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i Paper IF Citations

83 tenchmarkingLtheLwffectivenessLandLsccuracyLofLMultipleLMitochondrialLvNsLVariantLuallerslL
PracticalL mplicationsLforLulinicalLspplicationZZLFrontiersiiniGeneticsXL2022XLceXLhkddgi 4.5 1

82 uongenitalLzeartLviseaseLyenelLaLuuratedLvatabaseLforLuongenitalLzeartLviseaseLyenesZZL
CirculationiGenomiciandiPrecisioniMedicineXL2022XLcbcchcu RuywNcdcbbegek 5.2

81 wxploringLtheLyeneticLsrchitectureLofLSpontaneousLuoronaryLsrteryLvissectionLUsingL
WholeYyenomeLSequencingZZLCirculationiGenomiciandiPrecisioniMedicineXL2022XLcbcchcu RuywNcdcbbegdi5.2 1

80 WholeLgenomeLsequencingLinLtranspositionLofLtheLgreatLarteriesLandLassociationsLwithLclinicallyL
relevantLheartXLbrainLandLlateralityLgenesZLAmericaniHeartiJournalXL2021XLdffXLcYce 4.9 1

79 MaternalLironLdeficiencyLperturbsLembryonicLcardiovascularLdevelopmentLinLmiceZLNaturei
CommunicationsXL2021XLcdXLeffi 17.4 5

78 TumorLyenotypingLandLzomologousLRecombinationLRepairLyeneLVariantsLinLPatientsLWithL
wpithelialLOvarianLuancerlL sLPathogenicLwnoughqZLFrontiersiiniOncologyXL2021XLccXLhjebgi 5.3

77 SpontaneousLuoronaryLsrteryLvissectionLandLxibromuscularLvysplasialLVasculopathiesLWithLaL
PredilectionLforLWomenZLHeartiLungiandiCirculationXL2021XLebXLdiYeg 1.8 1

76 yenotypeYphenotypeLassociationsLinLcolorectalLadenocarcinomasLandLtheirLmatchedLmetastasesZL
HumaniPathologyXL2021XLcbiXLcbfYcch 3.7 2

75 TransposonLclustersLasLsubstratesLforLaberrantLspliceYsiteLactivationZLRNAiBiologyXL2021XLcjXLegfYehi 4.8 4

74 yenotypingLdataLofLroutinelyLprocessedLmatchedLprimaryametastaticLtumorLsamplesZLDataiiniBriefXL
2021XLefXLcbhhfh 1.2 1

73 dvYtriolLaLfamilyYbasedLvariantLcallingLpipelineLusingLveepVariantZLBioinformaticsXL2020XLehXLegfkYeggc 7.2 4

72 TumorLMutationalLPatternsLandL nfiltratingLLymphocyteLvensityLinLYoungLandLwlderlyLPatientsLWithL
treastLuancerZLCanceriGenomicsiandiProteomicsXL2020XLciXLcjcYcke 3.3 2

71 PrognosticLtiomarkersLinLwarlyYstageLyastricLsdenocarcinomaLTreatedLWithLsdjuvantL
uhemoradiotherapyZLCanceriGenomicsiandiProteomicsXL2020XLciXLdiiYdkb 3.3 1

70 PathogenicLmutationsLandLoverallLsurvivalLinLeXbjfLpatientsLwithLcancerlLtheLzellenicLuooperativeL
OncologyLyroupLPrecisionLMedicineL nitiativeZLOncotargetXL2020XLccXLcYcf 3.3 0

69 xunctionalLcharacterizationLofLaLnovelLPtXcLdeLnovoLmissenseLvariantLidentifiedLinLaLpatientLwithL
syndromicLcongenitalLheartLdiseaseZLHumaniMoleculariGeneticsXL2020XLdkXLcbhjYcbjd 5.6 13

68  sLThereLanL ndependentLRoleLofLTwRTLandLNxcLinLzighLyradeLyliomasqZLTranslationaliOncologyXL
2020XLceXLefhYegf 4.9 7

67 xunctionalLgenomicsLandLgeneYenvironmentLinteractionLhighlightLtheLcomplexityLofLcongenitalL
heartLdiseaseLcausedLbyLNotchLpathwayLvariantsZLHumaniMoleculariGeneticsXL2020XLdkXLghhYgik 5.6 16
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66 vynamicsLofLTransformingLyrowthLxactorLTTyxUY˛†LSuperfamilyLuytokineL nductionLvuringLz VYcL
 nfectionLsreLvistinctLxromLOtherL nnateLuytokinesZLFrontiersiiniImmunologyXL2020XLccXLgkhjfc 8.4 3

65 SpontaneousLuoronaryLsrteryLvissectionlL nsightsLonLRareLyeneticLVariationLxromLyenomeL
SequencingZLCirculationiGenomiciandiPrecisioniMedicineXL2020XLceXLebbebeb 5.2 14

64
MultiYomicLprofilingLrevealsLassociationsLbetweenLtheLgutLmucosalLmicrobiomeXLtheLmetabolomeXL
andLhostLvNsLmethylationLassociatedLgeneLexpressionLinLpatientsLwithLcolorectalLcancerZLBMCi
MicrobiologyXL2020XLdbXLje

4.5 11

63 zeterozygousLlossLofLWtPccLfunctionLcausesLmultipleLcongenitalLdefectsLinLhumansLandLmiceZL
HumaniMoleculariGeneticsXL2020XLdkXLehhdYehij 5.6 3

62 zostLandLmicrobiomeLmultiYomicsLintegrationlLapplicationsLandLmethodologiesZLBiophysicaliReviewsXL
2019XLccXLggYhg 3.7 42

61 SpliceogenlLanLintegrativeXLscalableLtoolLforLtheLdiscoveryLofLspliceYalteringLvariantsZLBioinformaticsXL
2019XLegXLffbgYffbi 7.2 3

60 OppositeLPrognosticL mpactLofLSingleLPTwNYlossLandLMutationsLinLwarlyLzighYriskLtreastLuancerZL
CanceriGenomicsiandiProteomicsXL2019XLchXLckgYdbh 3.3 7

59
PopulationYbasedLidentityYbyYdescentLmappingLcombinedLwithLexomeLsequencingLtoLdetectLrareL
riskLvariantsLforLschizophreniaZLAmericaniJournaliofiMedicaliGeneticsiPartiB:iNeuropsychiatrici
GeneticsXL2019XLcjbXLddeYdec

3.5 2

58 sLgeneYcentricLstrategyLforLidentifyingLdiseaseYcausingLrareLvariantsLinLdilatedLcardiomyopathyZL
GeneticsiiniMedicineXL2019XLdcXLceeYcfe 8.1 20

57 VPOTlLsLuustomizableLVariantLPrioritizationLOrderingLToolLforLsnnotatedLVariantsZLGenomicsyi
ProteomicsiandiBioinformaticsXL2019XLciXLgfbYgfg 6.5 2

56 uomparisonLofLsomaticLvariantLdetectionLalgorithmsLusingL onLTorrentLtargetedLdeepLsequencingL
dataZLBMCiMedicaliGenomicsXL2019XLcdXLcjc 3.7 3

55
RelapsedLandLveLNovoLMetastaticLzwRdYpositiveLtreastLuancerLTreatedLWithLTrastuzumablLTumorL
yenotypesLandLulinicalLMeasuresLsssociatedLWithLPatientLOutcomeZLClinicaliBreastiCancerXL2019XL
ckXLcceYcdgZef

3 5

54
PathogenicLtRuscLmutationsLmayLbeLnecessaryLbutLnotLsufficientLforLtissueLgenomicL
heterogeneitylLveepLsequencingLdataLfromLovarianLcancerLpatientsZLGynecologiciOncologyXL2019XL
cgdXLeigYejh

4.9 6

53 sssociationLofLtheLPzsuTRcawvNcLyeneticLLocusLWithLSpontaneousLuoronaryLsrteryLvissectionZL
JournaliofitheiAmericaniCollegeiofiCardiologyXL2019XLieXLgjYhh 15.1 86

52 sntiviralLactivityLofLboneLmorphogeneticLproteinsLandLactivinsZLNatureiMicrobiologyXL2019XLfXLeekYegc 26.6 19

51  dentificationLofLclinicallyLactionableLvariantsLfromLgenomeLsequencingLofLfamiliesLwithLcongenitalL
heartLdiseaseZLGeneticsiiniMedicineXL2019XLdcXLccccYccdb 8.1 25

50 yeneticLburdenLandLassociationsLwithLadverseLneurodevelopmentLinLneonatesLwithLcongenitalL
heartLdiseaseZLAmericaniHeartiJournalXL2018XLdbcXLeeYek 4.9 15

49 yeneticLvariationLinLisLassociatedLwithLbacteremiaLsecondaryLtoLdiverseLpathogensLinLsfricanL
childrenZLProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaXL2018XLccgXLwehbcYwehbe11.5 9

(2018-2020)
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48 sLScreeningLspproachLtoL dentifyLulinicallyLsctionableLVariantsLuausingLuongenitalLzeartLviseaseLinL
wxomeLvataZLCirculationiGenomiciandiPrecisioniMedicineXL2018XLccXLebbckij 5.2 37

47 PrevalentLsomaticLtRuscLmutationsLshapeLclinicallyLrelevantLgenomicLpatternsLofLnasopharyngealL
carcinomaLinLSoutheastLwuropeZLInternationaliJournaliofiCancerXL2018XLcfdXLhhYjb 7.5 11

46 SurvivalLofL diopathicLPulmonaryLsrterialLzypertensionLPatientsLinLtheLModernLwraLinLsustraliaLandL
NewLZealandZLHeartiLungiandiCirculationXL2018XLdiXLcehjYceig 1.8 17

45 yenomicLvissectionLofLtipolarLvisorderLandLSchizophreniaXL ncludingLdjLSubphenotypesZLCellXL2018XL
cieXLcibgYcicgZech 56.2 360

44 SelfishLmutationsLdysregulatingLRsSYMsPKLsignalingLareLpervasiveLinLagedLhumanLtestesZLGenomei
ResearchXL2018XLdjXLciikYcikb 9.7 36

43
PhaseL  LstudyLofLpanitumumabLcombinedLwithLcapecitabineLandLoxaliplatinLasLfirstYlineLtreatmentL
inLmetastaticLcolorectalLcancerLpatientslLclinicalLresultsLincludingLextendedLtumorLgenotypingZL
MedicaliOncologyXL2018XLegXLcbc

3.7 6

42 sdvancesLinLtheLyeneticsLofLuongenitalLzeart´ viseaselLsLulinicianSsLyuideZLJournaliofitheiAmericani
CollegeiofiCardiologyXL2017XLhkXLjgkYjib 15.1 76

41 SVPVlLaLstructuralLvariantLpredictionLviewerLforLpairedYendLsequencingLdatasetsZLBioinformaticsXL
2017XLeeXLdbedYdbee 7.2 7

40 wpidemiologyLandLtreatmentLofLpulmonaryLarterialLhypertensionZLNatureiReviewsiCardiologyXL2017XL
cfXLhbeYhcf 14.8 182

39
SeparationLofLvualLOxidaseLdLandLLactoperoxidaseLwxpressionLinL ntestinalLuryptsLandLSpeciesL
vifferencesLMayLLimitLzydrogenLPeroxideLScavengingLvuringLMucosalLzealingLinLMiceLandLzumansZL
InflammatoryiBoweliDiseasesXL2017XLdfXLcehYcfj

4.5 9

38 NsvLveficiencyXLuongenitalLMalformationsXLandLNiacinLSupplementationZLNewiEnglandiJournaliofi
MedicineXL2017XLeiiXLgffYggd 59.2 114

37  sogenicLmiceLexhibitLsexuallyYdimorphicLvNsLmethylationLpatternsLacrossLmultipleLtissuesZLBMCi
GenomicsXL2017XLcjXLkhh 4.5 21

36
wvaluationLofLtheLimmunogenicityLandLimpactLonLtheLlatentLz VYcLreservoirLofLaLconservedLregionL
vaccineXLMVsZz VconsvXLinLantiretroviralLtherapyYtreatedLsubjectsZLJournaliofitheiInternationaliAIDSi
SocietyXL2017XLdbXLdccic

5.4 26

35 TheLmiRYdbbLfamilyLisLincreasedLinLdysplasticLlesionsLinLulcerativeLcolitisLpatientsZLPLoSiONEXL2017XL
cdXLebciehhf 3.7 10

34 WholeYgenomeLsequencingLofLspermatocyticLtumorsLprovidesLinsightsLintoLtheLmutationalL
processesLoperatingLinLtheLmaleLgermlineZLPLoSiONEXL2017XLcdXLebcijchk 3.7 24

33 sLcloudYbasedLframeworkLforLapplyingLmetamorphicLtestingLtoLaLbioinformaticsLpipelineL2016XL 3

32 MaleYlineageLtransmissionLofLanLacquiredLmetabolicLphenotypeLinducedLbyLgrandYpaternalLobesityZL
MoleculariMetabolismXL2016XLgXLhkkYibj 8.8 104

31 PolymorphismLinLaLlincRNsLsssociatesLwithLaLvoubledLRiskLofLPneumococcalLtacteremiaLinLKenyanL
uhildrenZLAmericaniJournaliofiHumaniGeneticsXL2016XLkjXLcbkdYccbb 11 30
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30 VisualizingLtheLoriginsLofLselfishLdeLnovoLmutationsLinLindividualLseminiferousLtubulesLofLhumanL
testesZLProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaXL2016XLcceXLdfgfYk11.5 34

29 tindingLofLtranscriptionLfactorLyabRLtoLvNsLrequiresLrecognitionLofLvNsLshapeLatLaLlocationL
distinctLfromLitsLcognateLbindingLsiteZLNucleiciAcidsiResearchXL2016XLffXLcfccYdb 20.1 27

28 viseaseLevolutionLandLheterogeneityLinLbilateralLbreastLcancerZLAmericaniJournaliofiCanceriResearch
XL2016XLhXLdhccYdheb 4.4 4

27
TPgeLmutationsLandLproteinLimmunopositivityLmayLpredictLforLpoorLoutcomeLbutLalsoLforL
trastuzumabLbenefitLinLpatientsLwithLearlyLbreastLcancerLtreatedLinLtheLadjuvantLsettingZLOncotarget
XL2016XLiXLediecYge

3.3 25

26 TumorL nfiltratingLLymphocytesLsffectLtheLOutcomeLofLPatientsLwithLOperableLTripleYNegativeL
treastLuancerLinLuombinationLwithLMutatedLsminoLscidLulassesZLPLoSiONEXL2016XLccXLebchecej 3.7 8

25 xamilialLadenomatousLpatientsLwithLdesmoidLtumoursLshowLincreasedLexpressionLofLmiRYefaLinL
serumLandLhighLlevelsLinLtumoursZLOncoscienceXL2016XLeXLcieYjg 0.8 8

24 wffectsLofLTPgeLandLP KeusLmutationsLinLearlyLbreastLcancerlLaLmatterLofLcoYmutationLandL
tumorYinfiltratingLlymphocytesZLBreastiCanceriResearchiandiTreatmentXL2016XLcgjXLebiYdc 4.4 12

23 sLMethodLtoLwxploitLtheLStructureLofLyeneticLsncestryLSpaceLtoLwnhanceLuaseYuontrolLStudiesZL
AmericaniJournaliofiHumaniGeneticsXL2016XLkjXLjgiYjhj 11 14

22 vecodingLtheLcomplexLgeneticLcausesLofLheartLdiseasesLusingLsystemsLbiologyZLBiophysicaliReviewsXL
2015XLiXLcfcYcgk 3.7

21 zowLtoLtestLbioinformaticsLsoftwareqZLBiophysicaliReviewsXL2015XLiXLefeYegd 3.7 12

20 RapidlyLwscalatingLzepcidinLandLsssociatedLSerumL ronLStarvationLsreLxeaturesLofLtheLscuteL
ResponseLtoLTyphoidL nfectionLinLzumansZLPLoSiNeglectediTropicaliDiseasesXL2015XLkXLebbbfbdk 4.8 25

19 MyelodysplasticLsyndromesLareLpropagatedLbyLrareLandLdistinctLhumanLcancerLstemLcellsLinLvivoZL
CanceriCellXL2014XLdgXLikfYjbj 24.3 216

18 snalysisLofLhundredsLofLcisYregulatoryLlandscapesLatLhighLresolutionLinLaLsingleXLhighYthroughputL
experimentZLNatureiGeneticsXL2014XLfhXLdbgYcd 36.3 331

17 vistinctLpatternsLofLhepcidinLandLironLregulationLduringLz VYcXLztVXLandLzuVLinfectionsZL
ProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaXL2014XLcccXLcdcjiYkd 11.5 56

16 VerificationLandLvalidationLofLbioinformaticsLsoftwareLwithoutLaLgoldLstandardlLaLcaseLstudyLofLtWsL
andLtowtieZLBMCiBioinformaticsXL2014XLcgLSupplLchXLScg 3.6 40

15 TargetedLnextYgenerationLsequencingLidentifiesLpathogenicLvariantsLinLfamilialLcongenitalLheartL
diseaseZLJournaliofitheiAmericaniCollegeiofiCardiologyXL2014XLhfXLdfkjYgbh 15.1 60

14 snLinheritedLduplicationLatLtheLgeneLpdcLProteinYsctivatedLKinaseLiLTPsKiULisLaLriskLfactorLforL
psychosisZLHumaniMoleculariGeneticsXL2014XLdeXLeechYdh 5.6 32

13 yenomeYwideLassociationLanalysisLidentifiesLceLnewLriskLlociLforLschizophreniaZLNatureiGeneticsXL
2013XLfgXLccgbYk 36.3 1153

(2013-2016)
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12 uommonLvariantsLinLtheLzLsYvRtcYzLsYvQscLzLsLclassL  LregionLareLassociatedLwithLsusceptibilityL
toLvisceralLleishmaniasisZLNatureiGeneticsXL2013XLfgXLdbjYce 36.3 76

11 warlyLdynamicLfateLchangesLinLhaemogenicLendotheliumLcharacterizedLatLtheLsingleYcellLlevelZL
NatureiCommunicationsXL2013XLfXLdkdf 17.4 124

10
uontributionsLofLintrinsicLmutationLrateLandLselfishLselectionLtoLlevelsLofLdeLnovoLzRsSLmutationsL
inLtheLpaternalLgermlineZLProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofi
AmericaXL2013XLccbXLdbcgdYi

11.5 51

9
uellularLinterferenceLinLcraniofrontonasalLsyndromelLmalesLmosaicLforLmutationsLinLtheLXYlinkedL
wxNtcLgeneLareLmoreLseverelyLaffectedLthanLtrueLhemizygotesZLHumaniMoleculariGeneticsXL2013XL
ddXLchgfYhd

5.6 50

8  nterferonYinducedLtransmembraneLproteinYeLgeneticLvariantLrscddgdYuLisLassociatedLwithLsevereL
influenzaLinLuhineseLindividualsZLNatureiCommunicationsXL2013XLfXLcfcj 17.4 174

7 PneumococcalLgenomeLsequencingLtracksLaLvaccineLescapeLvariantLformedLthroughLaL
multiYfragmentLrecombinationLeventZLNatureiGeneticsXL2012XLffXLegdYg 36.3 82

6  dentificationLofLcgLnewLpsoriasisLsusceptibilityLlociLhighlightsLtheLroleLofLinnateLimmunityZLNaturei
GeneticsXL2012XLffXLcefcYj 36.3 681

5 yenomeYwideLassociationLstudyLimplicatesLzLsYuVbclbdLasLaLriskLfactorLatLtheLmajorL
histocompatibilityLcomplexLlocusLinLschizophreniaZLBiologicaliPsychiatryXL2012XLidXLhdbYj 7.9 130

4 SmchdcYdependentLandLYindependentLpathwaysLdetermineLdevelopmentalLdynamicsLofLupyLislandL
methylationLonLtheLinactiveLXLchromosomeZLDevelopmentaliCellXL2012XLdeXLdhgYik 10.2 128

3 yeneticLriskLandLaLprimaryLroleLforLcellYmediatedLimmuneLmechanismsLinLmultipleLsclerosisZLNatureXL
2011XLfihXLdcfYk 50.4 1948

2 yenomeYwideLassociationLstudyLofLuNVsLinLchXbbbLcasesLofLeightLcommonLdiseasesLandLeXbbbL
sharedLcontrolsZLNatureXL2010XLfhfXLiceYdb 50.4 639

1 yenoSNPlLaLvariationalLtayesLwithinYsampleLSNPLgenotypingLalgorithmLthatLdoesLnotLrequireLaL
referenceLpopulationZLBioinformaticsXL2008XLdfXLddbkYcf 7.2 56
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