
Hahnbeom Park

ListiofiPublicationsibyiCitations

Source:ihttps://exalyycom/authorxpdf/5807556/hahnbeomxparkxpublicationsxbyxcitationsypdf

Version:i2024x04x18i

ThisidocumentihasibeenigeneratedibasedionitheipublicationsiandicitationsirecordedibyiexalyycomyiFori

theilatestiversioniofithisipublicationilistvivisititheilinkigiveniabovey

TheithirdicolumniisitheiimpactifactorirIFsiofitheijournalvianditheifourthicolumniisitheinumberiofi

citationsiofitheiarticley

48
papers

4,509
citations

27
h-index

62
g-index

62
ext. papers

7,511
ext. citations

8.5
avg, IF

5.92
L-index



l Paper IF Citations

48 AccuratePpredictionPofPproteinPstructuresPandPinteractionsPusingPaPthreeitrackPneuralPnetworkkP
SciencehP2021hPptphPutniuts 33.3 522

47 ImprovedPproteinPstructurePpredictionPusingPpredictedPinterresiduePorientationskPProceedingsnofnthen
NationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericahP2020hPnnthPnqvsinrmp 11.5 496

46 ThePRosettaPAlliAtomPEnergyPFunctionPforPMacromolecularPModelingPandPDesignkPJournalnofn
ChemicalnTheorynandnComputationhP2017hPnphPpmpnipmqu 6.4 486

45 GalaxyRefinewPProteinPstructurePrefinementPdrivenPbyPsideichainPrepackingkPNucleicnAcidsnResearchhP
2013hPqnhPWpuqiu 20.1 403

44 ProteinPstructurePdeterminationPusingPmetagenomePsequencePdatakPSciencehP2017hPprrhPovqiovu 33.3 346

43 GalaxyWEBPserverPforPproteinPstructurePpredictionPandPrefinementkPNucleicnAcidsnResearchhP2012hPqmhPWovqit20.1 335

42 SimultaneousPOptimizationPofPBiomolecularPEnergyPFunctionsPonPFeaturesPfromPSmallPMoleculesP
andPMacromoleculeskPJournalnofnChemicalnTheorynandnComputationhP2016hPnohPsomnisono 6.4 199

41 LargeiscalePdeterminationPofPpreviouslyPunsolvedPproteinPstructuresPusingPevolutionaryP
informationkPELifehP2015hPqhPemvoqu 8.9 173

40 MacromolecularPmodelingPandPdesignPinPRosettawPrecentPmethodsPandPframeworkskPNaturenMethodshP
2020hPnthPssrisum 21.6 165

39 DePnovoPdesignPofPaPfluorescenceiactivatingP˛†ibarrelkPNaturehP2018hPrsnhPquriqvn 50.4 156

38 AdvancesPinPGPCRPmodelingPevaluatedPbyPthePGPCRPDockPomnpPassessmentwPmeetingPnewP
challengeskPStructurehP2014hPoohPnnominnpv 5.2 136

37 CommunityiwidePassessmentPofPproteiniinterfacePmodelingPsuggestsPimprovementsPtoPdesignP
methodologykPJournalnofnMolecularnBiologyhP2011hPqnqhPouvipmo 6.5 114

36 CommunityiwidePevaluationPofPmethodsPforPpredictingPthePeffectPofPmutationsPonPproteiniproteinP
interactionskPProteins:nStructure,nFunctionnandnBioinformaticshP2013hPunhPnvumit 4.2 78

35 ProteinPloopPmodelingPbyPusingPfragmentPassemblyPandPanalyticalPloopPclosurekPProteins:nStructure,n
FunctionnandnBioinformaticshP2010hPtuhPpqouips 4.2 77

34 ThePFALCiLoopPwebPserverPforPproteinPloopPmodelingkPNucleicnAcidsnResearchhP2011hPpvhPWonmiq 20.1 72

33 GalaxyTBMwPtemplateibasedPmodelingPbyPbuildingPaPreliablePcorePandPrefiningPunreliablePlocalP
regionskPBMCnBioinformaticshP2012hPnphPnvu 3.6 64

32 ProteinPstructurePpredictionPusingPRosettaPinPCASPnokPProteins:nStructure,nFunctionnandn
BioinformaticshP2018hPusPSupplPnhPnnpinon 4.2 63

Hahnbeom Park

2



31 ProteinPloopPmodelingPusingPaPnewPhybridPenergyPfunctionPandPitsPapplicationPtoPmodelingPinP
inaccuratePstructuralPenvironmentskPPLoSnONEhP2014hPvhPennpunn 3.7 54

30 ImprovedPproteinPstructurePrefinementPguidedPbyPdeepPlearningPbasedPaccuracyPestimationkPNaturen
CommunicationshP2021hPnohPnpqm 17.4 50

29 ProteinPhomologyPmodelPrefinementPbyPlargeiscalePenergyPoptimizationkPProceedingsnofnthen
NationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericahP2018hPnnrhPpmrqipmrv 11.5 49

28 RefinementPofPunreliablePlocalPregionsPinPtemplateibasedPproteinPmodelskPProteins:nStructure,n
FunctionnandnBioinformaticshP2012hPumhPnvtqius 4.2 47

27 BlindPpredictionPofPinterfacialPwaterPpositionsPinPCAPRIkPProteins:nStructure,nFunctionnandn
BioinformaticshP2014hPuohPsomipo 4.2 43

26 StrengthPofPCalphaiHkkkOzCPhydrogenPbondsPinPtransmembranePproteinskPJournalnofnPhysicaln
ChemistrynBhP2008hPnnohPnmqniu 3.4 35

25 TransmembranePsignalingPofPchemotaxisPreceptorPtarwPinsightsPfromPmolecularPdynamicsPsimulationP
studieskPBiophysicalnJournalhP2011hPnmmhPovrrisp 2.9 32

24 HighiresolutionPproteiniproteinPdockingPbyPglobalPoptimizationwPrecentPadvancesPandPfutureP
challengeskPCurrentnOpinionninnStructuralnBiologyhP2015hPprhPoqipn 8.1 30

23 GalaxyGeminiwPaPwebPserverPforPproteinPhomoioligomerPstructurePpredictionPbasedPonPsimilaritykP
BioinformaticshP2013hPovhPnmtuium 7.2 30

22 AutomaticPstructurePpredictionPofPoligomericPassembliesPusingPRobettaPinPCASPnokPProteins:n
Structure,nFunctionnandnBioinformaticshP2018hPusPSupplPnhPoupiovn 4.2 29

21 HighiaccuracyPrefinementPusingPRosettaPinPCASPnpkPProteins:nStructure,nFunctionnandnBioinformaticshP
2019hPuthPnotsinouo 4.2 26

20 SamplingPandPenergyPevaluationPchallengesPinPligandPbindingPproteinPdesignkPProteinnSciencehP2017hP
oshPoqosioqpt 6.3 23

19 RefinementPofPproteinPterminiPinPtemplateibasedPmodelingPusingPconformationalPspacePannealingkP
Proteins:nStructure,nFunctionnandnBioinformaticshP2011hPtvhPotoripq 4.2 19

18 EfficientPconsiderationPofPcoordinatedPwaterPmoleculesPimprovesPcomputationalPproteiniproteinP
andPproteiniligandPdockingPdiscriminationkPPLoSnComputationalnBiologyhP2020hPnshPenmmunmp 5 19

17 CASPnnPrefinementPexperimentsPwithPROSETTAkPProteins:nStructure,nFunctionnandnBioinformaticshP
2016hPuqPSupplPnhPpnqioo 4.2 18

16 ImprovedPproteinPstructurePpredictionPusingPpredictedPinteriresiduePorientations 17

15 ThePoriginPofPconsistentPproteinPstructurePrefinementPfromPstructuralPaveragingkPStructurehP2015hP
ophPnnopiu 5.2 14

14 ForcePFieldPOptimizationPGuidedPbyPSmallPMoleculePCrystalPLatticePDataPEnablesPConsistentP
SubiAngstromPProteiniLigandPDockingkPJournalnofnChemicalnTheorynandnComputationhP2021hPnthPommmiomnm6.4 12

(2021-2014)

3



13 PredictionPofPProteinPMutationalPFreePEnergywPBenchmarkPandPSamplingPImprovementsPIncreaseP
ClassificationPAccuracykPFrontiersninnBioengineeringnandnBiotechnologyhP2020hPuhPrruoqt 5.8 11

12 StructurePpredictionPusingPsparsePsimulatedPNOEPrestraintsPwithPRosettaPinPCASPnnkPProteins:n
Structure,nFunctionnandnBioinformaticshP2016hPuqPSupplPnhPnuniu 4.2 11

11 ImprovedPproteinPstructurePrefinementPguidedPbyPdeepPlearningPbasedPaccuracyPestimation 10

10 AccuratePpredictionPofPproteinPstructuresPandPinteractionsPusingPaPpitrackPnetwork 9

9 ProteinPtertiaryPstructurePpredictionPandPrefinementPusingPdeepPlearningPandPRosettaPinPCASPnqkP
Proteins:nStructure,nFunctionnandnBioinformaticshP2021hPuvhPntoointpp 4.2 9

8 HowPdoesPaPregistryPchangePinPdyneincsPcoiledicoilPstalkPdrivePbindingPofPdyneinPtoPmicrotubules?kP
BiochemistryhP2011hPrmhPtsovips 3.2 5

7 ConformationalPSamplingPofPFlexiblePLigandibindingPProteinPLoopskPBulletinnofnthenKoreannChemicaln
SocietyhP2012hPpphPttmittq 1.2 4

6 ProteinPoligomerPmodelingPguidedPbyPpredictedPinterchainPcontactsPinPCASPnqkPProteins:nStructure,n
FunctionnandnBioinformaticshP2021hPuvhPnuoqinupp 4.2 4

5 AccuratePproteinPstructurePpredictionwPwhatPcomesPnext?kPBiodesignhP2021hPvhPqtirm 0 4

4 ThePRosettaPalliatomPenergyPfunctionPforPmacromolecularPmodelingPandPdesign 3

3 EfficientPconsiderationPofPcoordinatedPwaterPmoleculesPimprovesPcomputationalPproteiniproteinP
andPproteiniligandPdocking 3

2 GalaxyGPCRloopwPTemplateiBasedPandPAbPInitioPStructurePSamplingPofPthePExtracellularPLoopsPofP
GiProteiniCoupledPReceptorskPJournalnofnChemicalnInformationnandnModelinghP2018hPruhPnopqinoqp 6.1 3

1 PredictionPofPproteinPmutationalPfreePenergywPbenchmarkPandPsamplingPimprovementsPincreaseP
classificationPaccuracy 1

Hahnbeom Park

4


