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ARTICLE IF CITATIONS

Association analyses identify 31 new risk loci for colorectal cancer susceptibility. Nature
Communications, 2019, 10, 2154.

Genetic Predisposition to Chronic Lymphocytic Leukemia Is Mediated by a BMF Super-Enhancer 64 58
Polymorphism. Cell Reports, 2016, 16, 2061-2067. :

Genome-wide association study identifies susceptibility loci for B-cell childhood acute lymphoblastic
leukemia. Nature Communications, 2018, 9, 1340.

Identification of four novel associations for B-cell acute lymphoblastic leukaemia risk. Nature 12.8 58
Communications, 2019, 10, 5348. :

The non-coding variant rs1800734 enhances DCLK3 expression through long-range interaction and
promotes colorectal cancer progression. Nature Communications, 2017, 8, 14418.

Genetic and regulatory mechanism of susceptibility to high-hyperdiploid acute lymphoblastic

leukaemia at 10g21.2. Nature Communications, 2017, 8, 14616. 12.8 40

Multiple myeloma risk variant at 7p15.3 creates an IRF4-binding site and interferes with CDCA7L
expression. Nature Communications, 2016, 7, 13656.

Genetic predisposition to B-cell acute lymphoblastic leukemia at 14q11.2 is mediated by a CEBPE

promoter polymorphism. Leukemia, 2019, 33, 1-14. 7.2 19

Cancer drivers and clonal dynamics in acute lymphoblastic leukaemia subtypes. Blood Cancer Journal,

2021, 11, 177.

Identification of New Risk Loci and Regulatory Mechanisms Influencing Genetic Susceptibility to Acute 14 o
Lymphoblastic Leukaemia. Blood, 2019, 134, 650-650. )



