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l Paper IF Citations

208 βheKgrapevineKgenomeKsequenceKsuggestsKancestralKhexaploidizationKinKmajorKangiospermKphylaYK
NatureWK2007WKeejWKegdXh 50.4 2675

207 znternationalKnetworkKofKcancerKgenomeKprojectsYKNatureWK2010WKegeWKjjdXi 50.4 1613

206 –itricKoxideKfunctionsKasKaKsignalKinKplantKdiseaseKresistanceYKNatureWK1998WKdjeWKfifXi 50.4 1543

205 ®hasedKdiploidKgenomeKassemblyKwithKsingleXmoleculeKrealXtimeKsequencingYKNaturebMethodsWK2016WK
bdWKbafaXbafe 21.6 1015

204
αignalKinteractionsKbetweenKnitricKoxideKandKreactiveKoxygenKintermediatesKinKtheKplantK
hypersensitiveKdiseaseKresistanceKresponseYKProceedingsbofbthebNationalbAcademybofbSciencesbofbtheb
UnitedbStatesbofbAmericaWK2001WKjiWKbdefeXj

11.5 874

203 βheKinvolvementKofKcysteineKproteasesKandKproteaseKinhibitorKgenesKinKtheKregulationKofK
programmedKcellKdeathKinKplantsYKPlantbCellWK1999WKbbWKedbXee 11.6 619

202 – KnewsKisKgoodKnewsKforKplantsYKCurrentbOpinionbinbPlantbBiologyWK2005WKiWKdjaXg 9.9 395

201 rrabidopsisKnonsymbioticKhemoglobinKrybbKmodulatesKnitricKoxideKbioactivityYKPlantbCellWK2004WKbgWKchifXje11.6 297

200 tharacterizationKofKtranscriptionalKcomplexityKduringKberryKdevelopmentKinKVitisKviniferaKusingK
é–rXαeqYKPlantbPhysiologyWK2010WKbfcWKbhihXjf 6.6 294

199 αXnitrosylationKofKperoxiredoxinKzzKvKpromotesKperoxynitriteXmediatedKtyrosineKnitrationYKPlantbCellWK
2007WKbjWKebcaXda 11.6 283

198
xenomeKanalysisKofKsifidobacteriumKbifidumK®é“cabaKrevealsKmetabolicKpathwaysKforKhostXderivedK
glycanKforagingYKProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaWK
2010WKbahWKbjfbeXj

11.5 266

197 βheKgrapevineKexpressionKatlasKrevealsKaKdeepKtranscriptomeKshiftKdrivingKtheKentireKplantKintoKaK
maturationKprogramYKPlantbCellWK2012WKceWKdeijXfaf 11.6 252

196 ®roteomicKanalysisKofKαXnitrosylatedKproteinsKinKrrabidopsisKthalianaKundergoingKhypersensitiveK
responseYKProteomicsWK2008WKiWKbefjXgj 4.8 243

195 – KsignalsKinKtheKhazekKnitricKoxideKsignallingKinKplantKdefenceYKCurrentbOpinionbinbPlantbBiologyWK
2009WKbcWKefbXi 9.9 218

194 uecreasedKepigeneticKageKofK®s”tsKfromKztalianKsemiXsupercentenariansKandKtheirKoffspringYKAgingWK
2015WKhWKbbfjXha 5.6 211

193 –itricKoxideKsignallingKfunctionsKinKplantXpathogenKinteractionsYKCellularbMicrobiologyWK2004WKgWKhjfXiad 3.9 204

192 znsightKintoKtheKevolutionKofKtheKαolanaceaeKfromKtheKparentalKgenomesKofK®etuniaKhybridaYKNatureb
PlantsWK2016WKcWKbgahe 11.5 198
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191 ”Y bvKmutationsKandKchildhoodKfamilialKfocalKsegmentalKglomerulosclerosisYKNewbEnglandbJournalb
ofbMedicineWK2011WKdgfWKcjfXdag 59.2 195

190 rnnotatingKgenomesKwithKmassiveXscaleKé–rKsequencingYKGenomebBiologyWK2008WKjWKébhf 18.3 186

189 ”etacaspaseKactivityKofKrrabidopsisKthalianaKisKregulatedKbyKαXnitrosylationKofKaKcriticalKcysteineK
residueYKJournalbofbBiologicalbChemistryWK2007WKcicWKbdfcXi 5.4 182

188
éoleKofKsortaseXdependentKpiliKofKsifidobacteriumKbifidumK®é“cabaKinKmodulatingKbacteriumXhostK
interactionsYKProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaWK2013WK
bbaWKbbbfbXg

11.5 172

187 –itricKoxideXKandKhydrogenKperoxideXresponsiveKgeneKregulationKduringKcellKdeathKinductionKinK
tobaccoYKPlantbPhysiologyWK2006WKbebWKeaeXbb 6.6 166

186 –itricKoxideXmediatedKtranscriptionalKchangesKinKrrabidopsisKthalianaYKMolecularbPlantoMicrobeb
InteractionsWK2003WKbgWKbajeXbaf 3.6 165

185 trossKtalkKbetweenKreactiveKnitrogenKandKoxygenKspeciesKduringKtheKhypersensitiveKdiseaseK
resistanceKresponseYKPlantbPhysiologyWK2006WKbebWKdhjXid 6.6 164

184 xeneticKelucidationKofKnitricKoxideKsignalingKinKincompatibleKplantXpathogenKinteractionsYKPlantb
PhysiologyWK2004WKbdgWKcihfXig 6.6 157

183 rttYαbWKaKcystatinKfromKrrabidopsisKthalianaWKsuppressesKhypersensitiveKcellKdeathYKFEBSbJournalWK
2003WKchaWKcfjdXgae 154

182 –itricKoxideKasKaKmediatorKforKdefenseKresponsesYKMolecularbPlantoMicrobebInteractionsWK2013WKcgWKchbXh 3.6 149

181 –itricKoxideKmediatesKironXinducedKferritinKaccumulationKinKrrabidopsisYKPlantbJournalWK2002WKdaWKfcbXi 6.9 149

180 xeneralKandKspeciesXspecificKtranscriptionalKresponsesKtoKdownyKmildewKinfectionKinKaKsusceptibleK
SVitisKviniferaTKandKaKresistantKSVYKripariaTKgrapevineKspeciesYKBMCbGenomicsWK2010WKbbWKbbh 4.5 127

179 zdentificationKofKputativeKstageXspecificKgrapevineKberryKbiomarkersKandKomicsKdataKintegrationKintoK
networksYKPlantbPhysiologyWK2010WKbfeWKbedjXfj 6.6 123

178 αXnitrosylationKofKascorbateKperoxidaseKisKpartKofKprogrammedKcellKdeathKsignalingKinKtobaccoK
srightKYellowXcKcellsYKPlantbPhysiologyWK2013WKbgdWKbhggXhf 6.6 122

177 xlutathioneKsynthesisKisKregulatedKbyKnitricKoxideKinK”edicagoKtruncatulaKrootsYKPlantaWK2007WKccfWKbfjhXgac4.7 121

176 βheKsifidobacteriumKdentiumKsdbKgenomeKsequenceKreflectsKitsKgeneticKadaptationKtoKtheKhumanK
oralKcavityYKPLoSbGeneticsWK2009WKfWKebaaahif 6 120

175 βheKplasticityKofKtheKgrapevineKberryKtranscriptomeYKGenomebBiologyWK2013WKbeWKrfe 18.3 119

174 ®eroxynitriteKformationKandKfunctionKinKplantsYKPlantbScienceWK2011WKbibWKfdeXj 5.3 119

(2011-2011)
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173 βheKαolanumKcommersoniiKxenomeKαequenceK®rovidesKznsightsKintoKrdaptationKtoKαtressK
tonditionsKandKxenomeKvvolutionKofKWildK®otatoKéelativesYKPlantbCellWK2015WKchWKjfeXgi 11.6 112

172 uownyKmildewKresistanceKinducedKbyKβrichodermaKharzianumKβdjKinKsusceptibleKgrapevinesK
partiallyKmimicsKtranscriptionalKchangesKofKresistantKgenotypesYKBMCbGenomicsWK2012WKbdWKgga 4.5 108

171 uecipheringKbifidobacterialXmediatedKmetabolicKinteractionsKandKtheirKimpactKonKgutKmicrobiotaKbyK
aKmultiXomicsKapproachYKISMEbJournalWK2016WKbaWKbgfgXgi 11.9 107

170 ®roteinKnitrationKduringKdefenseKresponseKinKrrabidopsisKthalianaYKElectrophoresisWK2009WKdaWKcegaXi 3.6 103

169 ”odulationKofKnitricKoxideKbioactivityKbyKplantKhaemoglobinsYKJournalbofbExperimentalbBotanyWK2006WK
fhWKehjXii 7 103

168 tomparativeKeffectsKofKvariousKnitricKoxideKdonorsKonKferritinKregulationWKprogrammedKcellKdeathWK
andKcellKredoxKstateKinKplantKcellsYKJournalbofbPlantbPhysiologyWK2004WKbgbWKhhhXid 3.6 101

167 sifidobacteriumKasteroidesK®é“cabbKgenomeKanalysisKrevealsKcluesKforKcolonizationKofKtheKinsectK
gutYKPLoSbONEWK2012WKhWKeeeccj 3.7 91

166
ruxinKinducesKredoxKregulationKofKascorbateKperoxidaseKbKactivityKbyKαXnitrosylationZdenitrosylationK
balanceKresultingKinKchangesKofKrootKgrowthKpatternKinKrrabidopsisYKJournalbofbExperimentalbBotanyWK
2013WKgeWKdddjXej

7 89

165 βheKhighKpolyphenolKcontentKofKgrapevineKcultivarKtannatKberriesKisKconferredKprimarilyKbyKgenesK
thatKareKnotKsharedKwithKtheKreferenceKgenomeYKPlantbCellWK2013WKcfWKehhhXii 11.6 88

164
wunctionalKgenomicKanalysisKofKconstitutiveKandKinducibleKdefenseKresponsesKtoKwusariumK
verticillioidesKinfectionKinKmaizeKgenotypesKwithKcontrastingKearKrotKresistanceYKBMCbGenomicsWK2014
WKbfWKhba

4.5 87

163 vxpressionKofK”edicagoKtruncatulaKgenesKresponsiveKtoKnitricKoxideKinKpathogenicKandKsymbioticK
conditionsYKMolecularbPlantoMicrobebInteractionsWK2008WKcbWKhibXja 3.6 84

162
αequenceKanalysisKofKtheKclonedKglossyiKgeneKofKmaizeKsuggestsKthatKitKmayKcodeKforKaK
betaXketoacylKreductaseKrequiredKforKtheKbiosynthesisKofKcuticularKwaxesYKPlantbPhysiologyWK1997WK
bbfWKfabXba

6.6 83

161 ueKnovoKtranscriptomeKcharacterizationKofKVitisKviniferaKcvYKtorvinaKunveilsKvarietalKdiversityYKBMCb
GenomicsWK2013WKbeWKeb 4.5 82

160
”etaboliteKandKtranscriptKprofilingKofKberryKskinKduringKfruitKdevelopmentKelucidatesKdifferentialK
regulationKbetweenKtabernetKαauvignonKandKαhirazKcultivarsKatKbranchingKpointsKinKtheKpolyphenolK
pathwayYKBMCbPlantbBiologyWK2014WKbeWKbii

5.3 80

159 éeactiveKoxygenKintermediatesKmodulateKnitricKoxideKsignalingKinKtheKplantKhypersensitiveK
diseaseXresistanceKresponseYKPlantbPhysiologybandbBiochemistryWK2002WKeaWKgafXgba 5.4 80

158 uecreasedK–ucleotideKandKvxpressionKuiversityKandK”odifiedKtoexpressionK®atternsKtharacterizeK
uomesticationKinKtheKtommonKseanYKPlantbCellWK2014WKcgWKbjabXbjbc 11.6 76

157
éesistanceKtoK®lasmoparaKviticolaKinKaKgrapevineKsegregatingKpopulationKisKassociatedKwithK
stilbenoidKaccumulationKandKwithKspecificKhostKtranscriptionalKresponsesYKBMCbPlantbBiologyWK2011WK
bbWKbbe

5.3 74

156 rKchromosomeXanchoredKeggplantKgenomeKsequenceKrevealsKkeyKeventsKinKαolanaceaeKevolutionYK
ScientificbReportsWK2019WKjWKbbhgj 4.9 73
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155 vxpressionKdynamicsKofKtheK”edicagoKtruncatulaKtranscriptomeKduringKtheKsymbioticKinteractionK
withKαinorhizobiumKmelilotikKwhichKroleKforKnitricKoxidepYKPlantbPhysiologyWK2013WKbgbWKecfXdj 6.6 73

154 ”olecularKanalysisKofKpostXharvestKwitheringKinKgrapeKbyKrw“®KtranscriptionalKprofilingYKJournalbofb
ExperimentalbBotanyWK2008WKfjWKebefXfj 7 73

153 βheKsulfatedKlaminarinKtriggersKaKstressKtranscriptomeKbeforeKprimingKtheKαrXKandKé αXdependentK
defensesKduringKgrapevineRsKinducedKresistanceKagainstK®lasmoparaKviticolaYKPLoSbONEWK2014WKjWKeiibef 3.7 70

152
βranscriptomicKanalysisKofKtheKlateKstagesKofKgrapevineKSVitisKviniferaKcvYKtabernetKαauvignonTKberryK
ripeningKrevealsKsignificantKinductionKofKethyleneKsignalingKandKflavorKpathwaysKinKtheKskinYKBMCb
PlantbBiologyWK2014WKbeWKdha

5.3 68

151 βransformationKofKwhiteKpoplarKS®opulusKalbaK“YTKwithKaKnovelKrrabidopsisKthalianaKcysteineK
proteinaseKinhibitorKandKanalysisKofKinsectKpestKresistanceYKMolecularbBreedingWK2001WKhWKdfXec 3.4 67

150 u–rKmethylationKandKgeneKexpressionKprofilesKshowKnovelKregulatoryKpathwaysKinKhepatocellularK
carcinomaYKClinicalbEpigeneticsWK2015WKhWKed 7.7 64

149 tombiningKnextXgenerationKpyrosequencingKwithKmicroarrayKforKlargeKscaleKexpressionKanalysisKinK
nonXmodelKspeciesYKBMCbGenomicsWK2009WKbaWKfff 4.5 64

148
wlavohaemoglobinKympXKfromKvrwiniaKchrysanthemiKconfersKnitrosativeKstressKtoleranceKandK
affectsKtheKplantKhypersensitiveKreactionKbyKinterceptingKnitricKoxideKproducedKbyKtheKhostYKPlantb
JournalWK2005WKedWKccgXdh

6.9 64

147 ”olecularKbasisKofKautotrophicKvsKmixotrophicKgrowthKinKthlorellaKsorokinianaYKScientificbReportsWK
2018WKiWKgegf 4.9 62

146  nKsiteKu–rKbarcodingKbyKnanoporeKsequencingYKPLoSbONEWK2017WKbcWKeabieheb 3.7 62

145  ptimizedKpipelineKofK”uβectKandKxrβ’KtoolsKtoKimproveKtheKdetectionKofKsomaticKsingleK
nucleotideKpolymorphismsKinKwholeXexomeKsequencingKdataYKBMCbBioinformaticsWK2016WKbhWKdeb 3.6 60

144 tharacterizationKofKtheKserpinXencodingKgeneKofKsifidobacteriumKbreveKcbasYKAppliedbandb
EnvironmentalbMicrobiologyWK2010WKhgWKdcagXbj 4.8 58

143 βheKfunctionsKofKnitricKoxideXmediatedKsignalingKandKchangesKinKgeneKexpressionKduringKtheK
hypersensitiveKresponseYKAntioxidantsbandbRedoxbSignalingWK2003WKfWKddXeb 8.4 58

142 βransformationKofKeliteKwhiteKpoplarKS®opulusKalbaK“YTKcvYKRKVillafrancaRKandKevaluationKofKherbicideK
resistanceYKPlantbCellbReportsWK2000WKbjWKjhiXjic 5.1 54

141 yighKthroughputKapproachesKrevealKsplicingKofKprimaryKmicroé–rKtranscriptsKandKtissueKspecificK
expressionKofKmatureKmicroé–rsKinKVitisKviniferaYKBMCbGenomicsWK2009WKbaWKffi 4.5 52

140 αoybeanK’unitzWKtXzzKandK®zXzVKinhibitorKgenesKconferKdifferentKlevelsKofKinsectKresistanceKtoKtobaccoK
andKpotatoKtransgenicKplantsYKTheoreticalbandbAppliedbGeneticsWK2000WKbabWKfbjXfcg 6 52

139 uetectionKofKperoxynitriteKaccumulationKinKrrabidopsisKthalianaKduringKtheKhypersensitiveKdefenseK
responseYKNitricbOxidebobBiologybandbChemistryWK2011WKcfWKcccXi 5 51

138 tentenariansKasKsuperXcontrolsKtoKassessKtheKbiologicalKrelevanceKofKgeneticKriskKfactorsKforK
commonKageXrelatedKdiseaseskKaKproofKofKprincipleKonKtypeKcKdiabetesYKAgingWK2013WKfWKdhdXif 5.6 51

(2013-2013)
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137 zntronicKrβββtKrepeatKexpansionsKinKαβréuhKinKfamilialKadultKmyoclonicKepilepsyKlinkedKtoK
chromosomeKcYKNaturebCommunicationsWK2019WKbaWKejca 17.4 48

136
βranscriptomeKanalysisKofK”edicagoKtruncatulaKleafKsenescencekKsimilaritiesKandKdifferencesKinK
metabolicKandKtranscriptionalKregulationsKasKcomparedKwithKrrabidopsisWKnoduleKsenescenceKandK
nitricKoxideKsignallingYKNewbPhytologistWK2009WKbibWKfgdXhf

9.8 47

135 βheKgeneticKbasisKofKsexKdeterminationKinKgrapesYKNaturebCommunicationsWK2020WKbbWKcjac 17.4 46

134 βowardKclinicalKgenomicsKinKeverydayKmedicinekKperspectivesKandKrecommendationsYKExpertbReviewb
ofbMolecularbDiagnosticsWK2016WKbgWKfcbXdc 3.8 46

133 torrectionkKyighKthroughputKapproachesKrevealKsplicingKofKprimaryKmicroé–rKtranscriptsKandKtissueK
specificKexpressionKofKmatureKmicroé–rsKinKVitisKviniferaYKBMCbGenomicsWK2010WKbbWKbaj 4.5 44

132 WholeXgenomeKsequencingKandKα–VKgenotypingKofKR–ebbioloRKSVitisKviniferaK“YTKclonesYKScientificb
ReportsWK2017WKhWKbhcje 4.9 42

131 βheKrrabidopsisKtlassKzzzK®eroxidaseKrt®éXhbK–egativelyKéegulatesKxrowthKunderK®hysiologicalK
tonditionsKandKinKéesponseKtoKtellKWallKuamageYKPlantbPhysiologyWK2015WKbgjWKcfbdXcf 6.6 40

130 rbilityKofKsifidobacteriumKbreveKtoKgrowKonKdifferentKtypesKofKmilkkKexploringKtheKmetabolismKofK
milkKthroughKgenomeKanalysisYKAppliedbandbEnvironmentalbMicrobiologyWK2011WKhhWKheaiXbh 4.8 38

129 rKéapidKandKrccurateK”inz –XsasedKWorkflowKforKβrackingKαpeciesKsiodiversityKinKtheKwieldYKGenesWK
2019WKbaWK 4.2 37

128 xrapevineKxraftingkKαcionKβranscriptK®rofilingKandKuefenseXéelatedK”etabolitesKznducedKbyK
éootstocksYKFrontiersbinbPlantbScienceWK2017WKiWKgfe 6.2 37

127 UnravelingKtheKcomplexityKofKtranscriptomicWKmetabolomicKandKqualityKenvironmentalKresponseKofK
tomatoKfruitYKBMCbPlantbBiologyWK2017WKbhWKgg 5.3 36

126 –itricKoxideKsignalingKinKplantXpathogenKinteractionsYKIUBMBbLifeWK2003WKffWKfhjXid 4.7 35

125 rppleKfruitKsuperficialKscaldKresistanceKmediatedKbyKethyleneKinhibitionKisKassociatedKwithKdiverseK
metabolicKprocessesYKPlantbJournalWK2018WKjdWKchaXcif 6.9 34

124 sellerophonteskKanKé–rXαeqKdataKanalysisKframeworkKforKchimericKtranscriptsKdiscoveryKbasedKonK
accurateKfusionKmodelYKBioinformaticsWK2012WKciWKcbbeXcb 7.2 33

123 éegenerationKofK®opulusKnigraKtransgenicKplantsKexpressingKaK’unitzKproteinaseKinhibitorKS’βidTK
geneYKMolecularbBreedingWK1998WKeWKbdhXbef 3.4 33

122
znterferenceKwithKethyleneKperceptionKatKreceptorKlevelKshedsKlightKonKauxinKandKtranscriptionalK
circuitsKassociatedKwithKtheKclimactericKripeningKofKappleKfruitKS”alusKxKdomesticaKsorkhYTYKPlantb
JournalWK2016WKiiWKjgdXjhf

6.9 32

121 αymbioticKcompetenceKinK“otusKjaponicusKisKaffectedKbyKplantKnitrogenKstatuskKtranscriptomicK
identificationKofKgenesKaffectedKbyKaKnewKsignallingKpathwayYKNewbPhytologistWK2009WKbidWKdiaXdje 9.8 32

120 éevealingKimpairedKpathwaysKinKtheKanbbKmutantKbyKhighXthroughputKcharacterizationKofK®etuniaK
axillarisKandK®etuniaKinflataKtranscriptomesYKPlantbJournalWK2011WKgiWKbbXch 6.9 31
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119
xenomicKdissectionKofKpodKshatteringKinKcommonKbeankKmutationsKatKnonXorthologousKlociKatKtheK
basisKofKconvergentKphenotypicKevolutionKunderKdomesticationKofKleguminousKspeciesYKPlantb
JournalWK2019WKjhWKgjdXhbe

6.9 30

118 ®atchworkKsequencingKofKtomatoKαanK”arzanoKandKVesuvianoKvarietiesKhighlightsKgenomeXwideK
variationsYKBMCbGenomicsWK2014WKbfWKbdi 4.5 29

117
uistinctKcolonizationKpatternsKandKcu–rXrw“®KtranscriptomeKprofilesKinKcompatibleKandK
incompatibleKinteractionsKbetweenKmelonKandKdifferentKracesKofKwusariumKoxysporumKfYKspYK
melonisYKBMCbGenomicsWK2011WKbcWKbcc

4.5 29

116 βranscriptomeKanalysisKofKsacillusKthuringiensisKsporeKlifeWKgerminationKandKcellKoutgrowthKinKaK
vegetableXbasedKfoodKmodelYKFoodbMicrobiologyWK2016WKffWKhdXif 6 27

115 é–rXαeqKprofileKofKflavescenceKdorˆ'eKphytoplasmaKinKgrapevineYKBMCbGenomicsWK2014WKbfWKbaii 4.5 27

114 é–rXαeqKanalysisKdisclosesKearlyKsenescenceKandKnucleolarKdysfunctionKtriggeredKbyKβdpb˛–K
depletionKinK”edicagoKtruncatulaYKJournalbofbExperimentalbBotanyWK2013WKgeWKbjebXfb 7 27

113 uetectionKandKfunctionKofKnitricKoxideKduringKtheKhypersensitiveKresponseKinKrrabidopsisKthalianakK
whereKthereRsKaKwillKthereRsKaKwayYKNitricbOxidebobBiologybandbChemistryWK2014WKedWKibXi 5 26

112
tentenariansKasKextremeKphenotypeskKrnKecologicalKperspectiveKtoKgetKinsightKintoKtheKrelationshipK
betweenKtheKgeneticsKofKlongevityKandKageXassociatedKdiseasesYKMechanismsbofbAgeingbandb
DevelopmentWK2017WKbgfWKbjfXcab

5.6 25

111 zdentificationKofKnewKs”®gKproXpeptideKmutationsKinKpatientsKwithKironKoverloadYKAmericanbJournalb
ofbHematologyWK2017WKjcWKfgcXfgi 7.1 25

110 βranscriptomicK®rofilingKuisclosesK”olecularKandKtellularKvventsKéelatedKtoK–euronalK
uifferentiationKinKαyXαYfYK–euroblastomaKtellsYKCellularbandbMolecularbNeurobiologyWK2017WKdhWKggfXgic 4.6 24

109
xlobalKgenomeKtranscriptionKprofilingKofKsifidobacteriumKbifidumK®é“cabaKunderKinKvitroK
conditionsKandKidentificationKofKreferenceKgenesKforKquantitativeKrealXtimeK®téYKAppliedbandb
EnvironmentalbMicrobiologyWK2011WKhhWKifhiXih

4.8 24

108 –otK‘ustKaK®athogenpKuescriptionKofKaK®lantXseneficialKαtrainYKFrontiersbinbMicrobiologyWK2019WKbaWKbeaj 5.7 23

107 varlyKtranscriptionalKchangesKinKsetaKvulgarisKinKresponseKtoKlowKtemperatureYKPlantaWK2015WKcecWKbihXcab4.7 21

106 ueKnovoKgenomeKassemblyKofKtheKsoilXborneKfungusKandKtomatoKpathogenK®yrenochaetaK
lycopersiciYKBMCbGenomicsWK2014WKbfWKdbd 4.5 20

105 znvestigatingKtopicKmodelsRKcapabilitiesKinKexpressionKmicroarrayKdataKclassificationYKIEEErACMb
TransactionsbonbComputationalbBiologybandbBioinformaticsWK2012WKjWKbidbXg 3 20

104 rKmutationKinKtheKwZ“KgeneKofKrrabidopsisKcausingKalterationKinKchloroplastKmorphologyKresultsKinKaK
lesionKmimicKphenotypeYKJournalbofbExperimentalbBotanyWK2013WKgeWKedbdXci 7 20

103 zuycKsomaticKmutationsKinKchronicKmyeloidKleukemiaKpatientsKinKblastKcrisisYKLeukemiaWK2011WKcfWKbhiXib 10.7 20

102 thlorellaKvulgarisKgenomeKassemblyKandKannotationKrevealsKtheKmolecularKbasisKforKmetabolicK
acclimationKtoKhighKlightKconditionsYKPlantbJournalWK2019WKbaaWKbcijXbdaf 6.9 18

(2019-2019)
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101 yistologicalKandKmolecularKanalysisKofKédgcaKbarleyKresistanceKtoKleafKstripeYKMolecularbPlantb
PathologyWK2008WKjWKegdXhi 5.7 18

100 xenomicKhistoryKofKtheKztalianKpopulationKrecapitulatesKkeyKevolutionaryKdynamicsKofKbothK
tontinentalKandKαouthernKvuropeansYKBMCbBiologyWK2020WKbiWKfb 7.3 18

99 yostX”ediatedKX–itrosylationKuisarmsKtheKsacterialKvffectorKyoprzbKtoKéeestablishKzmmunityYKPlantb
CellWK2017WKcjWKcihbXciib 11.6 17

98 αvβucKandKhistoneKydKlysineKdgKmethylationKdeficiencyKinKadvancedKsystemicKmastocytosisYK
LeukemiaWK2018WKdcWKbdjXbei 10.7 17

97 rKmolecularKsignatureKassociatedKwithKprolongedKsurvivalKinKglioblastomaKpatientsKtreatedKwithK
regorafenibYKNeurooOncologyWK2021WKcdWKcgeXchg 1 17

96 αlugZ˛†XcateninXdependentKproinflammatoryKphenotypeKinKhypoxicKbreastKcancerKstemKcellsYK
AmericanbJournalbofbPathologyWK2013WKbidWKbgiiXbgjh 5.8 16

95 βheKthreeKgeneticsKSnuclearKu–rWKmitochondrialKu–rWKandKgutKmicrobiomeTKofKlongevityKinKhumansK
consideredKasKmetaorganismsYKBioMedbResearchbInternationalWK2014WKcabeWKfgadea 3 16

94 ®hasedKuiploidKxenomeKrssemblyKwithKαingleK”oleculeKéealXβimeKαequencing 16

93 βranscriptionalKéeprogrammingKofKtheK”ycoparasiticKwungusKrmpelomycesKquisqualisKuuringKtheK
®owderyK”ildewKyostXznducedKxerminationYKPhytopathologyWK2015WKbafWKbjjXcaj 3.8 15

92 βranscriptomicKandKbiochemicalKinvestigationsKsupportKtheKroleKofKrootstockXscionKinteractionKinK
grapevineKberryKqualityYKBMCbGenomicsWK2020WKcbWKegi 4.5 15

91
vxplorationKofKtheKgenomicKdiversityKandKcoreKgenomeKofKtheKsifidobacteriumKadolescentisK
phylogeneticKgroupKbyKmeansKofKaKpolyphasicKapproachYKAppliedbandbEnvironmentalbMicrobiologyWK
2013WKhjWKddgXeg

4.8 15

90 siclusteringKofKvxpressionK”icroarrayKuataKwithKβopicK”odelsK2010WK 15

89 ”ethodsKforKnitricKoxideKdetectionKduringKplantXpathogenKinteractionsYKMethodsbinbEnzymologyWK
2008WKedhWKfhfXje 1.7 15

88
zdentificationKofKnovelKmutationsKinKhemochromatosisKgenesKbyKtargetedKnextKgenerationK
sequencingKinKztalianKpatientsKwithKunexplainedKironKoverloadYKAmericanbJournalbofbHematologyWK
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86 ”olecularKresponseKofKαargassumKvulgareKtoKacidificationKatKvolcanicKt KventskKinsightsKfromKdeK
novoKtranscriptomicKanalysisYKMolecularbEcologyWK2017WKcgWKcchgXccja 5.7 14
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69 znvestigationKofKorthologousKpathogenKrecognitionKgeneXrichKregionsKinKsolanaceousKspeciesYK
GenomeWK2017WKgaWKifaXifj 2.4 8
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36
”vβrs “ztKr–uKβér–αtéz®βz –r“Ktyr–xvαKz–Kévαzαβr–βKr–uKαUαtv®βzs“vKxv– βY®vαK wK
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33 uetectionKofK®eroxynitriteKinK®lantsKvxposedKtoKsacterialKznfectionYKMethodsbinbMolecularbBiologyWK
2016WKbeceWKbjbXcaa 1.4 1
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18 xenomicKrnalysisK fK–otchK”utationsKznKaKtaseK fKrlagilleKαyndromeKWithKrcuteK“ymphoblasticK
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