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isosurfaceWIActagCrystallographicagSectiongD:gBiologicalgCrystallographyUI2005UId[UI[acbVda 12

120 XVrayIscatteringIfromIunilamellarIlipidIvesiclesWIJournalgofgAppliedgCrystallographyUI2005UIafUI[]dV[a[ 3.8 79

119 SubstrateIrecognitionIstrategyIforIbotulinumIneurotoxinIserotypeIoWINatureUI2004UIba]UIg]cVg 50.4 277

118 SingleImoleculeIobservationIofIliposomeVbilayerIfusionIthermallyIinducedIbyIsolubleIÅVethylI
maleimideIsensitiveVfactorIattachmentIproteinIreceptorsIQSÅoRssRWIBiophysicalgJournalUI2004UIfeUIacdgVfb2.9 138

117 sxploringItheIstructuralIdynamicsIofItheIsWcoliIchaperoninIuroszIusingItranslationVlibrationVscrewI
crystallographicIrefinementIofIintermediateIstatesWIJournalgofgMoleculargBiologyUI2004UIab]UI]]gVbc 6.5 88

116 StructureIofIaIhumanIoVtypeIpotassiumIchannelIinteractingIproteinIrPPXUIaImemberIofItheI
dipeptidylIaminopeptidaseIfamilyWIJournalgofgMoleculargBiologyUI2004UIabaUI[ZccVdc 6.5 83

115 qomputationalIaspectsIofIhighVthroughputIcrystallographicImacromolecularIstructureI
determinationWIMethodsgofgBiochemicalgAnalysisUI2003UIbbUIecVfe 1

114 vighIresolutionIstructureUIstabilityUIandIsynaptotagminIbindingIofIaItruncatedIneuronalISÅoRsI
complexWIJournalgofgBiologicalgChemistryUI2003UI]efUIfdaZVd 5.4 64

113 outomaticIsolutionIofIheavyVatomIsubstructuresWIMethodsgingEnzymologyUI2003UIaebUIaeVfa 1.7 31

112 StructuralIbasisIofItheIinteractionIbetweenIRaloIandISeccUIaIsubunitIofItheIsecdXfIcomplexWIEMBOg
JournalUI2003UI]]UIa]deVef 13 94

111 slectronIcryomicroscopyIstructureIofIÅVethylImaleimideIsensitiveIfactorIatI[[IoIresolutionWIEMBOg
JournalUI2003UI]]UIbadcVeb 13 47

110 RoleIofItheIgammaVphosphateIofIoTPIinItriggeringIproteinIfoldingIbyIuroszVurosShIfunctionUI
structureIandIenergeticsWIEMBOgJournalUI2003UI]]UIbfeeVfe 13 110

109 romainIflexibilityIinItheI[WecIoIresolutionIstructureIofIPb]TVcalmodulinWIActagCrystallographicag
SectiongD:gBiologicalgCrystallographyUI2003UIcgUI[ef]Vg] 27
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108 qompleteIstructureIofIpgeXvalosinVcontainingIproteinIrevealsIcommunicationIbetweenInucleotideI
domainsWINaturegStructuralgandgMoleculargBiologyUI2003UI[ZUIfcdVda 17.6 301

107 ÅStIandIpgeXVqPhIsimilarIatIfirstUIdifferentIatIlastWIFEBSgLettersUI2003UIcccUI[]dVaa 3.8 64

106 SingleVmoleculeIstudiesIofISÅoRsIcomplexIassemblyIrevealIparallelIandIantiparallelIconfigurationsWI
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaUI2003UI[ZZUI[bfZZVc 11.5 109

105 TransmembraneIsignalItransductionIofItheIalphaQwwbRbetaQaRIintegrinWIProteingScienceUI2002UI[[UI[fZZV[] 6.3 73

104 qonformationalIchangesIofItheImultifunctionIpgeIoooIoTPaseIduringIitsIoTPaseIcycleWINatureg
StructuralgBiologyUI2002UIgUIgcZVe 174

103  utationalIanalysisIofIsynaptobrevinItransmembraneIdomainIoligomerizationWIBiochemistryUI2002UI
b[UI[cfd[Vd 3.2 43

102  olecularIdynamicsIappliedItoIXVrayIstructureIrefinementWIAccountsgofgChemicalgResearchUI2002UIacUIbZbV[]24.3 58

101 TheIsÅTvIdomainWIFEBSgLettersUI2002UIc[aUI[[Vf 3.8 115

100 StructuralIinsightsIintoItheImolecularImechanismIofIcalciumVdependentIvesicleVmembraneIfusionWI
CurrentgOpiniongingStructuralgBiologyUI2001UI[[UI[daVea 8.1 59

99 StructureIofIproteinsIinvolvedIinIsynapticIvesicleIfusionIinIneuronsWIAnnualgReviewgofgBiophysicsgandg
BiomoleculargStructureUI2001UIaZUI[ceVe[ 51

98 StructuralIcharacterizationIofItheIintramolecularIinteractionIbetweenItheISvaIandIguanylateIkinaseI
domainsIofIPSrVgcWIMoleculargCellUI2001UIfUI[a[aV]c 17.6 140

97 SingleVwavelengthIanomalousIdiffractionIphasingIrevisitedWIActagCrystallographicagSectiongD:g
BiologicalgCrystallographyUI2000UIcdUI[b[aV]Z 94

96 StructuralIinsightsIintoItheImolecularImechanismIofIqaQ]TRVdependentIexocytosisWICurrentgOpiniong
ingNeurobiologyUI2000UI[ZUI]gaVaZ] 7.6 76

95 rramaticIstructuralIandIthermodynamicIconsequencesIofIrepackingIaIproteinPsIhydrophobicIcoreWI
StructureUI2000UIfUI[a[gV]f 5.2 41

94
spsinI[IundergoesInucleocytosolicIshuttlingIandIitsIeps[cIinteractorIÅvQ]RVterminalIhomologyI
QsÅTvRIdomainUIstructurallyIsimilarItoIormadilloIandIvsoTIrepeatsUIinteractsIwithItheItranscriptionI
factorIpromyelocyticIleukemiaIZnQ]RTIfingerIproteinIQPzZtRWIJournalgofgCellgBiologyUI2000UI[bgUIcaeVbd

7.3 152

93 TheI[WZIoIcrystalIstructureIofIqaQ]TRVboundIcalmodulinhIanIanalysisIofIdisorderIandIimplicationsIforI
functionallyIrelevantIplasticityWIJournalgofgMoleculargBiologyUI2000UIaZ[UI[]aeVcd 6.5 263

92 qrystalIstructuresIofIaIRabIproteinIinIitsIinactiveIandIactiveIconformationsWIJournalgofgMolecularg
BiologyUI2000UIaZbUIcfcVgf 6.5 91

91 wnterhelicalIhydrogenIbondingIdrivesIstrongIinteractionsIinImembraneIproteinsWINaturegStructuralg
BiologyUI2000UIeUI[cbVdZ 212
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90 qrystalIstructureIofItheIcytosolicIq]oVq]pIdomainsIofIsynaptotagminIwwwWIwmplicationsIforI
qaQT]RVindependentIsnareIcomplexIinteractionWIJournalgofgCellgBiologyUI1999UI[beUIcfgVgf 7.3 157

89
sxtendingItheIlimitsIofImolecularIreplacementIthroughIcombinedIsimulatedIannealingIandI
maximumVlikelihoodIrefinementWIActagCrystallographicagSectiongD:gBiologicalgCrystallographyUI1999UI
ccUI[f[VgZ

27

88 oIhighlyIautomatedIheavyVatomIsearchIprocedureIforImacromolecularIstructuresWIActag
CrystallographicagSectiongD:gBiologicalgCrystallographyUI1999UIccUI[cdfVee 25

87 toldingIintermediatesIofISÅoRsIcomplexIassemblyWINaturegStructuralgBiologyUI1999UIdUI[[eV]a 217

86 onnealingIinIcrystallographyhIaIpowerfulIoptimizationItoolWIProgressgingBiophysicsgandgMolecularg
BiologyUI1999UIe]UI[acVcc 4.7 23

85 olgorithmicIqhallengesIinIqomputationalI olecularIpiophysicsWIJournalgofgComputationalgPhysicsUI
1999UI[c[UIgVbf 4.1 148

84
ÅonVpoltzmannIthermodynamicIintegrationIQÅpTwRIforImacromolecularIsystemshIrelativeIfreeI
energyIofIbindingIofItrypsinItoIbenzamidineIandIbenzylamineWIProteins:gStructureugFunctiongandg
BioinformaticsUI1999UIaeUIdb[Vca

4.2 30

83 qrystalIstructureIofItheIvesicularItransportIproteinISec[ehIimplicationsIforISÅoPIfunctionIinISÅoRsI
complexIdisassemblyWIMoleculargCellUI1999UIbUIfcVgc 17.6 98

82 ÅStIÅVterminalIdomainIcrystalIstructurehImodelsIofIÅStIfunctionWIMoleculargCellUI1999UIbUIgeV[Ze 17.6 104

81 StructuralIbasisIofIRabIeffectorIspecificityhIcrystalIstructureIofItheIsmallIuIproteinIRabaoI
complexedIwithItheIeffectorIdomainIofIrabphilinVaoWICellUI1999UIgdUIadaVeb 56.2 306

80 wnfluenceIofIinternalIdynamicsIonIaccuracyIofIproteinIÅ RIstructureshIderivationIofIrealisticImodelI
distanceIdataIfromIaIlongImolecularIdynamicsItrajectoryWIJournalgofgMoleculargBiologyUI1999UI]fcUIe]eVbZ6.5 33

79 TheI[WfIoIcrystalIstructureIofIaIstaticallyIdisorderedI[eIbaseVpairIRÅoIduplexhIprinciplesIofIRÅoI
crystalIpackingIandIitsIeffectIonInucleicIacidIstructureWIJournalgofgMoleculargBiologyUI1999UI]fcUI[ceeVff 6.5 45

78 sxperimentallyIbasedIorientationalIrefinementIofImembraneIproteinImodelshIoIstructureIforItheI
wnfluenzaIoI ]IvTIchannelWIJournalgofgMoleculargBiologyUI1999UI]fdUIgc[Vd] 6.5 136

77 Å RIStudiesIofItheI]dgIResidueISerineIProteaseIPpg]IfromIpacillusIolcalophilusI1999UI]]eV]bd

76 StructureIofItheIoTPVdependentIoligomerizationIdomainIofIÅVethylmaleimideIsensitiveIfactorI
complexedIwithIoTPWINaturegStructuralgBiologyUI1998UIcUIfZaV[[ 215

75 qrystalIstructureIofIaISÅoRsIcomplexIinvolvedIinIsynapticIexocytosisIatI]WbIoIresolutionWINatureUI
1998UIagcUIabeVca 50.4 1929

74 qrystalIstructureIofItheIhqoSyIPrZIdomainIrevealsItheIstructuralIbasisIofIclassIwwIPrZIdomainI
targetIrecognitionWINaturegStructuralgBiologyUI1998UIcUIa[eV]c 149

73  odelsIforItheItransmembraneIregionIofItheIphospholambanIpentamerhIwhichIisIcorrectmWIAnnalsg
ofgthegNewgYorkgAcademygofgSciencesUI1998UIfcaUI[efVfc 6.5 7
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72 StatisticalIanalysisIofIpredictedItransmembraneIalphaVhelicesWIBBAgvgProteinsgandgProteomicsUI1998UI
[b]gUI[[aV]f 156

71 treeIenergyIcalculationsIinIglobularIproteinshI ethodsItoIreduceIerrorsWIJournalgofgComputationalg
ChemistryUI1998UI[gUI[]]gV[]bZ 3.5 6

70 αvercomingIbarriersIinImacromolecularIsimulationshInonVpoltzmannIthermodynamicIintegrationWI
TheoreticalgChemistrygAccountsUI1998UIgfUI[e[V[f[ 1.9 11

69 PhaseIwmprovementIbyI ultiVStartISimulatedIonnealingIRefinementIandIStructureVtactorI
overagingWIJournalgofgAppliedgCrystallographyUI1998UIa[UIegfVfZc 3.8 25

68 RecentIdevelopmentsIforItheIefficientIcrystallographicIrefinementIofImacromolecularIstructuresWI
CurrentgOpiniongingStructuralgBiologyUI1998UIfUIdZdV[[ 8.1 80

67
velicityUImembraneIincorporationUIorientationIandIthermalIstabilityIofItheIlargeIconductanceI
mechanosensitiveIionIchannelIfromIsWIcoliWIBiochimicagEtgBiophysicagActagvgBiomembranesUI1998UI
[adgUI[a[VbZ

3.8 25

66 wdentificationIofIaIminimalIcoreIofItheIsynapticISÅoRsIcomplexIsufficientIforIreversibleIassemblyI
andIdisassemblyWIBiochemistryUI1998UIaeUI[ZacbVd] 3.2 210

65 oIrevisedImodelIforItheIoligomericIstateIofItheIÅVethylmaleimideVsensitiveIfusionIproteinUIÅStWI
JournalgofgBiologicalgChemistryUI1998UI]eaUI[cdecVf[ 5.4 74

64
Å RIstructureIcalculationImethodsIforIlargeIproteinsIopplicationIofItorsionIangleIdynamicsIandI
distanceIgeometryXsimulatedIannealingItoItheI]dgVresidueIproteinIserineIproteaseIPpg]WIMolecularg
PhysicsUI1998UIgcUI[ZggV[[[]

1.7 6

63 ÅewIopplicationsIofISimulatedIonnealingIinIqrystallographicIRefinementI1998UI[baV[ce 2

62 StructuralIperspectivesIofIphospholambanUIaIhelicalItransmembraneIpentamerWIAnnualgReviewgofg
BiophysicsgandgBiomoleculargStructureUI1997UI]dUI[ceVeg 64

61 oIstructuralIchangeIoccursIuponIbindingIofIsyntaxinItoISÅoPV]cWIJournalgofgBiologicalgChemistryUI
1997UI]e]UIbcf]VgZ 5.4 137

60
onalysisIofIaIyeastISÅoRsIcomplexIrevealsIremarkableIsimilarityItoItheIneuronalISÅoRsIcomplexI
andIaInovelIfunctionIforItheIqIterminusIofItheISÅoPV]cIhomologUISecgWIJournalgofgBiologicalg
ChemistryUI1997UI]e]UI[dd[ZVe

5.4 85

59 StructuralIchangesIareIassociatedIwithIsolubleIÅVethylmaleimideVsensitiveIfusionIproteinI
attachmentIproteinIreceptorIcomplexIformationWIJournalgofgBiologicalgChemistryUI1997UI]e]UI]fZadVb[ 5.4 269

58 qrystallographicIrefinementIbyIsimulatedIannealinghImethodsIandIapplicationsWIMethodsging
EnzymologyUI1997UI]eeUI]baVdg 1.7 86

57 qlassicalIandIQuantumISimulationsIofITryptophanIinISolutionWIJournalgofgPhysicalgChemistrygAUI1997UI
[Z[UI[gacV[gbc 2.8 29

56 SiteVrirectedIrichroismIosIaI ethodIforIαbtainingIRotationalIandIαrientationalIqonstraintsIforI
αrientedIPolymersWIJournalgofgthegAmericangChemicalgSocietyUI1997UI[[gUIfgeaVfgfZ 16.4 68

55 treeIRIvaluehIcrossVvalidationIinIcrystallographyWIMethodsgingEnzymologyUI1997UI]eeUIaddVgd 1.7 228
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54 [a]]IPattersonIcorrelationIsearchesIandIrefinementWIMethodsgingEnzymologyUI1997UI]edUIccfVcfZ 1.7 17

53 tormationIofIaIyeastISÅoRsIcomplexIisIaccompaniedIbyIsignificantIstructuralIchangesWIFEBSgLetters
UI1997UIb[cUIbgVcc 3.8 51

52 ÅewIapplicationsIofIsimulatedIannealingIinIXVrayIcrystallographyIandIsolutionIÅ RWIStructureUI1997
UIcUIa]cVad 5.2 183

51 vumanIornithineIaminotransferaseIcomplexedIwithIzVcanalineIandIgabaculinehIstructuralIbasisIforI
substrateIrecognitionWIStructureUI1997UIcUI[ZdeVec 5.2 67

50 TorsionVangleImolecularIdynamicsIasIaInewIefficientItoolIforIÅ RIstructureIcalculationWIJournalgofg
MagneticgResonanceUI1997UI[]bUI[cbVdb 3 284

49 RecentIdevelopmentsIforIcrystallographicIrefinementIofImacromoleculesWIMethodsgingMolecularg
BiologyUI1996UIcdUI]bcVdd 1.4 10

48 qheckingIyourIimaginationhIapplicationsIofItheIfreeIRIvalueWIStructureUI1996UIbUIfgeVgZb 5.2 360

47 wmprovedIpredictionIforItheIstructureIofItheIdimericItransmembraneIdomainIofIglycophorinIoI
obtainedIthroughIglobalIsearchingWIProteins:gStructureugFunctiongandgBioinformaticsUI1996UI]dUI]ceVd[ 4.2 141

46 roIÅαsIdistancesIcontainIenoughIinformationItoIassessItheIrelativeIpopulationsIofI
multiVconformerIstructuresmWIJournalgofgBiomoleculargNMRUI1996UIeUIe]Vd 3 65

45 ominoVacidIsubstitutionsIinIaIsurfaceIturnImodulateIproteinIstabilityWINaturegStructuralgBiologyUI
1996UIaUIcbVf 86

44 StoringIdiffractionIdataWINatureUI1996UIafaUI[fVg 50.4 16

43 wmprovedIpredictionIforItheIstructureIofItheIdimericItransmembraneIdomainIofIglycophorinIoI
obtainedIthroughIglobalIsearchingI1996UI]dUI]ce 6

42 ProlineIcisVtransIisomerizationIinIstaphylococcalInucleasehImultiVsubstrateIfreeIenergyIperturbationI
calculationsWIProteingScienceUI1995UIbUIdadVcb 6.3 18

41 qomputationalIsearchingIandImutagenesisIsuggestIaIstructureIforItheIpentamericItransmembraneI
domainIofIphospholambanWINaturegStructuralgandgMoleculargBiologyUI1995UI]UI[cbVd] 17.6 186

40 qonformationalIvariabilityIinItheIrefinedIstructureIofItheIchaperoninIuroszIatI]WfIoIresolutionWI
NaturegStructuralgandgMoleculargBiologyUI1995UI]UI[ZfaVgb 17.6 207

39 qonformationalIvariabilityIofIsolutionInuclearImagneticIresonanceIstructuresWIJournalgofgMolecularg
BiologyUI1995UI]cZUIfZVga 6.5 117

38 TorsionIangleIdynamicshIreducedIvariableIconformationalIsamplingIenhancesIcrystallographicI
structureIrefinementWIProteins:gStructureugFunctiongandgBioinformaticsUI1994UI[gUI]eeVgZ 4.2 345

37 velixIpackingIinIproteinshIpredictionIandIenergeticIanalysisIofIdimericUItrimericUIandItetramericI
uqÅbIcoiledIcoilIstructuresWIProteins:gStructureugFunctiongandgBioinformaticsUI1994UI]ZUI[ZcV]a 4.2 49

(1994-1997)
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36 oIdimerizationImotifIforItransmembraneIalphaVhelicesWINaturegStructuralgBiologyUI1994UI[UI[ceVda 278

35 ProteinIhydrationIobservedIbyIXVrayIdiffractionWISolvationIpropertiesIofIpenicillopepsinIandI
neuraminidaseIcrystalIstructuresWIJournalgofgMoleculargBiologyUI1994UI]baUI[ZZV[c 6.5 331

34 ThermalI otionIandIqonformationalIrisorderIinIProteinIqrystalIStructureshIqomparisonIofI
 ultiVqonformerIandITimeVoveragingI odelsWIIsraelgJournalgofgChemistryUI1994UIabUI[dcV[ec 3.4 50

33 StructureIreterminationIofIontibodiesIandIontibodyVontigenIqomplexesIbyI olecularI
ReplacementWIImmunoMethodsUI1993UIaUI[fZV[gZ 7

32 qonformationalIsubstratesIandIuncertaintyIinImacromolecularIfreeIenergyIcalculationsWIThegJournalg
ofgPhysicalgChemistryUI1993UIgeUIabZgVab[e 49

31 qomputationalIchallengesIforImacromolecularIstructureIdeterminationIbyIXVrayIcrystallographyI
andIsolutionIÅ RVspectroscopyWIQuarterlygReviewsgofgBiophysicsUI1993UI]dUIbgV[]c 7 143

30
SuccessfulIpredictionIofItheIcoiledIcoilIgeometryIofItheIuqÅbIleucineIzipperIdomainIbyIsimulatedI
annealinghIcomparisonItoItheIXVrayIstructureWIProteins:gStructureugFunctiongandgBioinformaticsUI1993UI
[cUI[aaVbd

4.2 66

29 TheIglycophorinIoItransmembraneIdomainIdimerhIsequenceVspecificIpropensityIforIaIrightVhandedI
supercoilIofIhelicesWIBiochemistryUI1992UIa[UI[]e]dVa] 3.2 166

28 ThermodynamicsIofIproteinVpeptideIinteractionsIinItheIribonucleaseVSIsystemIstudiedIbyImolecularI
dynamicsIandIfreeIenergyIcalculationsWIBiochemistryUI1992UIa[UIfdd[Veb 3.2 60

27 treeIRIvaluehIaInovelIstatisticalIquantityIforIassessingItheIaccuracyIofIcrystalIstructuresWINatureUI
1992UIaccUIbe]Vc 50.4 3703

26 SamplingIandIefficiencyIofImetricImatrixIdistanceIgeometryhIaInovelIpartialImetrizationIalgorithmWI
JournalgofgBiomoleculargNMRUI1992UI]UIaaVcd 3 192

25 sxplorationIofIdisorderIinIproteinIstructuresIbyIXVrayIrestrainedImolecularIdynamicsWIProteins:g
StructureugFunctiongandgBioinformaticsUI1991UI[ZUIabZVcf 4.2 90

24 outomatedImodelingIofIcoiledIcoilshIapplicationItoItheIuqÅbIdimerizationIregionWIProteing
EngineeringugDesigngandgSelectionUI1991UIbUIdbgVcg 1.9 85

23 qrystallographicIphasingIandIrefinementIofImacromoleculesWICurrentgOpiniongingStructuralgBiologyUI
1991UI[UI[Z[dV[Z]] 8.1 24

22 ]WgIoIresolutionIstructureIofIanIantiVdinitrophenylVspinVlabelImonoclonalIantibodyItabIfragmentI
withIboundIhaptenWIJournalgofgMoleculargBiologyUI1991UI]][UI]agVcd 6.5 16

21 RefinementIofIThreeVdimensionalIStructuresIofIProteinsIandIÅucleicIocidsI1991UI[aeV[ef 2

20 SamplingIPropertiesIofISimulatedIonnealingIandIristanceIueometryI1991UIbc[Vbcc 24

19 SimulationIanalysisIofIstructuresIonItheIreactionIpathwayIofIRÅoseIoWIJournalgofgthegAmericang
ChemicalgSocietyUI1990UI[[]UIaf]dVafa[ 16.4 47
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18 RefinementIofItheIinfluenzaIvirusIhemagglutininIbyIsimulatedIannealingWIJournalgofgMolecularg
BiologyUI1990UI][]UIeaeVd[ 6.5 188

17 reterminationIofItheIbackboneIconformationIofIsecretinIbyIrestrainedImolecularIdynamicsIonItheI
basisIofIinterprotonIdistanceIdataWIFEBSgJournalUI1988UI[e[UIbegVfb 33

16 PolarIhydrogenIpositionsIinIproteinshIempiricalIenergyIplacementIandIneutronIdiffractionI
comparisonWIProteins:gStructureugFunctiongandgBioinformaticsUI1988UIbUI[bfVcd 4.2 467

15 ProteinIdynamicsIandIdistanceIdeterminationIbyIÅαsImeasurementsWIFEBSgLettersUI1988UI]adUIe[Vd 3.8 54

14 qrystallographicIrefinementIbyIsimulatedIannealingWIopplicationItoIaI]WfIoIresolutionIstructureIofI
aspartateIaminotransferaseWIJournalgofgMoleculargBiologyUI1988UI]ZaUIfZaV[d 6.5 379

13
reterminationIofIthreeVdimensionalIstructuresIofIproteinsIbyIsimulatedIannealingIwithIinterprotonI
distanceIrestraintsWIopplicationItoIcrambinUIpotatoIcarboxypeptidaseIinhibitorIandIbarleyIserineI
proteinaseIinhibitorI]WIProteingEngineeringugDesigngandgSelectionUI1988UI]UI]eVaf

1.9 467

12
SolutionIconformationsIofIhumanIgrowthIhormoneIreleasingIfactorhIcomparisonIofItheIrestrainedI
molecularIdynamicsIandIdistanceIgeometryImethodsIforIaIsystemIwithoutIlongVrangeIdistanceI
dataWIProteingEngineeringugDesigngandgSelectionUI1987UI[UIaggVbZd

1.9 57

11
oIcomparisonIofItheIrestrainedImolecularIdynamicsIandIdistanceIgeometryImethodsIforI
determiningIthreeVdimensionalIstructuresIofIproteinsIonItheIbasisIofIinterprotonIdistancesWIFEBSg
LettersUI1987UI][aUI]dgVee

3.8 38

10 opplicationIofImolecularIdynamicsIwithIinterprotonIdistanceIrestraintsItoIthreeVdimensionalI
proteinIstructureIdeterminationWIoImodelIstudyIofIcrambinWIJournalgofgMoleculargBiologyUI1986UI[g[UIc]aVc[6.5 265

9
StructureIrefinementIofIoligonucleotidesIbyImolecularIdynamicsIwithInuclearIαverhauserIeffectI
interprotonIdistanceIrestraintshIapplicationItoIcPIdQqVuVTVoVqVuR]WIJournalgofgMoleculargBiologyUI1986
UI[ffUIbccVec

6.5 131

8 TheIthreeVdimensionalIstructureIofI˛–[VpurothioninIinIsolutionhIcombinedIuseIofInuclearImagneticI
resonanceUIdistanceIgeometryIandIrestrainedImolecularIdynamicsWIEMBOgJournalUI1986UIcUI]e]gV]eac 13 208

7 octiveIsiteIdynamicsIinIproteinImoleculeshIaIstochasticIboundaryImolecularVdynamicsIapproachWI
BiopolymersUI1985UI]bUIfbaVdc 2.2 323

6 qontinuousIfluorescenceImicrophotolysisItoIobserveIlateralIdiffusionIinImembranesWITheoreticalI
methodsIandIapplicationsWIJournalgofgChemicalgPhysicsUI1985UIf]UI][beV][dZ 3.9 32

5
SolutionIconformationIofIaIheptadecapeptideIcomprisingItheIrÅoIbindingIhelixItIofItheIcyclicIo PI
receptorIproteinIofIsscherichiaIcoliWIqombinedIuseIofI[vInuclearImagneticIresonanceIandI
restrainedImolecularIdynamicsWIJournalgofgMoleculargBiologyUI1985UI[fdUIbacVcc

6.5 224

4 StochasticIboundaryIconditionsIforImolecularIdynamicsIsimulationsIofIST]IwaterWIChemicalgPhysicsg
LettersUI1984UI[ZcUIbgcVcZZ 2.5 484

3 oIÅetworkIThermodynamicIwnvestigationIofIStationaryIandIÅonVStationaryIProtonITransportI
ThroughIProteinsWIZeitschriftgFurgPhysikalischegChemieUI1983UI[adUI[Vda 3.1 22

2 qonformationalIdynamicsIofIautoVinhibitionIinItheIsRIcalciumIsensorISTw [ 1

1 ScreeningIofIhydrocarbonVstapledIpeptidesIforIinhibitionIofIcalciumVtriggeredIexocytosis 1
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