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ARTICLE IF CITATIONS
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Stratification of population in NHANES 20094€“2014 based on exposure pattern of lead, cadmium,
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A novel quantification of information for longitudinal data analyzed by mixeda€effects modeling. 13 5
Pharmaceutical Statistics, 2020, 19, 388-398. )

A quick and accurate method for the estimation of covariate effects based on empirical Bayes
estimates in mixed-effects modeling: Correction of bias due to shrinkage. Statistical Methods in
Medical Research, 2019, 28, 3568-3578.

Full covariate modelling approach in population pharmacokinetics: understanding the underlying
hypothesis tests and implications of multiplicity. British Journal of Clinical Pharmacology, 2018, 84, 2.4 17
1525-1534.

One-sided empirical Bayes test for location parameter in Gamma distribution. Applied Mathematics,
2018, 33, 287-297.

Two-sided empirical Bayes test for location parameter in the gamma distribution. Communications in 1.0 5
Statistics - Theory and Methods, 2017, 46, 4215-4225. :

Further Evaluation of Covariate Analysis using Empirical Bayes Estimates in Population
Pharmacokinetics: the Perception of Shrinkage and Likelihood Ratio Test. AAPS Journal, 2017, 19,
264-273.
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