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rainforest in southern Chile. Mycological Progress, 2012, 11, 733-739. 0.5 10

147
Gene expression analysis in Mytilus chilensis populations reveals local patterns associated with
ocean environmental conditions. Journal of Experimental Marine Biology and Ecology, 2012, 420-421,
56-64.

0.7 24

148 Transcriptome analysis in Concholepas concholepas (Gastropoda, Muricidae): Mining and
characterization of new genomic and molecular markers. Marine Genomics, 2011, 4, 197-205. 0.4 22

149 Molecular characterization and gene expression of ferritin in red abalone (Haliotis rufescens). Fish
and Shellfish Immunology, 2011, 30, 430-433. 1.6 44

150 Permanent Genetic Resources added to Molecular Ecology Resources Database 1 December 2010â€“31
January 2011. Molecular Ecology Resources, 2011, 11, 586-589. 2.2 38

151 Low-density culture of red abalone juveniles, Haliotis rufescens Swainson 1822, recirculating
aquaculture system and flow-through system. Aquaculture Research, 2011, 42, 161-168. 0.9 11

152 Karyotype analysis of interspecific hybrids between Haliotis rufescens and Haliotis discus HANNAI.
Aquaculture Research, 2011, 42, 1460-1466. 0.9 9

153 Intraspecies and interspecies hybrids in <i>Haliotis</i>: natural and experimental evidence and its
impact on abalone aquaculture. Reviews in Aquaculture, 2011, 3, 74-99. 4.6 52

154 Permanent Genetic Resources added to Molecular Ecology Resources Database 1 April 2010 â€“ 31 May
2010. Molecular Ecology Resources, 2010, 10, 1098-1105. 2.2 71

155 Genetic Analysis of an Artificially Produced Hybrid Abalone (<i>Haliotis rufescens</i>Ã—<i>Haliotis) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 342 Td (Discus Hannai</i>) in Chile. Journal of Shellfish Research, 2010, 29, 717-724.0.3 12

156 Genetic Variability of Cultured Populations of Red Abalone in Chile: An Approach Based on
Heterologous Microsatellites. Journal of Shellfish Research, 2010, 29, 709-715. 0.3 7

157 GENOMIC INTEGRITY EVALUATION IN SPERM OF CHOROMYTILUS CHORUS (MOLINA, 1782) BY COMET ASSAY.
Gayana, 2008, 72, . 0.0 0

158 Genome size estimation: a new methodology. , 2007, , . 1

159 KARYOTYPE COMPOSITION IN THREE CALIFORNIA ABALONES AND THEIR RELATIONSHIP WITH GENOME SIZE.
Journal of Shellfish Research, 2007, 26, 825-832. 0.3 18

160 Individual Identification of Decapod Crustaceans I: Color Patterns in Rock Shrimp (Rhynchocinetes) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 142 Td (Typus). Journal of Crustacean Biology, 2007, 27, 393-398.0.3 10

161 Relationship between DAPI-fluorescence fading and nuclear DNA content: An alternative method to
DNA quantification?. Biological Research, 2007, 40, 29-40. 1.5 19

162 Fusion algorithm for color microbiological organisms images in automatized microscopes. , 2006, , . 0
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163 Fluorescence in situ hybridization of rDNA, telomeric (TTAGGG)n and (GATA)n repeats in the red
abalone Haliotis rufescens (Archaeogastropoda: Haliotidae). Hereditas, 2006, 142, 73-79. 0.5 20

164 ANALYSIS OF CHROMOSOMAL DNA CONTENT IN PACIFIC RED ABALONE HALIOTIS RUFESCENS BY
FLUORESCENCE IMAGE ANALYSIS. Journal of Shellfish Research, 2005, 24, 1161-1168. 0.3 3

165 GENOME SIZE ESTIMATION IN TWO POPULATIONS OF THE NORTHERN CHILEAN SCALLOP, ARGOPECTEN
PURPURATUS, USING FLUORESCENCE IMAGE ANALYSIS. Journal of Shellfish Research, 2005, 24, 55-60. 0.3 8


