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49 MosquitoabiteMinfectionMofMhumanizedMmiceMwithMchikungunyaMvirusMproducesMsystemicMdiseaseMwithM
longatermMeffectsbMPLoSgNeglectedgTropicalgDiseasesZM2021ZMeiZMedddnhfl 4.8 2

48 SynthesisZMStructureavctivityMRelationshipsZMandMvntiviralMvctivityMofMvllostericMInhibitorsMofMFlavivirusM
NSfwaNSgMProteasebMJournalgofgMedicinalgChemistryZM2021ZMkhZMflllafmdd 8.3 8

47 IPaedMandMxXxRgMsignalingMinhibitMZikaMvirusMreplicationMinMhumanMprostateMcellsbMPLoSgONEZM2020ZMeiZMedfhhiml3.7 0

46 yiscoveryZMXarayMxrystallographyMandMvntiviralMvctivityMofMvllostericMInhibitorsMofMFlavivirusM
NSfwaNSgMProteasebMJournalgofgthegAmericangChemicalgSocietyZM2019ZMeheZMkmgfakmgk 16.4 48

45 yengueMvirusesMinfectMhumanMmegakaryocytesZMwithMprobableMclinicalMconsequencesbMPLoSgNeglectedg
TropicalgDiseasesZM2019ZMegZMedddlmgl 4.8 23

44 ReplicationMofMZikaMVirusMinMHumanMProstateMxellsoMvMPotentialMSourceMofMSexuallyMTransmittedMVirusbM
JournalgofgInfectiousgDiseasesZM2018ZMfelZMigmaihl 7 25

43 MosquitoMsalivaMaloneMhasMprofoundMeffectsMonMtheMhumanMimmuneMsystembMPLoSgNeglectedgTropicalg
DiseasesZM2018ZMefZMedddkhgn 4.8 37

42 PrimaryMHumanMPlacentalMTrophoblastsMareMPermissiveMforMZikaMVirusMVZIKVWMReplicationbMScientificg
ReportsZM2017ZMlZMhegmn 4.9 82

41 IxTVMVirusMTaxonomyMProfileoMFlaviviridaebMJournalgofgGeneralgVirologyZM2017ZMnmZMfag 4.9 332

40 ProposedMrevisionMtoMtheMtaxonomyMofMtheMgenusMPestivirusZMfamilyMFlaviviridaebMJournalgofgGeneralg
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32 StructureMandMfunctionManalysisMofMtherapeuticMmonoclonalMantibodiesMagainstMdengueMvirusMtypeMfbM
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31 HumanizedMmiceMshowMclinicalMsignsMofMdengueMfeverMaccordingMtoMinfectingMvirusMgenotypebMJournalg
ofgVirologyZM2009ZMmgZMmkgmahi 6.6 105

30 yengueMvirusMmarkersMofMvirulenceMandMpathogenicitybMFuturegVirologyZM2009ZMhZMime 2.4 19
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JournalgofgTropicalgMedicinegandgHygieneZM2006ZMliZMmmkanf 3.2 85
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VIRUSbMAmericangJournalgofgTropicalgMedicinegandgHygieneZM2006ZMliZMmmkamnf 3.2 118

25 SelectionMforMvirulentMdengueMvirusesMoccursMinMhumansMandMmosquitoesbMJournalgofgVirologyZM2005ZM
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21 vmericanMgenotypeMstructuresMdecreaseMdengueMvirusMoutputMfromMhumanMmonocytesMandMdendriticM
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18 PhylogeneticManalysisMofMtheMenvelopeMproteinMVdomainMIIIWMofMdengueMhMvirusesbMSaludgPublicagDeg
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14 yengueMvirusMstructuralMdifferencesMthatMcorrelateMwithMpathogenesisbMJournalgofgVirologyZM1999ZMlgZMhlgmahl6.6 431
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