereditaryMcancerMvariantMreclassificationcMJournalfoffGeneticfCounselingaM2020aMgnaMmjlbmkk 2.5 1

82 zffectsMofMgermlineMandMsomaticMeventsMinMcandidateMwRxvblikeMgenesMonMbreastbtumorMsignaturescM
PLoSfONEaM2020aMfjaMeeghnfnl 3.7 4

81 xomplexitiesMofMNextbGenerationMSequencingMinMSolidMTumorsoMxaseMStudiescMJournalfoffthefNationalf
ComprehensivefCancerfNetwork:fJNCCNaM2020aMfmaMffjebffjj 7.3 3

80 LandscapeMofMsomaticMsingleMnucleotideMvariantsMandMindelsMinMcolorectalMcancerMandMimpactMonM
survivalcMNaturefCommunicationsaM2020aMffaMhkii 17.4 16
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79 FamilybspecificMgeneticMvariantsoMPrinciplesaMdetectionaMandMclinicalMinterpretationM2020aMlhbfei

78 zffectsMofMgermlineMandMsomaticMeventsMinMcandidateMwRxvblikeMgenesMonMbreastbtumorMsignaturesM
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77 zffectsMofMgermlineMandMsomaticMeventsMinMcandidateMwRxvblikeMgenesMonMbreastbtumorMsignaturesM
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76 zffectsMofMgermlineMandMsomaticMeventsMinMcandidateMwRxvblikeMgenesMonMbreastbtumorMsignaturesM
2020aMfjaMeeghnfnl

75 zffectsMofMgermlineMandMsomaticMeventsMinMcandidateMwRxvblikeMgenesMonMbreastbtumorMsignaturesM
2020aMfjaMeeghnfnl

74 xlinicalMexomeMsequencingMvscMusualMcareMforMhereditaryMcolorectalMcancerMdiagnosisoMvMpilotM
comparativeMeffectivenessMstudycMContemporaryfClinicalfTrialsaM2019aMmiaMfejmge 2.3 4

73 ModifiedMcapturebrecaptureMestimatesMofMtheMnumberMofMfamiliesMwithMLynchMsyndromeMinMxentralM
OhiocMFamilialfCanceraM2019aMfmaMklblh 3 3

72 zxperiencesMofMpatientsMseekingMtoMparticipateMinMvariantMofMuncertainMsignificanceMreclassificationM
researchcMJournalfoffCommunityfGeneticsaM2019aMfeaMfmnbfnk 2.5 14

71 zxploringMtheMeffectMofMascertainmentMbiasMonMgeneticMstudiesMthatMuseMclinicalMpedigreescMEuropeanf
JournalfoffHumanfGeneticsaM2019aMglaMfmeebfmel 5.3 1

70 InsuranceMcoverageMdoesMnotMpredictMoutcomesMofMgeneticMtestingoMTheMsearchMforMmeaningMinMpayerM
decisionsMforMgermlineMcancerMtestscMJournalfoffGeneticfCounselingaM2019aMgmaMfgembfgfh 2.5 5

69 TechnicalaMwiologicalaMandMSystemsMwarriersMforMMolecularMxlinicalMyecisionMSupportcMClinicsfinf
LaboratoryfMedicineaM2019aMhnaMgmfbgni 2.1 1

68 xomparisonMofMxyHfMPenetranceMzstimatesMinMxlinicallyMvscertainedMFamiliesMvsMFamiliesM
vscertainedMforMMultipleMGastricMxancerscMJAMAfOncologyaM2019aMjaMfhgjbfhhf 13.4 62

67 IncorporatingMuserMfeedbackMinMtheMdesignMofMaMgeneticsManalysisMtooloMvMtwobpartMapproachcMJournalf
offBiomedicalfInformaticsaM2019aMnjaMfehgei 10.2

66 PatientMgoalsaMmotivationsaMandMattitudesMinMaMpatientbdrivenMvariantMreclassificationMstudycMJournalfoff
GeneticfCounselingaM2019aMgmaMjjmbjkn 2.5 3

65 xharacterizationMofMsplicebalteringMmutationsMinMinheritedMpredispositionMtoMcancercMProceedingsfoff
thefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaaM2019aM 11.5 17

64 PatientsTMperspectivesMofMvariantsMofMuncertainMsignificanceMandMstrategiesMforMuncertaintyM
managementcMJournalfoffGeneticfCounselingaM2019aMgmaMhfhbhgj 2.5 23

63 OutcomesMofMngMpatientbdrivenMfamilyMstudiesMforMreclassificationMofMvariantsMofMuncertainM
significancecMGeneticsfinfMedicineaM2019aMgfaMfihjbfiig 8.1 17

62 GeneticMMechanismsMofMImmuneMzvasionMinMxolorectalMxancercMCancerfDiscoveryaM2018aMmaMlheblin 24.4 235
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61 HereditaryMcancerMgeneMpanelMtestMreportsoMwideMheterogeneityMsuggestsMneedMforMstandardizationcM
GeneticsfinfMedicineaM2018aMgeaMfihmbfiij 8.1 12

60 vssessmentMofMTumorMSequencingMasMaMReplacementMforMLynchMSyndromeMScreeningMandMxurrentM
MolecularMTestsMforMPatientsMWithMxolorectalMxancercMJAMAfOncologyaM2018aMiaMmekbmfh 13.4 85

59 vMcomparisonMofMcosegregationManalysisMmethodsMforMtheMclinicalMsettingcMFamilialfCanceraM2018aMflaMgnjbheg3 15

58 UsingMSomaticMMutationsMfromMTumorsMtoMxlassifyMVariantsMinMMismatchMRepairMGenescMAmericanf
JournalfoffHumanfGeneticsaM2018aMfehaMfnbgn 11 19

57 PostmortemMSomaticMSequencingMofMTumorsMFromMPatientsMWithMSuspectedMLynchMSyndromeMHasM
xlinicalMUtilityMforMSurvivingMRelativescMJCOfPrecisionfOncologyaM2018aMgaM 3.6

56 RareMlossMofMfunctionMvariantsMinMcandidateMgenesMandMriskMofMcolorectalMcancercMHumanfGeneticsaM
2018aMfhlaMlnjbmek 6.3 6

55 ScalingMresolutionMofMvariantMclassificationMdifferencesMinMxlinVarMbetweenMifMclinicalMlaboratoriesM
throughManMoutlierMapproachcMHumanfMutationaM2018aMhnaMfkifbfkin 4.7 28

54 zfficientMyetectionMofMxopyMNumberMMutationsMinMPMSgMzxonsMwithMaMxloseMHomologcMJournalfoff
MolecularfDiagnosticsaM2018aMgeaMjfgbjgf 5.1 3

53 FeaturesMofMPatientsMWithMHereditaryMMixedMPolyposisMSyndromeMxausedMbyMyuplicationMofMGRzMfM
andMImplicationsMforMScreeningMandMSurveillancecMGastroenterologyaM2017aMfjgaMfmlkbfmmecef 13.3 25

52 PowerMofMpedigreeMlikelihoodManalysisMinMextendedMpedigreesMtoMclassifyMrareMvariantsMofMuncertainM
significanceMinMcancerMriskMgenescMFamilialfCanceraM2017aMfkaMkffbkge 3 6

51 PrevalenceMandMSpectrumMofMGermlineMxancerMSusceptibilityMGeneMMutationsMvmongMPatientsMWithM
zarlybOnsetMxolorectalMxancercMJAMAfOncologyaM2017aMhaMikibilf 13.4 335

50 KnowledgeMforMPrecisionMMedicineoMMechanisticMReasoningMandMMethodologicalMPluralismcMJAMAfuf
JournalfoffthefAmericanfMedicalfAssociationaM2017aMhfmaMfkinbfkje 27.4 35

49 vMsurveyMofMcurrentMpracticesMforMgenomicMsequencingMtestMinterpretationMandMreportingMprocessesM
inMUSMlaboratoriescMGeneticsfinfMedicineaM2017aMfnaMjljbjmg 8.1 52

48 FamilybSpecificMVariantsMandMtheMLimitsMofMHumanMGeneticscMTrendsfinfMolecularfMedicineaM2016aMggaMngjbnhi11.5 18

47 FamilyMStudiesMforMxlassificationMofMVariantsMofMUncertainMxlassificationoMxurrentMLaboratoryMxlinicalM
PracticeMandMaMNewMWebbwasedMzducationalMToolcMJournalfoffGeneticfCounselingaM2016aMgjaMffikbffjk 2.5 19

46
NextMGenerationMSequencingMinMtheMxlinicoMaMPatternsMofMxareMStudyMinMaMRetrospectiveMxohortMofM
SubjectsMReferredMtoMaMGeneticMMedicineMxlinicMforMSuspectedMLynchMSyndromecMJournalfoffGeneticf
CounselingaM2016aMgjaMjfjbn

2.5 3

45 PhysicianMperspectivesMofMxYPgxfnMandMclopidogrelMdrugbgeneMinteractionMactiveMclinicalMdecisionM
supportMalertscMInternationalfJournalfoffMedicalfInformaticsaM2016aMmkaMfflbgj 5.3 11

44 ImprovingMperformanceMofMmultigeneMpanelsMforMgenomicManalysisMofMcancerMpredispositioncMGeneticsf
infMedicineaM2016aMfmaMnlibmf 8.1 60
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43 TheMgenomicMxySMsandboxoMvnMassessmentMamongMdomainMexpertscMJournalfoffBiomedicalf
InformaticsaM2016aMkeaMmibni 10.2 3

42 ModelingMtheMcostsMofMclinicalMdecisionMsupportMforMgenomicMprecisionMmedicinecMAMIAfSummitsfonf
TranslationalfSciencefProceedingsaM2016aMgefkaMkebi 1.1 4

41 PracticalMconsiderationsMforMimplementingMgenomicMinformationMresourcescMzxperiencesMfromM
eMzRGzMandMxSzRcMAppliedfClinicalfInformaticsaM2016aMlaMmlebmg 3.1 17

40 vpplyingMvncestryMandMSexMxomputationMasMaMQualityMxontrolMToolMinMTargetedMNextbGenerationM
SequencingcMAmericanfJournalfoffClinicalfPathologyaM2016aMfijaMhembfj 1.9 5

39 xvyyMscoreMhasMlimitedMclinicalMvalidityMforMtheMidentificationMofMpathogenicMvariantsMinMnoncodingM
regionsMinMaMhereditaryMcancerMpanelcMGeneticsfinfMedicineaM2016aMfmaMfgknbfglj 8.1 30

38 xlinicalMSequencingMzxploratoryMResearchMxonsortiumoMvcceleratingMzvidencebwasedMPracticeMofM
GenomicMMedicinecMAmericanfJournalfoffHumanfGeneticsaM2016aMnmaMfejfbfekk 11 107

37 yevelopmentMofMclinicalMdecisionMsupportMalertsMforMpharmacogenomicMincidentalMfindingsMfromM
exomeMsequencingcMGeneticsfinfMedicineaM2015aMflaMnhnbig 8.1 20

36 NextbGenerationMSequencingMPanelsMforMtheMyiagnosisMofMxolorectalMxancerMandMPolyposisM
SyndromesoMvMxostbzffectivenessMvnalysiscMJournalfoffClinicalfOncologyaM2015aMhhaMgemibnf 2.2 93

35 xSzRMandMeMzRGzoMcurrentMandMpotentialMstateMofMtheMdisplayMofMgeneticMinformationMinMtheM
electronicMhealthMrecordcMJournalfoffthefAmericanfMedicalfInformaticsfAssociation:fJAMIAaM2015aMggaMfghfbig8.6 63

34 vctionableMexomicMincidentalMfindingsMinMkjehMparticipantsoMchallengesMofMvariantMclassificationcM
GenomefResearchaM2015aMgjaMhejbfj 9.7 252

33 xlinicalMlaboratoryManalyticsoMxhallengesMandMpromiseMforManMemergingMdisciplinecMJournalfoff
PathologyfInformaticsaM2015aMkaMn 4.4 11

32 vMbayesianMapproachMtoMlaboratoryMutilizationMmanagementcMJournalfoffPathologyfInformaticsaM2015aM
kaMfe 4.4 4

31 LargeMnumbersMofMindividualsMareMrequiredMtoMclassifyMandMdefineMriskMforMrareMvariantsMinMknownM
cancerMriskMgenescMGeneticsfinfMedicineaM2014aMfkaMjgnbhi 8.1 16

30 yeepMsequencingMwithMintronicMcaptureMenablesMidentificationMofManMvPxMexonMfeMinversionMinMaM
patientMwithMpolyposiscMGeneticsfinfMedicineaM2014aMfkaMlmhbk 8.1 11

29 yoMweMnowMknowMwhatMinappropriateMlaboratoryMutilizationMistMvnMexpandedMsystematicMreviewMofM
laboratoryMclinicalMauditscMAmericanfJournalfoffClinicalfPathologyaM2014aMfifaMllibmh 1.9 55

28 PragmaticMandMzthicalMxhallengesMofMIncorporatingMtheMGenomeMintoMtheMzlectronicMMedicalMRecordcM
CurrentfGeneticfMedicinefReportsaM2014aMgaMgefbgff 2.2 10

27 TheMgefhMsymposiumMonMpathologyMdataMintegrationMandMclinicalMdecisionMsupportMandMtheMcurrentM
stateMofMfieldcMJournalfoffPathologyfInformaticsaM2014aMjaMg 4.4 13

26
UsingMpatientsMlikeMmyMpatientMforMclinicalMdecisionMsupportoMinstitutionbspecificMprobabilityMofMceliacM
diseaseMdiagnosisMusingMsimplifiedMnearbneighborMclassificationcMJournalfoffGeneralfInternalfMedicineaM
2013aMgmaMfjkjblg

4 4

(2013-2016)

5



25 vctionableaMpathogenicMincidentalMfindingsMinMfaeeeMparticipantsTMexomescMAmericanfJournalfoff
HumanfGeneticsaM2013aMnhaMkhfbie 11 302

24 LaboratoryMinformaticsMbasedMevaluationMofMmethyleneMtetrahydrofolateMreductaseMxkllTMgeneticM
testMoverutilizationcMJournalfoffPathologyfInformaticsaM2013aMiaMhh 4.4 2

23 SeropositivityMratesMforMmeaslesaMmumpsaMandMrubellaMIgGMandMcostsMassociatedMwithMtestingMandM
revaccinationcMVaccinefJournalaM2013aMgeaMiihbj 8

22 VitaminMyMdependentMeffectsMofMvPOvjMpolymorphismsMonMHyLMcholesterolcMAtherosclerosisaM2012aM
gggaMfklbli 3.1 17

21
ProthrombinMtimeaMactivatedMpartialMthromboplastinMtimeMandMdiluteMRussellTsMViperMVenomMtimesM
areMnotMshorterMinMpatientsMwithMtheMprothrombinMGgegfevMmutationaMandMdiluteMRussellTsMViperM
VenomMtimeMmayMbeMlongercMThrombosisfResearchaM2012aMfheaMefhibm

8.2

20 UtilizationMandMutilityMofMclinicalMlaboratoryMreportsMwithMgraphicalMelementscMJournalfoffPathologyf
InformaticsaM2012aMhaMgk 4.4 6

19 SimultaneousMgenotypingMofMrsfgnlnmkeMandMrsmennnflMvariantsMnearMtheMILgmwMlocusMassociatedM
withMHxVMclearanceMandMtreatmentMresponsecMJournalfoffMolecularfDiagnosticsaM2011aMfhaMiikbjf 5.1 19

18
zvaluationMofMtheMgenebageMinteractionsMinMHyLMcholesterolaMLyLMcholesterolaMandMtriglycerideMlevelsoM
theMimpactMofMtheMSORTfMpolymorphismMonMLyLMcholesterolMlevelsMisMageMdependentcMAtherosclerosisaM
2011aMgflaMfhnbif

3.1 27

17 xervicalMribsMareMmoreMprevalentMinMstillbornMfetusesMthanMinMlivebbornMinfantsMandMareMstronglyM
associatedMwithMfetalManeuploidycMPediatricfandfDevelopmentalfPathologyaM2011aMfiaMihfbl 2.2 25

16 PartitioningMreferenceMintervalsMbyMuseMofMgeneticMinformationcMClinicalfChemistryaM2011aMjlaMiljbmf 5.5 11

15 vMpopulationbbasedMdescriptionMofMfamilialMclusteringMofMpancreaticMcancercMClinicalfGastroenterologyf
andfHepatologyaM2010aMmaMmfgbk 6.9 19

14 GreyMmatterMchangesMassociatedMwithMhostMgeneticMvariationMandMexposureMtoMHerpesMSimplexMVirusMfM
UHSVfVMinMfirstMepisodeMschizophreniacMSchizophreniafResearchaM2010aMffmaMghgbn 3.6 13

13 InformaticsMmethodsMforMlaboratoryMevaluationMofMHPVMorderingMpatternsMwithManMexampleMfromMaM
nationwideMsampleMinMtheMUnitedMStatesaMgeehbgeencMJournalfoffPathologyfInformaticsaM2010aMfaMgk 4.4 5

12 PilotMstudyMofMlinkingMWebbbasedMsupplementalMinterpretiveMinformationMtoMlaboratoryMtestMreportscM
AmericanfJournalfoffClinicalfPathologyaM2009aMfhgaMmfmbgh 1.9 7

11
ProviderMmanagementMofMandMsatisfactionMwithMlaboratoryMtestingMinMtheMnursingMhomeMsettingoM
resultsMofMaMnationalMinternetbbasedMsurveycMJournalfoffthefAmericanfMedicalfDirectorsfAssociationaM
2009aMfeaMfkfbfkkceh

5.9 17

10 vntibodiesMtoMcytomegalovirusMandMHerpesMSimplexMVirusMfMassociatedMwithMcognitiveMfunctionMinM
schizophreniacMSchizophreniafResearchaM2008aMfekaMgkmbli 3.6 71

9 xhangingMinterpretationsaMstableMgenesoMresponsibilitiesMofMpatientsaMprofessionalsaMandMpolicyM
makersMinMtheMclinicalMinterpretationMofMcomplexMgeneticMinformationcMGeneticsfinfMedicineaM2008aMfeaMllmbmh8.1 30

8 vMnetworkMofMdopaminergicMgeneMvariationsMimplicatedMasMriskMfactorsMforMschizophreniacMHumanf
MolecularfGeneticsaM2008aMflaMlilbjm 5.6 120
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7 PolymorphismsMinMMIxwMareMassociatedMwithMhumanMherpesMvirusMseropositivityMandMschizophreniaM
riskcMSchizophreniafResearchaM2007aMniaMhigbjh 3.6 31

6 vreMexposureMtoMcytomegalovirusMandMgeneticMvariationMonMchromosomeMkpMjointMriskMfactorsMforM
schizophreniatcMAnnalsfoffMedicineaM2007aMhnaMfijbjh 1.5 25

5 vMcomprehensiveMgeneticMassociationMandMfunctionalMstudyMofMTNFMinMschizophreniaMriskcM
SchizophreniafResearchaM2006aMmhaMlbfh 3.6 21

4
vssociationMstudyMofMILfeaMILfbetaaMandMILfRNMandMschizophreniaMusingMtagMSNPsMfromMaM
comprehensiveMdatabaseoMsuggestiveMassociationMwithMrsfkniiMatMILfbetacMSchizophreniafResearchaM
2006aMmmaMghjbii

3.6 48

3 xellMcultureManalysisMofMtheMregulatoryMframeshiftMeventMrequiredMforMtheMexpressionMofMmammalianM
antizymescMGenesfTofCellsaM2001aMkaMnhfbif 2.3 29

2 OneMinMsevenMpathogenicMvariantsMcanMbeMchallengingMtoMdetectMbyMNGSoMvnManalysisMofMijeaeeeM
patientsMwithMimplicationsMforMclinicalMsensitivityMandMgeneticMtestMimplementation 3

1 vnMinterlaboratoryMstudyMofMcomplexMvariantMdetection 4
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