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ARTICLE

Decoding the protein composition of whole nucleosomes with Nuc-MS. Nature Methods, 2021, 18,
303-308.

UBR? acts as a histone chaperone for posta€nucleosomal histone H3. EMBO Journal, 2021, 40, e108307.

Reassembling protein complexes after controlled disassembly by top-down mass spectrometry in

native mode. International Journal of Mass Spectrometry, 2021, 465, 116591.
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