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130 ProtTestnNselectionNofNbestafitNmodelsNofNproteinNevolutionbNBioinformaticsZN2005ZNfeZNfedhai 7.2 2556

129 TranslatorXnNmultipleNalignmentNofNnucleotideNsequencesNguidedNbyNaminoNacidNtranslationsbNNucleicc
AcidscResearchZN2010ZNglZNWkaeg 20.1 873

128 MolecularNevidenceNonNtheNevolutionaryNandNbiogeographicalNpatternsNofNyuropeanNcyprinidsbN
JournalcofcMolecularcEvolutionZN1999ZNhmZNffkagk 3.1 330

127 PhylogeneticNperformanceNofNmitochondrialNproteinacodingNgenesNinNresolvingNrelationshipsNamongN
vertebratesbNMolecularcBiologycandcEvolutionZN1996ZNegZNmggahf 8.3 293

126 PhylogenyNandNevolutionNofNtheNmajorNintrinsicNproteinNfamilybNBiologycofcthecCellZN2005ZNmkZNgmkaheh 3.5 217

125 InitialNdiversificationNofNlivingNamphibiansNpredatedNtheNbreakupNofNPangaeabNAmericancNaturalistZN
2005ZNejiZNimdam 3.7 202

124 wompleteNmitochondrialNgenomeNsuggestsNdiapsidNaffinitiesNofNturtlesbNProceedingscofcthecNationalc
AcademycofcSciencescofcthecUnitedcStatescofcAmericaZN1998ZNmiZNehffjage 11.5 172

123 uNhotspotNofNgeneNorderNrearrangementNbyNtandemNduplicationNandNrandomNlossNinNtheNvertebrateN
mitochondrialNgenomebNMolecularcBiologycandcEvolutionZN2006ZNfgZNffkagh 8.3 165

122 TheNcompleteNnucleotideNsequenceNofNtheNmitochondrialNxNuNgenomeNofNtheNrainbowNtroutZN
OncorhynchusNmykissbNJournalcofcMolecularcEvolutionZN1995ZNheZNmhfaie 3.1 161

121 RecentNudvancesNinNtheNVMolecularWNPhylogenyNofNVertebratesbNAnnualcReviewcofcEcologypcEvolutionpc
andcSystematicsZN2003ZNghZNgeeaggl 13.5 151

120 xiversityNandNevolutionNofNmembraneNintrinsicNproteinsbNBiochimicacEtcBiophysicacActacrcGeneralc
SubjectsZN2014ZNelhdZNehjlale 4 138

119 PhylogenyNofNcaecilianNamphibiansNVGymnophionaWNbasedNonNcompleteNmitochondrialNgenomesNandN
nuclearNRuGebNMolecularcPhylogeneticscandcEvolutionZN2004ZNggZNhegafk 4.1 132

118 yvolutionNofNgastropodNmitochondrialNgenomeNarrangementsbNBMCcEvolutionarycBiologyZN2008ZNlZNje 3 130

117 MturtnNaNnewNmodelNofNaminoNacidNreplacementNforNurthropodabNMolecularcBiologycandcEvolutionZN
2007ZNfhZNeai 8.3 127

116
xifferentialNpopulationNstructuringNofNtwoNcloselyNrelatedNfishNspeciesZNtheNmackerelNVScomberN
scombrusWNandNtheNchubNmackerelNVScomberNjaponicusWZNinNtheNMediterraneanNSeabNMolecularcEcology
ZN2004ZNegZNekliaml

5.7 127

115 TheNevolutionaryNpositionNofNturtlesNrevisedbNDiecNaturwissenschaftenZN2001ZNllZNemgafdd 2 121

114 MolecularNphylogeneticsNofNGobioideiNandNphylogeneticNplacementNofNyuropeanNgobiesbNMolecularc
PhylogeneticscandcEvolutionZN2013ZNjmZNjemagg 4.1 112
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113 LRRwlNproteinsNshareNaNcommonNancestorNwithNpannexinsZNandNmayNformNhexamericNchannelsN
involvedNinNcellacellNcommunicationbNBioEssaysZN2012ZNghZNiieajd 4.1 112

112
RapidNspeciationNandNecologicalNdivergenceNinNtheNumericanNsevenaspinedNgobiesNVGobiidaeZN
GobiosomatiniWNinferredNfromNaNmolecularNphylogenybNEvolution;cInternationalcJournalcofcOrganicc
EvolutionZN2003ZNikZNeilhaml

3.8 109

111
LimitationsNofNmetazoanNelSNrRNuNsequenceNdatanNimplicationsNforNreconstructingNaNphylogenyNofN
theNanimalNkingdomNandNinferringNtheNrealityNofNtheNwambrianNexplosionbNJournalcofcMolecularc
EvolutionZN1998ZNhkZNgmhahdi

3.1 106

110 PhylogeneticNrelationshipsNofNIberianNcyprinidsnNsystematicNandNbiogeographicalNimplicationsbN
ProceedingscofcthecRoyalcSocietycB:cBiologicalcSciencesZN1998ZNfjiZNegjiakf 4.4 106

109 uNphylogeneticNframeworkNforNtheNaquaporinNfamilyNinNeukaryotesbNJournalcofcMolecularcEvolutionZN
2001ZNifZNgmeahdh 3.1 104

108 NeogastropodNphylogeneticNrelationshipsNbasedNonNentireNmitochondrialNgenomesbNBMCc
EvolutionarycBiologyZN2009ZNmZNfed 3 95

107 TheNcompleteNmitochondrialNxNuNsequenceNofNtheNbichirNVPolypterusNornatipinnisWZNaNbasalN
rayafinnedNfishnNancientNestablishmentNofNtheNconsensusNvertebrateNgeneNorderbNGeneticsZN1996ZNehhZNeejiald4 95

106 OnNtheNoriginNofNandNphylogeneticNrelationshipsNamongNlivingNamphibiansbNProceedingscofcthec
NationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaZN2001ZNmlZNkgldag 11.5 94

105
yvolutionaryNrelationshipsNofNtheNcoelacanthZNlungfishesZNandNtetrapodsNbasedNonNtheNflSNribosomalN
RNuNgenebNProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaZN1996ZN
mgZNihhmaih

11.5 94

104
TheNcompleteNnucleotideNsequenceNofNtheNmitochondrialNgenomeNofNtheNlungfishNVProtopterusN
dolloiWNsupportsNitsNphylogeneticNpositionNasNaNcloseNrelativeNofNlandNvertebratesbNGeneticsZN1996ZN
ehfZNefhmajg

4 94

103 yvolutionaryNanalysesNofNgapNjunctionNproteinNfamiliesbNBiochimicacEtcBiophysicacActacrc
BiomembranesZN2013ZNelflZNhaeh 3.8 91

102 TheNcompleteNxNuNsequenceNofNtheNmitochondrialNgenomeNofNaNPlivingNfossilZPNtheNcoelacanthN
VLatimeriaNchalumnaeWbNGeneticsZN1997ZNehjZNmmiaeded 4 85

101 PhylogenyNandNbiogeographyNofNmeNspeciesNofNheroineNcichlidsNVTeleosteinNwichlidaeWNbasedNonN
sequencesNofNtheNcytochromeNbNgenebNMolecularcPhylogeneticscandcEvolutionZN2007ZNhgZNmeaeed 4.1 84

100 yvolutionNofNtheNinsulinNreceptorNfamilyNandNreceptorNisoformNexpressionNinNvertebratesbNMolecularc
BiologycandcEvolutionZN2008ZNfiZNedhgaig 8.3 78

99 yvolutionaryNandNbiogeographicNpatternsNofNtheNvadidaeNVTeleosteinNPerciformesWNinferredNfromN
mitochondrialNandNnuclearNxNuNsequenceNdatabNMolecularcPhylogeneticscandcEvolutionZN2004ZNgfZNededaff4.1 77

98
PhylogeneticNrelationshipsNofNeuropeanNstrainsNofNporcineNreproductiveNandNrespiratoryNsyndromeN
virusNVPRRSVWNinferredNfromNxNuNsequencesNofNputativeNORzaiNandNORzakNgenesbNViruscResearchZN
1996ZNhfZNeimaji

6.4 76

97 LifeahistoryNevolutionNandNmitogenomicNphylogenyNofNcaecilianNamphibiansbNMolecularcPhylogeneticsc
andcEvolutionZN2014ZNkgZNekkalm 4.1 75

96 yvolutionaryNbiologyNinNbiodiversityNscienceZNconservationZNandNpolicynNaNcallNtoNactionbNEvolution;c
InternationalcJournalcofcOrganiccEvolutionZN2010ZNjhZNeiekafl 3.8 73
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95 ParallelNevolutionNofNtheNgeneticNcodeNinNarthropodNmitochondrialNgenomesbNPLoScBiologyZN2006ZNhZNeefk 9.7 73

94 MolecularNphylogenyNofNeuthyneuraNVmolluscanNgastropodaWbNMolecularcBiologycandcEvolutionZN2004ZN
feZNgdgaeg 8.3 72

93 xirectNdetectionNofNtheNporcineNreproductiveNandNrespiratoryNsyndromeNVPRRSWNvirusNbyNreverseN
polymeraseNchainNreactionNVRTaPwRWbNArchivescofcVirologyZN1994ZNegiZNlmamm 2.6 71

92 OriginNofNplantNglycerolNtransportersNbyNhorizontalNgeneNtransferNandNfunctionalNrecruitmentbN
ProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaZN2002ZNmmZNehlmgaj 11.5 70

91 MolecularNphylogeneticsNandNevolutionaryNdiversificationNofNlabyrinthNfishesNVPerciformesnN
unabantoideiWbNSystematiccBiologyZN2006ZNiiZNgkhamk 8.4 65

90 RuPIxNwLuxOGyNySISNINNMuRINyNzISHySNRyVISITyxbNEvolution;cInternationalcJournalcofcOrganicc
EvolutionZN2005ZNimZNeeemaeefk 3.8 64

89 TheNcompleteNmitochondrialNxNuNsequenceNofNtheNMekongNgiantNcatfishNVPangasianodonNgigasWZNandN
theNphylogeneticNrelationshipsNamongNSiluriformesbNGeneZN2007ZNglkZNhmaik 3.8 63

88 PhylogeneticNrelationshipsNofNdiscoglossidNfrogsNVumphibianunuranxiscoglossidaeWNbasedNonN
completeNmitochondrialNgenomesNandNnuclearNgenesbNGeneZN2004ZNghgZNgikajj 3.8 62

87 PhylogeneticNrelationshipsNofNGreekNcyprinidaenNmolecularNevidenceNforNatNleastNtwoNoriginsNofNtheN
GreekNcyprinidNfaunabNMolecularcPhylogeneticscandcEvolutionZN1999ZNegZNeffage 4.1 60

86 PlatyrrhineNsystematicsnNaNsimultaneousNanalysisNofNmolecularNandNmorphologicalNdatabNAmericanc
JournalcofcPhysicalcAnthropologyZN1998ZNedjZNfjeale 2.5 59

85 yvolutionNandNorthologyNofNhedgehogNgenesbNTrendscincGeneticsZN1996ZNefZNhmjak 8.5 59

84 viogeographyNofNtheNMesoamericanNwichlidaeNVTeleosteinNHeroiniWnNcolonizationNthroughNtheN
GuuRlandiaNlandNbridgeNandNearlyNdiversificationbNJournalcofcBiogeographyZN2013ZNhdZNikmaimg 4.1 58

83 TheNcompleteNmitochondrialNgenomeNofNtheNnudibranchNRoboastraNeuropaeaNVMolluscanN
GastropodaWNsupportsNtheNmonophylyNofNopisthobranchsbNMolecularcBiologycandcEvolutionZN2002ZNemZNejkfali8.3 58

82 MitochondrialNandNnuclearNrRNuNbasedNcopepodNphylogenyNwithNemphasisNonNtheNyuchaetidaeN
VwalanoidaWbNMarinecBiologyZN1999ZNeggZNkmamd 2.5 58

81 GeneticNdiversityNandNhistoricalNdemographyNofNutlanticNbigeyeNtunaNVThunnusNobesusWbNMolecularc
PhylogeneticscandcEvolutionZN2006ZNgmZNhdhaej 4.1 55

80 PhylogeneticNrelationshipsNamongNOpisthobranchiaNVMolluscanNGastropodaWNbasedNonNmitochondrialN
coxNeZNtrnVZNandNrrnLNgenesbNMolecularcPhylogeneticscandcEvolutionZN2004ZNggZNgklall 4.1 55

79 PhylogeneticNrelationshipsNofNIberianNdungNbeetlesNVwoleopteranNscarabaeinaeWnNinsightsNonNtheN
evolutionNofNnestingNbehaviorbNJournalcofcMolecularcEvolutionZN2002ZNiiZNeejafj 3.1 53

78 SignatureNofNanNearlyNgeneticNbottleneckNinNaNpopulationNofNMoroccanNsardinesNVSardinaNpilchardusWbN
MolecularcPhylogeneticscandcEvolutionZN2006ZNgmZNgkgalg 4.1 51
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77 RelativeNroleNofNlifeahistoryNtraitsNandNhistoricalNfactorsNinNshapingNgeneticNpopulationNstructureNofN
sardinesNVSardinaNpilchardusWbNBMCcEvolutionarycBiologyZN2007ZNkZNemk 3 49

76 GeneticNstructuringNandNmigrationNpatternsNofNutlanticNbigeyeNtunaZNThunnusNobesusNVLoweZNelgmWbN
BMCcEvolutionarycBiologyZN2008ZNlZNfif 3 48

75
PhylogeneticNrelationshipsNofNMiddleNumericanNcichlidsNVwichlidaeZNHeroiniWNbasedNonNcombinedN
evidenceNfromNnuclearNgenesZNmtxNuZNandNmorphologybNMolecularcPhylogeneticscandcEvolutionZN
2008ZNhmZNmheaik

4.1 48

74 PatternsNofNcladogenesisNinNtheNvenomousNmarineNgastropodNgenusNwonusNfromNtheNwapeNVerdeN
islandsbNSystematiccBiologyZN2005ZNihZNjghaid 8.4 48

73 waenogastropodNmitogenomicsbNMolecularcPhylogeneticscandcEvolutionZN2015ZNmgZNeelafl 4.1 47

72 yvolutionNofNmouthbroodingNandNlifeahistoryNcorrelatesNinNtheNfightingNfishNgenusNvettabNEvolution;c
InternationalcJournalcofcOrganiccEvolutionZN2004ZNilZNkmmaleg 3.8 47

71 yvolutionaryNanalysesNofNhedgehogNandNHoxdaedNgenesNinNfishNspeciesNcloselyNrelatedNtoNtheN
zebrafishbNProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaZN1996ZNmgZNegdgjahe11.5 46

70 MitochondrialNevidenceNonNtheNphylogeneticNpositionNofNcaeciliansNVumphibianNGymnophionaWbN
GeneticsZN2000ZNeiiZNkjiaki 4 46

69 TheNoriginNofNmodernNfrogsNVNeobatrachiaWNwasNaccompaniedNbyNaccelerationNinNmitochondrialNandN
nuclearNsubstitutionNratesbNBMCcGenomicsZN2012ZNegZNjfj 4.5 44

68 OnNtheNphylogeneticNpositionNofNaNrareNIberianNendemicNmammalZNtheNPyreneanNdesmanNVGalemysN
pyrenaicusWbNGeneZN2006ZNgkiZNeaeg 3.8 43

67 PhylogeographicalNandNspeciationNpatternsNinNsubterraneanNwormNlizardsNofNtheNgenusNvlanusN
VumphisbaenianNvlanidaeWbNMolecularcEcologyZN2007ZNejZNeiemage 5.7 42

66 ReversalNtoNairadrivenNsoundNproductionNrevealedNbyNaNmolecularNphylogenyNofNtonguelessNfrogsZN
familyNPipidaebNBMCcEvolutionarycBiologyZN2011ZNeeZNeeh 3 41

65 yffectNofNtaxonNsamplingNonNrecoveringNtheNphylogenyNofNsquamateNreptilesNbasedNonNcompleteN
mitochondrialNgenomeNandNnuclearNgeneNsequenceNdatabNGeneZN2009ZNhheZNefafe 3.8 41

64 vayesianNanalysisNofNhybridizationNandNintrogressionNbetweenNtheNendangeredNeuropeanNminkN
VMustelaNlutreolaWNandNtheNpolecatNVMustelaNputoriusWbNMolecularcEcologyZN2011ZNfdZNeekjamd 5.7 40

63
MORPHOSPywIySNVSbNGyNOSPywIySNINNTOXIwNMuRINyNxINOzLuGyLLuTySnNuNNuNuLYSISNOzN
GYMNOxZNIUMNwuTyNuTUMcGYROxINIUMNIMPUxIwUMNuNxNuLyXuNxRIUMNMINUTUMcubN
LUSITuNIwUMNUSINGNuNTIvOxIySZNLywTINSZNuNxNGyNyNSyQUyNwySebNJournalcofcPhycologyZN1995ZN
geZNldealdk

3 40

62 MitochondrialNphylogenyNofNunuraNVumphibiaWnNaNcaseNstudyNofNcongruentNphylogeneticN
reconstructionNusingNaminoNacidNandNnucleotideNcharactersbNGeneZN2006ZNgjjZNfflagk 3.8 38

61 MolecularNphylogeneticNinformationNonNtheNidentityNofNtheNclosestNlivingNrelativeVsWNofNlandN
vertebratesbNDiecNaturwissenschaftenZN1997ZNlhZNglmamk 2 37

60 wloningNandNcharacterizationNofNaNmicrosatelliteNinNtheNmitochondrialNcontrolNregionNofNtheNufricanN
sideaneckedNturtleZNPelomedusaNsubrufabNGeneZN1998ZNfejZNehmaig 3.8 37
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59 untarcticNfishNmitochondrialNgenomesNlackNNxjNgenebNJournalcofcMolecularcEvolutionZN2007ZNjiZNiemafl 3.1 35

58 MitogenomicsNofNVetigastropodanNinsightsNintoNtheNevolutionNofNpallialNsymmetrybNZoologicacScriptaZN
2016ZNhiZNehiaeim 2.5 35

57 PhylogeneticNrelationshipsNamongNsuperfamiliesNofNNeritimorphaNVMolluscanNGastropodaWbNMolecularc
PhylogeneticscandcEvolutionZN2016ZNedhZNfeage 4.1 31

56 TRUzunNuNUserazriendlyNWebNServerNforNdeNnovoNRNuaseqNunalysisNUsingNwlusterNwomputingbN
EvolutionarycBioinformaticsZN2015ZNeeZNmkaedh 1.9 30

55 GenxecodernNgeneticNcodeNpredictionNforNmetazoanNmitochondriabNNucleiccAcidscResearchZN2006ZNghZNWglmamg20.1 30

54 RevisitingNtheNphylogenyNofNwephalopodaNusingNcompleteNmitochondrialNgenomesbNJournalcofc
MolluscancStudiesZN2017ZNlgZNeggaehh 1.1 29

53 TheNcompleteNmitochondrialNgenomeNofNtheNrelictNfrogNLeiopelmaNarcheyinNinsightsNintoNtheNrootNofN
theNfrogNTreeNofNLifebNMitochondrialcDNAZN2010ZNfeZNekgalf 29

52 ReplayingNtheNtapenNrecurringNbiogeographicalNpatternsNinNwapeNVerdeNwonusNafterNefNmillionNyearsbN
MolecularcEcologyZN2008ZNekZNlliamde 5.7 28

51 veyondNwonusnNPhylogeneticNrelationshipsNofNwonidaeNbasedNonNcompleteNmitochondrialNgenomesbN
MolecularcPhylogeneticscandcEvolutionZN2017ZNedkZNehfaeie 4.1 27

50 NewNpatellogastropodNmitogenomesNhelpNcounteractingNlongabranchNattractionNinNtheNdeepN
phylogenyNofNgastropodNmollusksbNMolecularcPhylogeneticscandcEvolutionZN2019ZNeggZNefafg 4.1 27

49 OxidativeNstressZNthermogenesisNandNevolutionNofNuncouplingNproteinsbNJournalcofcBiologyZN2009ZNlZNil 26

48 yxperimentalNdesignNinNcaecilianNsystematicsnNphylogeneticNinformationNofNmitochondrialNgenomesN
andNnuclearNragebNSystematiccBiologyZN2009ZNilZNhfiagl 8.4 26

47 TheNevolutionNofNtheNmitochondrialNgeneticNcodeNinNarthropodsNrevisitedbNMitochondrialcDNAZN2012ZN
fgZNlhame 25

46 wompleteNnucleotideNsequenceNofNtheNmitochondrialNgenomeNofNaNsalamanderZNMertensiellaN
luschanibNGeneZN2003ZNgekZNekafk 3.8 25

45 NucleotideNsequenceNofNtheNsheepNmitochondrialNxNuNxaloopNandNitsNflankingNtRNuNgenesbNCurrentc
GeneticsZN1995ZNflZNmhaj 2.9 24

44 IntegrativeNanalysesNofNspeciationNandNdivergenceNinNPsammodromusNhispanicusNVSquamatanN
LacertidaeWbNBMCcEvolutionarycBiologyZN2011ZNeeZNghk 3 23

43 RapidNandNsensitiveNdetectionNofNtheNbovineNviralNdiarrheaNvirusNgenomeNinNsemenbNJournalcofc
VirologicalcMethodsZN1995ZNiiZNfdmael 2.6 22

42
MolecularNphylogenyNofNucanthochitoninaNVMolluscanNPolyplacophoranNwhitonidaWnNthreeNnewN
mitochondrialNgenomesZNrearrangedNgeneNordersNandNsystematicsbNJournalcofcNaturalcHistoryZN2014ZN
hlZNflfiaflig

0.5 21
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41 yvolutionarilyNdistinctNresiduesNinNtheNuncouplingNproteinNUwPeNareNessentialNforNitsNcharacteristicN
basalNprotonNconductancebNJournalcofcMolecularcBiologyZN2006ZNgimZNededaff 6.5 21

40 TheNmitochondrialNgenomeNofNIfremeriaNnautileiNandNtheNphylogeneticNpositionNofNtheNenigmaticN
deepaseaNubyssochrysoideaNVMolluscanNGastropodaWbNGeneZN2014ZNihkZNfikajj 3.8 19

39 TheNcompleteNmitochondrialNgenomeNofNScutopusNventrolineatusNVMolluscanNwhaetodermomorphaWN
supportsNtheNuculiferaNhypothesisbNBMCcEvolutionarycBiologyZN2014ZNehZNemk 3 19

38 uncientNoriginNofNendemicNIberianNearthaboringNdungNbeetlesNVGeotrupidaeWbNMolecularcPhylogeneticsc
andcEvolutionZN2011ZNimZNiklalj 4.1 19

37 RecentNadvancesNinNunderstandingNmitochondrialNgenomeNdiversitybNFvuuuResearchZN2020ZNmZN 3.6 19

36 wrypticNlineageNdivergenceNinNmarineNenvironmentsnNgeneticNdifferentiationNatNmultipleNspatialNandN
temporalNscalesNinNtheNwidespreadNintertidalNgobybNEcologycandcEvolutionZN2017ZNkZNiiehaiifg 2.8 18

35 xenserNmitogenomicNsamplingNimprovesNresolutionNofNtheNphylogenyNofNtheNsuperfamilyNTrochoideaN
VGastropodanNVetigastropodaWbNJournalcofcMolluscancStudiesZN2017ZNlgZNeeeaeel 1.1 17

34 NovelNpolymorphicNmicrosatellitesNforNtheNredaleggedNpartridgeNVulectorisNrufaWNandNcrossaspeciesN
amplificationNinNulectorisNgraecabNMolecularcEcologycNotesZN2005ZNiZNhhmahie 17

33 wonotoxinNxiversityNinNwhelyconusNermineusNVvornZNekklWNandNtheNwonvergentNOriginNofNPiscivoryNinN
theNutlanticNandNIndoaPacificNwonesbNGenomecBiologycandcEvolutionZN2018ZNedZNfjhgafjjf 3.9 16

32 GeneticNdiversityNassessmentsNinNtheNcenturyNofNgenomeNsciencebNCurrentcOpinioncincEnvironmentalc
SustainabilityZN2010ZNfZNhgahm 7.2 14

31 MicrosatelliteNmarkersNforNtheNendangeredNyuropeanNminkNVMustelaNlutreolaWNandNcloselyNrelatedN
mustelidsbNMolecularcEcologycNotesZN2007ZNkZNeeliaeell 14

30 uNmitogenomicNphylogenyNofNchitonsNVMolluscanNPolyplacophoraWbNBMCcEvolutionarycBiologyZN2020ZN
fdZNff 3 13

29 PhylogeneticNrelationshipsNofNconeNsnailsNendemicNtoNwaboNVerdeNbasedNonNmitochondrialNgenomesbN
BMCcEvolutionarycBiologyZN2017ZNekZNfge 3 13

28 PhylogeneticNrelationshipsNofNMediterraneanNandNNorthayastNutlanticNwantharidinaeNandNnotesNonN
StomatellinaeNVVetigastropodanNTrochidaeWbNMolecularcPhylogeneticscandcEvolutionZN2017ZNedkZNjhakm 4.1 13

27 PhylogeneticNrelationshipsNofNIberianNuphodiiniNVwoleopteranNScarabaeidaeWNbasedNonNmorphologicalN
andNmolecularNdatabNMolecularcPhylogeneticscandcEvolutionZN2004ZNgeZNedlhaedd 4.1 13

26 PhylogeneticNrelationshipsNofNtheNconoideanNsnailsNVGastropodanNwaenogastropodaWNbasedNonN
mitochondrialNgenomesbNMolecularcPhylogeneticscandcEvolutionZN2018ZNefkZNlmlamdj 4.1 13

25 wonotoxinNxiversityNinNtheNVenomNGlandNTranscriptomeNofNtheNMagicianUsNwoneZbNMarinecDrugsZN2019
ZNekZN 6 11

24 yxperimentalNdesignNinNphylogeneticsnNtestingNpredictionsNfromNexpectedNinformationbNSystematicc
BiologyZN2012ZNjeZNjjeakh 8.4 11

(2012-2006)
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23 MitogenomicNphylogenyNofNconeNsnailsNendemicNtoNSenegalbNMolecularcPhylogeneticscandcEvolutionZN
2017ZNeefZNkmalk 4.1 10

22 PatternsNofNgeneticNvariationNinNtheNendangeredNyuropeanNminkNVMustelaNlutreolaNLbZNekjeWbNBMCc
EvolutionarycBiologyZN2015ZNeiZNehe 3 10

21
RuPIxNSPywIuTIONNuNxNywOLOGIwuLNxIVyRGyNwyNINNTHyNuMyRIwuNNSyVyNaSPINyxNGOvIySN
VGOvIIxuyZNGOvIOSOMuTINIWNINzyRRyxNzROMNuNMOLywULuRNPHYLOGyNYbNEvolution;c
InternationalcJournalcofcOrganiccEvolutionZN2003ZNikZNeilh

3.8 10

20 wonidaeNphylogenomicsNandNevolutionbNZoologicacScriptaZN2019ZNhlZNemhafeh 2.5 9

19 IslandNsurvivorsnNpopulationNgeneticNstructureNandNdemographyNofNtheNcriticallyNendangeredNgiantN
lizardNofNLaNGomeraZNGallotiaNbravoanabNBMCcGeneticsZN2014ZNeiZNefe 2.6 9

18 uNnewNspeciesNofNsandNracerZNPsammodromusNVSquamatanNLacertidaeWZNfromNtheNWesternNIberianN
PeninsulabNZootaxaZN2012ZNgfdiZNhe 0.5 9

17 uctinobacteriaNcyclophilinsnNphylogeneticNrelationshipsNandNdescriptionNofNnewNclassaNandN
orderaspecificNparaloguesbNJournalcofcMolecularcEvolutionZN2006ZNjgZNkemagf 3.1 9

16 PolymorphicNmicrosatelliteNmarkersNforNtheNcriticallyNendangeredNvalearicNshearwaterZNPuffinusN
mauretanicusbNMolecularcEcologycResourcesZN2009ZNmZNedhhaj 8.4 7

15 IsolationNandNcharacterizationNofNpolymorphicNmicrosatellitesNforNtheNsardineNSardinaNpilchardusN
VwlupeiformesnNwlupeidaeWbNMolecularcEcologycNotesZN2006ZNkZNiemamfe 7
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