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330
zateI”leistoceneIpalaeoenvironmentsIandIaIpossibleIglacialIrefugiumIonInorthernIàancouverI
wslandUIqanadahIsvidenceIforItheIviabilityIofIearlyIhumanIsettlementIonItheInorthwestIcoastIofI
’orthIomericaWIQuaternarydSciencedReviewsUI2022UI2egUIZYeaff

3.9 3

329 oI‘iddleI”leistoceneIrenisovanImolarIfromItheIonnamiteIqhainIofInorthernIzaosWWINatured
CommunicationsUI2022UIZaUI2cce 17.4 3

328 zateI–uaternaryIdynamicsIofIorcticIbiotaIfromIancientIenvironmentalIgenomicsWINatureUI2021UIdYYUIfdVg250.4 12

327 wdentifyingIaIlivingIgreatVgrandsonIofItheIzakotaISiouxIleaderI atankaIwyotakeIQSittingIpullRWIScienced
AdvancesUI2021UIeUIeabh2YZa 14.3 0

326 ”eoplingIofItheIomericasIasIinferredIfromIancientIgenomicsWINatureUI2021UIcgbUIacdVadb 50.4 14

325 snvironmentalIgenomicsIofIzateI”leistoceneIblackIbearsIandIgiantIshortVfacedIbearsWICurrentd
BiologyUI2021UIaZUI2e2fV2eadWef 6.3 6

324 uenomesIofI”leistoceneISiberianIáolvesIUncoverI‘ultipleIsxtinctIáolfIzineagesWICurrentdBiologyUI
2021UIaZUIZgfV2YdWef 6.3 7

323 uenomicISteppeIancestryIinIskeletonsIfromItheI’eolithicISingleIuraveIqultureIinIrenmarkWIPLoSd
ONEUI2021UIZdUIeY2bbfe2 3.7 2

322 zakeISedimentaryIr’oI—esearchIonI”astI errestrialIandIoquaticIpiodiversityhI“verviewIandI
—ecommendationsWIQuaternaryUI2021UIbUId 2.2 23

321 oncientIr’oIanalysisWINaturedReviewsdMethodsdPrimersUI2021UIZUI 21

320 zateI”leistoceneIpaleoecologyIandIphylogeographyIofIwoollyIrhinocerosesWIQuaternarydScienced
ReviewsUI2021UI2daUIZYdgga 3.9 3

319 oncientIr’oIrevealsImultipleIoriginsIandImigrationIwavesIofIextinctIxapaneseIbrownIbearI
lineagesWIRoyaldSocietydOpendScienceUI2021UIfUI2ZYcZf 3.3 0

318
‘odernISiberianIdogIancestryIwasIshapedIbyIseveralIthousandIyearsIofIsurasianVwideItradeIandI
humanIdispersalWIProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaUI
2021UIZZfUI

11.5 4

317
‘ultiVproxyIanalysesIofIaImidVZcthIcenturyI‘iddleIwronIogeIpantuVspeakerIpalaeoVfaecalIspecimenI
elucidatesItheIconfigurationIofItheIPancestralPIsubVSaharanIofricanIintestinalImicrobiomeWI
MicrobiomeUI2020UIfUId2

16.6 7

316  heIdentalIproteomeIofIvomoIantecessorWINatureUI2020UIcfYUI2acV2af 50.4 47

315 orcticVadaptedIdogsIemergedIatItheI”leistoceneVvoloceneItransitionWIScienceUI2020UIadfUIZbgcVZbgg 33.3 28

314 —eVtheorisingImobilityIandItheIformationIofIcultureIandIlanguageIamongItheIqordedIáareIqultureI
inIsuropeâ��q“——wus’rU‘WIAntiquityUI2020UIgbUIfagVfag 1
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313 onIoncientIpaboonIuenomeIremonstratesIzongV ermI”opulationIqontinuityIinISouthernIofricaWI
GenomedBiologydanddEvolutionUI2020UIZ2UIbYeVbZ2 3.9 6

312 wnfluenceIofIpastIclimateIchangeIonIphylogeographyIandIdemographicIhistoryIofInarwhalsUWI
ProceedingsdofdthedRoyaldSocietydB:dBiologicaldSciencesUI2020UI2feUI2YZg2gdb 4.4 11

311 o‘SIdatingIandIancientIr’oIanalysisIofIboneIrelicsIassociatedIwithIStIxohnItheIpaptistIfromISvetiI
wvanIQSozopolUIpulgariaRWIJournaldofdArchaeologicaldScience:dReportsUI2020UI2gUIZY2Yf2 0.7

310 oncientIr’oIsuggestsImodernIwolvesItraceItheirIoriginItoIaIzateI”leistoceneIexpansionIfromI
peringiaWIMoleculardEcologyUI2020UI2gUIZcgdVZdZY 5.7 33

309 svidenceIofIhumanIoccupationIinI‘exicoIaroundItheIzastIulacialI‘aximumWINatureUI2020UIcfbUIfeVg2 50.4 58

308 riverseIvariolaIvirusIQsmallpoxRIstrainsIwereIwidespreadIinInorthernIsuropeIinItheIàikingIogeWI
ScienceUI2020UIadgUI 33.3 42

307 wnsightsIwntoIoboriginalIoustralianI‘ortuaryI”racticeshI”erspectivesItromIoncientIr’oWIFrontiersdind
EcologydanddEvolutionUI2020UIfUI 3.7 2

306 ”reVextinctionIremographicIStabilityIandIuenomicISignaturesIofIodaptationIinItheIáoollyI
—hinocerosWICurrentdBiologyUI2020UIaYUIafeZVafegWee 6.3 16

305 oncientIxomonIgenomeIsequenceIanalysisIshedsIlightIonImigrationIpatternsIofIearlyIsastIosianI
populationsWICommunicationsdBiologyUI2020UIaUIbae 6.7 19

304 ”opulationIgenomicsIofItheIàikingIworldWINatureUI2020UIcfcUIagYVagd 50.4 35

303 sarlyI”leistoceneIenamelIproteomeIfromIrmanisiIresolvesIStephanorhinusIphylogenyWINatureUI
2019UIcebUIZYaVZYe 50.4 70

302 qontaminatingIviralIsequencesIinIhighVthroughputIsequencingIviromicshIaIlinkageIstudyIofIeYYI
sequencingIlibrariesWIClinicaldMicrobiologydanddInfectionUI2019UI2cUIZ2eeVZ2fc 9.5 57

301  heIpopulationIhistoryIofInortheasternISiberiaIsinceItheI”leistoceneWINatureUI2019UIceYUIZf2VZff 50.4 137

300 UnravelingIancestryUIkinshipUIandIviolenceIinIaIzateI’eolithicImassIgraveWIProceedingsdofdthed
NationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaUI2019UIZZdUIZYeYcVZYeZY 11.5 56

299 xointIsstimatesIofIveterozygosityIandI—unsIofIvomozygosityIforI‘odernIandIoncientISamplesWI
GeneticsUI2019UI2Z2UIcfeVdZb 4 26

298  rackingItiveI‘illenniaIofIvorseI‘anagementIwithIsxtensiveIoncientIuenomeI imeISeriesWICellUI
2019UIZeeUIZbZgVZbacWeaZ 56.2 110

297 vumanIriseaseIàariationIinItheIzightIofI”opulationIuenomicsWICellUI2019UIZeeUIZZcVZaZ 56.2 34

296 snvironmentalIr’oIforIimprovedIdetectionIandIenvironmentalIsurveillanceIofIschistosomiasisWI
ProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaUI2019UIZZdUIfgaZVfgbY 11.5 54

(2019-2020)
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295 vighV hroughputISequencingVpasedIwnvestigationIofIàirusesIinIvumanIqancersIbyI‘ultienrichmentI
opproachWIJournaldofdInfectiousdDiseasesUI2019UI22YUIZaZ2VZa2b 7 7

294 ‘itogenomicIdiversityIinISacredIwbisI‘ummiesIshedsIlightIonIearlyIsgyptianIpracticesWIPLoSdONEUI
2019UIZbUIeY22agdb 3.7 10

293 smergenceIandISpreadIofIpasalIzineagesIofIYersinia´ pestisIduringItheI’eolithicIreclineWICellUI2019UI
ZedUI2gcVaYcWeZY 56.2 93

292 “riginsIandIgeneticIlegaciesIofItheIqaribbeanI ainoWIProceedingsdofdthedNationaldAcademydofd
SciencesdofdthedUniteddStatesdofdAmericaUI2018UIZZcUI2abZV2abd 11.5 45

291 oncientIgenomesIrevisitItheIancestryIofIdomesticIandI”rzewalskiPsIhorsesWIScienceUI2018UIadYUIZZZVZZb 33.3 153

290 oncientIpathogenIr’oIinIhumanIteethIandIpetrousIbonesWIEcologydanddEvolutionUI2018UIfUIacabVacb2 2.8 23

289 ”hysiologicalIandIueneticIodaptationsItoIrivingIinISeaI’omadsWICellUI2018UIZeaUIcdgVcfYWeZc 56.2 82

288
uenomicIinsightsIintoItheIoriginIandIdiversificationIofIlateImaritimeIhunterVgatherersIfromItheI
qhileanI”atagoniaWIProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaUI
2018UIZZcUIsbYYdVsbYZ2

11.5 25

287 risentanglingIwmmediateIodaptiveIwntrogressionIfromISelectionIonIStandingIwntrogressedIàariationI
inIvumansWIMoleculardBiologydanddEvolutionUI2018UIacUId2aVdaY 8.3 27

286 oncientIenvironmentalIr’oIrevealsIshiftsIinIdominantImutualismsIduringItheIlate´ –uaternaryWI
NaturedCommunicationsUI2018UIgUIZag 17.4 14

285  erminalI”leistoceneIolaskanIgenomeIrevealsIfirstIfoundingIpopulationIofI’ativeIomericansWI
NatureUI2018UIccaUI2YaV2Ye 50.4 178

284 remographicIanalysisIofIcyanobacteriaIbasedIonItheImutationIratesIestimatedIfromIanIancientIiceI
coreWIHeredityUI2018UIZ2YUIcd2Vcea 3.6 10

283 oncientIpiomoleculesIandIsvolutionaryIwnferenceWIAnnualdReviewdofdBiochemistryUI2018UIfeUIZY2gVZYdY 29.1 47

282 riscussionhIoreItheI“riginsIofIwndoVsuropeanIzanguagesIsxplainedIbyItheI‘igrationIofItheI
YamnayaIqultureItoItheIáestmWIEuropeandJournaldofdArchaeologyUI2018UI2ZUIaVZe 0.7 10

281 ”arasiticIinfectionsIandIresourceIeconomyIofIranishIwronIogeIsettlementIthroughIancientIr’oI
sequencingWIPLoSdONEUI2018UIZaUIeYZgeagg 3.7 2

280 oncientIr’oIfromIlatrinesIinI’orthernIsuropeIandItheI‘iddleIsastIQcYYIpqVZeYYIorRIrevealsIpastI
parasitesIandIdietWIPLoSdONEUI2018UIZaUIeYZgcbfZ 3.7 46

279 ZaeIancientIhumanIgenomesIfromIacrossItheIsurasianIsteppesWINatureUI2018UIcceUIadgVaeb 50.4 197

278 oncientIhepatitisIpIvirusesIfromItheIpronzeIogeItoItheI‘edievalIperiodWINatureUI2018UIcceUIbZfVb2a 50.4 112
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277  heIfirstIhorseIherdersIandItheIimpactIofIearlyIpronzeIogeIsteppeIexpansionsIintoIosiaWIScienceUI
2018UIadYUI 33.3 162

276 sarlyIhumanIdispersalsIwithinItheIomericasWIScienceUI2018UIad2UI 33.3 118

275 –uantitativeImetaproteomicsIofImedievalIdentalIcalculusIrevealsIindividualIoralIhealthIstatusWI
NaturedCommunicationsUI2018UIgUIbebb 17.4 36

274 oIlargeIimpactIcraterIbeneathIviawathaIulacierIinInorthwestIureenlandWISciencedAdvancesUI2018UIbUIeaarfZea14.3 53

273 oncientInuclearIgenomesIenableIrepatriationIofIwndigenousIhumanIremainsWISciencedAdvancesUI2018
UIbUIeaaucYdb 14.3 16

272  heIevolutionaryIhistoryIofIdogsIinItheIomericasWIScienceUI2018UIadZUIfZVfc 33.3 73

271  heIprehistoricIpeoplingIofISoutheastIosiaWIScienceUI2018UIadZUIffVg2 33.3 174

270 oncientIhumanIparvovirusIpZgIinIsurasiaIrevealsIitsIlongVtermIassociationIwithIhumansWI
ProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaUI2018UIZZcUIecceVecd2 11.5 39

269  racingItheIpeoplingIofItheIworldIthroughIgenomicsWINatureUI2017UIcbZUIaY2VaZY 50.4 338

268 SelectionIinIsuropeansIonItattyIocidIresaturasesIossociatedIwithIrietaryIqhangesWIMoleculard
BiologydanddEvolutionUI2017UIabUIZaYeVZaZf 8.3 50

267 oncientIgenomicIchangesIassociatedIwithIdomesticationIofItheIhorseWIScienceUI2017UIacdUIbb2Vbbc 33.3 149

266
oncientIindividualsIfromItheI’orthIomericanI’orthwestIqoastIrevealIZYUYYYIyearsIofIregionalI
geneticIcontinuityWIProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaUI
2017UIZZbUIbYgaVbYgf

11.5 50

265 —eVtheorisingImobilityIandItheIformationIofIcultureIandIlanguageIamongItheIqordedIáareIqultureI
inIsuropeWIAntiquityUI2017UIgZUIaabVabe 1 108

264  heIevolutionaryIandIphylogeographicIhistoryIofIwoollyImammothshIaIcomprehensiveImitogenomicI
analysisWIScientificdReportsUI2017UIeUIbbcfc 4.9 34

263 vumanIevolutionhIaItaleIfromIancientIgenomesWIPhilosophicaldTransactionsdofdthedRoyaldSocietydB:d
BiologicaldSciencesUI2017UIae2UI 5.8 34

262 ”hylogenomicsIandI‘orphologyIofIsxtinctI”aleognathsI—evealItheI“riginIandIsvolutionIofItheI
—atitesWICurrentdBiologyUI2017UI2eUIdfVee 6.3 86

261 oIcommunalIcatalogueIrevealsIsarthPsImultiscaleImicrobialIdiversityWINatureUI2017UIccZUIbceVbda 50.4 1076

260 oncientIgenomesIshowIsocialIandIreproductiveIbehaviorIofIearlyIUpperI”aleolithicIforagersWI
ScienceUI2017UIacfUIdcgVdd2 33.3 160

(2017-2018)
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259 oImatterIofImonthshIvighIprecisionImigrationIchronologyIofIaIpronzeIogeIfemaleWIPLoSdONEUI2017UI
Z2UIeYZeffab 3.7 36

258 qutavirusIinIqutaneousI‘alignantI‘elanomaWIEmergingdInfectiousdDiseasesUI2017UI2aUIadaVadc 10.2 14

257 gargammelhIaIsequenceIsimulatorIforIancientIr’oWIBioinformaticsUI2017UIaaUIceeVceg 7.2 37

256 sxtensiveItarmingIinIsstoniaIStartedIthroughIaISexVpiasedI‘igrationIfromItheISteppeWICurrentd
BiologyUI2017UI2eUI2ZfcV2ZgaWed 6.3 80

255 vighIYVchromosomalIrifferentiationIomongIsthnicIuroupsIofIrirIandISwatIristrictsUI”akistanWI
AnnalsdofdHumandGeneticsUI2017UIfZUI2abV2bf 2.2 6

254 rataIsharinghIdoIscientistsIknowIbestmWINatureUI2017UIcbfUI2fZ 50.4 1

253 svaluatingItheIimpactIofIdomesticationIandIcaptivityIonItheIhorseIgutImicrobiomeWIScientificd
ReportsUI2017UIeUIZcbge 4.9 64

252 sarlyI‘odernIvumansIfromI amI”ˆ IzingUIzaosWICurrentdAnthropologyUI2017UIcfUISc2eVScaf 2.1 23

251 sightI‘illenniaIofI‘atrilinealIueneticIqontinuityIinItheISouthIqaucasusWICurrentdBiologyUI2017UI2eUI2Y2aV2Y2fWee6.3 21

250 sxperimentalIconditionsIimprovingIinVsolutionItargetIenrichmentIforIancientIr’oWIMoleculard
EcologydResourcesUI2017UIZeUIcYfVc22 8.4 48

249 qomparingIoncientIr’oI”reservationIinI”etrousIponeIandI oothIqementumWIPLoSdONEUI2017UIZ2UIeYZeYgbY3.7 101

248 svolutionaryI”atternsIandI”rocesseshIzessonsIfromIoncientIr’oWISystematicdBiologyUI2017UIddUIeZVe2g 8.4 53

247 vighIdiversityIofIpicornavirusesIinIratsIfromIdifferentIcontinentsIrevealedIbyIdeepIsequencingWI
EmergingdMicrobesdanddInfectionsUI2016UIcUIegY 18.9 12

246 àancomycinIgeneIselectionIinItheImicrobiomeIofIurbanI—attusInorvegicusIfromIhospitalI
environmentWIEvolutionrdMedicinedanddPublicdHealthUI2016UI2YZdUI2ZgV2d 3 7

245 oItimeItransectIofIexomesIfromIaI’ativeIomericanIpopulationIbeforeIandIafterIsuropeanIcontactWI
NaturedCommunicationsUI2016UIeUIZaZec 17.4 74

244 tastUIoccurateIandIoutomaticIoncientI’ucleosomeIandI‘ethylationI‘apsIwithIepi”ozs“‘wñWI
MoleculardBiologydanddEvolutionUI2016UIaaUIa2fbVa2gf 8.3 36

243 oIgenomicIhistoryIofIoboriginalIoustraliaWINatureUI2016UIcafUI2YeV2Zb 50.4 268

242 uenomicIanalysesIinformIonImigrationIeventsIduringItheIpeoplingIofIsurasiaWINatureUI2016UIcafUI2afV2b250.4 234
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241 r’oIevidenceIofIbowheadIwhaleIexploitationIbyIureenlandicI”aleoVwnuitIbUYYYIyearsIagoWINatured
CommunicationsUI2016UIeUIZaafg 17.4 38

240 oncientImtr’oIsequencesIfromItheItirstIoustraliansIrevisitedWIProceedingsdofdthedNationaldAcademyd
ofdSciencesdofdthedUniteddStatesdofdAmericaUI2016UIZZaUIdfg2Ve 11.5 19

239 ”opulationIcharacteristicsIofIaIlargeIwhaleIsharkIaggregationIinferredIfromIseawaterI
environmentalIr’oWINaturedEcologydanddEvolutionUI2016UIZUIb 12.3 140

238 snvironmentalIr’oIfromISeawaterISamplesIqorrelateIwithI rawlIqatchesIofISubarcticUIreepwaterI
tishesWIPLoSdONEUI2016UIZZUIeYZdc2c2 3.7 166

237 wdentificationIofIynownIandI’ovelI—ecurrentIàiralISequencesIinIrataIfromI‘ultipleI”atientsIandI
‘ultipleIqancersWIVirusesUI2016UIfUI 6.2 9

236 ’extVgenerationImonitoringIofIaquaticIbiodiversityIusingIenvironmentalIr’oImetabarcodingWI
MoleculardEcologyUI2016UI2cUIg2gVb2 5.7 526

235
SubstitutionsIofIshortIheterologousIr’oIsegmentsIofIintragenomicIorIextragenomicIoriginsI
produceIclusteredIgenomicIpolymorphismsWIProceedingsdofdthedNationaldAcademydofdSciencesdofdthed
UniteddStatesdofdAmericaUI2016UIZZaUIZcYddVZcYeZ

11.5 7

234 ”ostglacialIviabilityIandIcolonizationIinI’orthIomericaPsIiceVfreeIcorridorWINatureUI2016UIcaeUIbcVbg 50.4 213

233 ”“”Uzo w“’Ius’s wqSWIuenomicIevidenceIforItheI”leistoceneIandIrecentIpopulationIhistoryIofI
’ativeIomericansWIScienceUI2015UIabgUIaabaffb 33.3 317

232  heIancestryIandIaffiliationsIofIyennewickI‘anWINatureUI2015UIc2aUIbccVbcf 50.4 157

231 wmprovingIaccessItoIendogenousIr’oIinIancientIbonesIandIteethWIScientificdReportsUI2015UIcUIZZZfb 4.9 135

230
zakeIsedimentImultiVtaxonIr’oIfromI’orthIureenlandIrecordsIearlyIpostVglacialIappearanceIofI
vascularIplantsIandIaccuratelyItracksIenvironmentalIchangesWIQuaternarydSciencedReviewsUI2015UI
ZZeUIZc2VZda

3.9 53

229 oncientIproteinsIresolveItheIevolutionaryIhistoryIofIrarwinPsISouthIomericanIungulatesWINatureUI
2015UIc22UIfZVb 50.4 210

228 ‘itochondrialIgenomesIrevealItheIextinctIvippidionIasIanIoutgroupItoIallIlivingIequidsWIBiologyd
LettersUI2015UIZZUI 3.6 26

227 oIrecentIbottleneckIofIYIchromosomeIdiversityIcoincidesIwithIaIglobalIchangeIinIcultureWIGenomed
ResearchUI2015UI2cUIbcgVdd 9.7 235

226 sarlyIdivergentIstrainsIofIYersiniaIpestisIinIsurasiaIcUYYYIyearsIagoWICellUI2015UIZdaUIceZVf2 56.2 294

225 svolutionaryIuenomicsIandIqonservationIofItheIsndangeredI”rzewalskiPsIvorseWICurrentdBiologyUI
2015UI2cUI2ceeVfa 6.3 115

224
 rackingItheIoriginsIofIYakutianIhorsesIandItheIgeneticIbasisIforItheirIfastIadaptationItoIsubarcticI
environmentsWIProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaUI2015
UIZZ2UIsdffgVge

11.5 89

(2015-2016)
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223 ‘ajorItransitionsIinIhumanIevolutionIrevisitedhIaItributeItoIancientIr’oWIJournaldofdHumand
EvolutionUI2015UIegUIbV2Y 3.1 35

222 snvironmentalIr’oIâ��IonIemergingItoolIinIconservationIforImonitoringIpastIandIpresentI
biodiversityWIBiologicaldConservationUI2015UIZfaUIbVZf 6.2 854

221 oncientIandImodernIenvironmentalIr’oWIPhilosophicaldTransactionsdofdthedRoyaldSocietydB:d
BiologicaldSciencesUI2015UIaeYUI2YZaYafa 5.8 184

220
oncientImitochondrialIr’oIfromItheInorthernIfringeIofItheI’eolithicIfarmingIexpansionIinIsuropeI
shedsIlightIonItheIdispersionIprocessWIPhilosophicaldTransactionsdofdthedRoyaldSocietydB:dBiologicald
SciencesUI2015UIaeYUI2YZaYaea

5.8 48

219  heIoriginIandIevolutionIofImaizeIinItheISouthwesternIUnitedIStatesWINaturedPlantsUI2015UIZUIZbYYa 11.5 99

218 ”rosIandIconsIofImethylationVbasedIenrichmentImethodsIforIancientIr’oWIScientificdReportsUI2015UI
cUIZZf2d 4.9 40

217 qharacterizingInovelIendogenousIretrovirusesIfromIgeneticIvariationIinferredIfromIshortIsequenceI
readsWIScientificdReportsUI2015UIcUIZcdbb 4.9 2

216 wnvestigationIofIvumanIqancersIforI—etrovirusIbyIzowVStringencyI argetIsnrichmentIandI
vighV hroughputISequencingWIScientificdReportsUI2015UIcUIZa2YZ 4.9 30

215 ’ewI ypeIofI”apillomavirusIandI’ovelIqircularISingleIStrandedIr’oIàirusIriscoveredIinIUrbanI
—attusInorvegicusIUsingIqircularIr’oIsnrichmentIandI‘etagenomicsWIPLoSdONEUI2015UIZYUIeYZbZgc2 3.7 11

214  racingItheIdynamicIlifeIstoryIofIaIpronzeIogeItemaleWIScientificdReportsUI2015UIcUIZYbaZ 4.9 77

213 ”opulationIgenomicsIofIpronzeIogeIsurasiaWINatureUI2015UIc22UIZdeVe2 50.4 827

212 —econstructingIancientIgenomesIandIepigenomesWINaturedReviewsdGeneticsUI2015UIZdUIagcVbYf 30.1 151

211
wnterordinalIgeneIcaptureUItheIphylogeneticIpositionIofIStellerPsIseaIcowIbasedIonImolecularIandI
morphologicalIdataUIandItheImacroevolutionaryIhistoryIofISireniaWIMoleculardPhylogeneticsdandd
EvolutionUI2015UIgZUIZefVga

4.1 45

210 uenomeVwideIancestryIofIZethVcenturyIenslavedIofricansIfromItheIqaribbeanWIProceedingsdofdthed
NationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaUI2015UIZZ2UIaddgVea 11.5 82

209
omplificationIofI ruSeqIancientIr’oIlibrariesIwithIoccu”rimeI”fxhIconsequencesIonInucleotideI
misincorporationIandImethylationIpatternsWISciencedanddTechnologydofdArchaeologicaldResearchUI
2015UIZUIZVg

1.2 9

208 SpatialIandItemporalIdistributionIofImassIlossIfromItheIureenlandIwceISheetIsinceIorIZgYYWINatureUI
2015UIc2fUIagdVbYY 50.4 162

207 —adiocarbonIdatingIofISacredIwbisImummiesIfromIancientIsgyptWIJournaldofdArchaeologicaldScience:d
ReportsUI2015UIbUIaccVadZ 0.7 8

206 oncientIgenomicsWIPhilosophicaldTransactionsdofdthedRoyaldSocietydB:dBiologicaldSciencesUI2015UIaeYUI2YZaYafe5.8 107
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205  racesIofIo qàVZIassociatedIwithIlaboratoryIcomponentIcontaminationWIProceedingsdofdthedNationald
AcademydofdSciencesdofdthedUniteddStatesdofdAmericaUI2015UIZZ2UIsg2cVd 11.5 20

204  argetVdependentIenrichmentIofIvirionsIdeterminesItheIreductionIofIhighVthroughputIsequencingI
inIvirusIdiscoveryWIPLoSdONEUI2015UIZYUIeYZ22dad 3.7 24

203 ”athogensIandIhostIimmunityIinItheIancientIhumanIoralIcavityWINaturedGeneticsUI2014UIbdUIaadVbb 36.3 353

202  heIgenomeIofIaIzateI”leistoceneIhumanIfromIaIqlovisIburialIsiteIinIwesternI‘ontanaWINatureUI
2014UIcYdUI22cVg 50.4 357

201 uenomicIdiversityIandIadmixtureIdiffersIforIStoneVogeIScandinavianIforagersIandIfarmersWIScienceUI
2014UIabbUIebeVcY 33.3 232

200 qharacterizationIofIancientIandImodernIgenomesIbyIS’”IdetectionIandIphylogenomicIandI
metagenomicIanalysisIusingI”ozs“‘wñWINaturedProtocolsUI2014UIgUIZYcdVf2 18.8 231

199 ”opulationIgenomicsIrevealIrecentIspeciationIandIrapidIevolutionaryIadaptationIinIpolarIbearsWICell
UI2014UIZceUIefcVgb 56.2 242

198 rerivedIimmuneIandIancestralIpigmentationIallelesIinIaIeUYYYVyearVoldI‘esolithicIsuropeanWINature
UI2014UIcYeUI22cVf 50.4 235

197 tiftyIthousandIyearsIofIorcticIvegetationIandImegafaunalIdietWINatureUI2014UIcYdUIbeVcZ 50.4 351

196 UpperI”alaeolithicISiberianIgenomeIrevealsIdualIancestryIofI’ativeIomericansWINatureUI2014UIcYcUIfeVgZ50.4 581

195 ”aleogenomicsWIuenomicIstructureIinIsuropeansIdatingIbackIatIleastIadU2YYIyearsWIScienceUI2014UI
abdUIZZZaVf 33.3 232

194 vorizontalItransferIofIshortIandIdegradedIr’oIhasIevolutionaryIimplicationsIforImicrobesIandI
eukaryoticIsexualIreproductionWIBioEssaysUI2014UIadUIZYYcVZY 4.1 17

193 uenomeVwideIancestryIpatternsIinI—apanuiIsuggestIpreVsuropeanIadmixtureIwithI’ativeI
omericansWICurrentdBiologyUI2014UI2bUI2cZfV2c 6.3 39

192  woIancientIhumanIgenomesIrevealI”olynesianIancestryIamongItheIindigenousIpotocudosIofI
prazilWICurrentdBiologyUI2014UI2bUI—ZYacVe 6.3 62

191 oISelectiveISweepIonIaIreleteriousI‘utationIinIq” ZoIinIorcticI”opulationsWIAmericandJournaldofd
HumandGeneticsUI2014UIgcUIcfbVcfg 11 86

190 svolutionWIonIepigeneticIwindowIintoItheIpastmWIScienceUI2014UIabcUIcZZV2 33.3 32

189 sarlyIomericanshIrespectingIancestorsWIScienceUI2014UIabcUIagY 33.3

188 —odentsIofItheIqaribbeanhIoriginIandIdiversificationIofIhutiasIunravelledIbyInextVgenerationI
museomicsWIBiologydLettersUI2014UIZYUI 3.6 71

(2014-2015)
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187  heIgeneticIprehistoryIofItheI’ewIáorldIorcticWIScienceUI2014UIabcUIZ2ccfa2 33.3 204

186 uenomeVwideIanalysisIofIcoldIadaptationIinIindigenousISiberianIpopulationsWIPLoSdONEUI2014UIgUIegfYed3.7 84

185 oncientIr’oIrevealsImatrilinealIcontinuityIinIpresentVdayI”olandIoverItheIlastItwoImillenniaWIPLoSd
ONEUI2014UIgUIeZZYfag 3.7 14

184  ransposableIelementsIinIcancerIasIaIbyVproductIofIstressVinducedIevolvabilityWIFrontiersdindGenetics
UI2014UIcUIZcd 4.5 21

183 uenomeVwideInucleosomeImapIandIcytosineImethylationIlevelsIofIanIancientIhumanIgenomeWI
GenomedResearchUI2014UI2bUIbcbVdd 9.7 113

182 ”rehistoricIgenomesIrevealItheIgeneticIfoundationIandIcostIofIhorseIdomesticationWIProceedingsdofd
thedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaUI2014UIZZZUIscddZVg 11.5 197

181 SpeciationIwithIgeneIflowIinIequidsIdespiteIextensiveIchromosomalIplasticityWIProceedingsdofdthed
NationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaUI2014UIZZZUIZfdccVdY 11.5 133

180 áholeVgenomeIanalysesIresolveIearlyIbranchesIinItheItreeIofIlifeIofImodernIbirdsWIScienceUI2014UI
abdUIZa2YVaZ 33.3 1182

179 qomparativeIgenomicsIrevealsIinsightsIintoIavianIgenomeIevolutionIandIadaptationWIScienceUI2014UI
abdUIZaZZV2Y 33.3 628

178 bammdshIaItoolIforIassessingItheIancestryIofIlowVdepthIwholeVgenomeIdataIusingI
multidimensionalIscalingIQ‘rSRWIBioinformaticsUI2014UIaYUI2gd2Vb 7.2 31

177 oIcomparativeIstudyIofIancientIenvironmentalIr’oItoIpollenIandImacrofossilsIfromIlakeIsedimentsI
revealsItaxonomicIoverlapIandIadditionalIplantItaxaWIQuaternarydSciencedReviewsUI2013UIecUIZdZVZdf 3.9 72

176 ‘olecularVIandIpollenVbasedIvegetationIanalysisIinIlakeIsedimentsIfromIcentralIScandinaviaWI
MoleculardEcologyUI2013UI22UIacZZV2b 5.7 65

175 ”ullingIoutItheIZNhIwholeVgenomeIcaptureIforItheItargetedIenrichmentIofIancientIr’oIsequencingI
librariesWIAmericandJournaldofdHumandGeneticsUI2013UIgaUIfc2Vdb 11 221

174 wdentificationIofI”olynesianImtr’oIhaplogroupsIinIremainsIofIpotocudoIomerindiansIfromIprazilWI
ProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaUI2013UIZZYUIdbdcVg 11.5 33

173 pacterialInaturalItransformationIbyIhighlyIfragmentedIandIdamagedIr’oWIProceedingsdofdthed
NationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaUI2013UIZZYUIZgfdYVc 11.5 111

172 uenomicIdiversityIandIevolutionIofItheIheadIcrestIinItheIrockIpigeonWIScienceUI2013UIaagUIZYdaVe 33.3 169

171 tungalIpalaeodiversityIrevealedIusingIhighVthroughputImetabarcodingIofIancientIr’oIfromIarcticI
permafrostWIEnvironmentaldMicrobiologyUI2013UIZcUIZZedVfg 5.2 93

170 oncientIr’oIrevealsIthatIbowheadIwhaleIlineagesIsurvivedIzateI”leistoceneIclimateIchangeIandI
habitatIshiftsWINaturedCommunicationsUI2013UIbUIZdee 17.4 53

Eske Willerslev
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169 —ecalibratingIsquusIevolutionIusingItheIgenomeIsequenceIofIanIearlyI‘iddleI”leistoceneIhorseWI
NatureUI2013UIbggUIebVf 50.4 563

168 —econstructingIgenomeIevolutionIinIhistoricIsamplesIofItheIwrishIpotatoIfamineIpathogenWINatured
CommunicationsUI2013UIbUI2Ze2 17.4 79

167 “neIvundredI wentyIYearsIofIyoalaI—etrovirusIsvolutionIreterminedIfromI‘useumISkinsWI
MoleculardBiologydanddEvolutionUI2013UIaYUIZ2aeVZ2ae 8.3 78

166 “neIhundredItwentyIyearsIofIkoalaIretrovirusIevolutionIdeterminedIfromImuseumIskinsWIMoleculard
BiologydanddEvolutionUI2013UIaYUI2ggVaYb 8.3 65

165 zivingIatItheImarginIofItheIretreatingItennoscandianIwceISheethI heIearlyI‘esolithicIsitesIatI
oareavaaraUInorthernmostISwedenWIHoloceneUI2013UI2aUIZYbVZZd 2.6 9

164 reepIsequencingIofI—’oIfromIancientImaizeIkernelsWIPLoSdONEUI2013UIfUIecYgdZ 3.7 29

163 zigationIbiasIinIilluminaInextVgenerationIr’oIlibrarieshIimplicationsIforIsequencingIancientI
genomesWIPLoSdONEUI2013UIfUIeefcec 3.7 57

162 ScreeningImammalIbiodiversityIusingIr’oIfromIleechesWICurrentdBiologyUI2012UI22UI—2d2Va 6.3 105

161 ‘etaVbarcodingIofIPdirtPIr’oIfromIsoilIreflectsIvertebrateIbiodiversityWIMoleculardEcologyUI2012UI2ZUIZgddVeg5.7 180

160 wslandsIinItheIicehIdetectingIpastIvegetationIonIureenlandicInunataksIusingIhistoricalIrecordsIandI
sedimentaryIancientIr’oImetaVbarcodingWIMoleculardEcologyUI2012UI2ZUIZgfYVf 5.7 54

159 oIcomparativeIstudyIofIancientIsedimentaryIr’oUIpollenIandImacrofossilsIfromIpermafrostI
sedimentsIofInorthernISiberiaIrevealsIlongVtermIvegetationalIstabilityWIMoleculardEcologyUI2012UI2ZUIZgfgV2YYa5.7 103

158 plockingIhumanIcontaminantIr’oIduringI”q—IallowsIamplificationIofIrareImammalIspeciesIfromI
sedimentaryIancientIr’oWIMoleculardEcologyUI2012UI2ZUIZfYdVZc 5.7 72

157 ‘onitoringIendangeredIfreshwaterIbiodiversityIusingIenvironmentalIr’oWIMoleculardEcologyUI2012UI
2ZUI2cdcVea 5.7 669

156  owardsInextVgenerationIbiodiversityIassessmentIusingIr’oImetabarcodingWIMoleculardEcologyUI
2012UI2ZUI2YbcVcY 5.7 856

155 ’ewIenvironmentalImetabarcodesIforIanalysingIsoilIr’ohIpotentialIforIstudyingIpastIandIpresentI
ecosystemsWIMoleculardEcologyUI2012UI2ZUIZf2ZVaa 5.7 166

154 r’oIfromIsoilImirrorsIplantItaxonomicIandIgrowthIformIdiversityWIMoleculardEcologyUI2012UI2ZUIadbeVcc 5.7 170

153
‘itogenomeIsequencingIrevealsIshallowIevolutionaryIhistoriesIandIrecentIdivergenceItimeI
betweenImorphologicallyIandIecologicallyIdistinctIsuropeanIwhitefishIQqoregonusIsppWRWIMoleculard
EcologyUI2012UI2ZUI2e2eVb2

5.7 67

152 ’extVgenerationIsequencingIoffersInewIinsightsIintoIr’oIdegradationWITrendsdindBiotechnologyUI
2012UIaYUIadbVf 15.1 32

(2012-2013)
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151
”lasmodiumIfalciparumIerythrocyteImembraneIproteinIZIdomainIcassettesIfIandIZaIareIassociatedI
withIsevereImalariaIinIchildrenWIProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesd
ofdAmericaUI2012UIZYgUIsZegZVfYY

11.5 192

150  heIhalfVlifeIofIr’oIinIbonehImeasuringIdecayIkineticsIinIZcfIdatedIfossilsWIProceedingsdofdthedRoyald
SocietydB:dBiologicaldSciencesUI2012UI2egUIbe2bVaa 4.4 331

149 StatisticalIguidelinesIforIdetectingIpastIpopulationIshiftsIusingIancientIr’oWIMoleculardBiologydandd
EvolutionUI2012UI2gUI22bZVcZ 8.3 33

148 tellowItravellershIaIconcordanceIofIcolonizationIpatternsIbetweenImiceIandImenIinItheI’orthI
otlanticIregionWIBMCdEvolutionarydBiologyUI2012UIZ2UIac 3 40

147 wmprovingItheIperformanceIofItrueIsingleImoleculeIsequencingIforIancientIr’oWIBMCdGenomicsUI
2012UIZaUIZee 4.5 32

146 wmprovingIancientIr’oIreadImappingIagainstImodernIreferenceIgenomesWIBMCdGenomicsUI2012UIZaUIZef4.5 178

145 ulacialIsurvivalIofIborealItreesIinInorthernIScandinaviaWIScienceUI2012UIaacUIZYfaVd 33.3 239

144 ScreeningImammalIbiodiversityIusingIr’oIfromIleechesWICurrentdBiologyUI2012UI22UIZgfY 6.3 6

143 àariolaIvirusIinIaIaYYVyearVoldISiberianImummyWINewdEnglanddJournaldofdMedicineUI2012UIadeUI2YceVg 59.2 71

142 retectionIofIaIdiverseImarineIfishIfaunaIusingIenvironmentalIr’oIfromIseawaterIsamplesWIPLoSd
ONEUI2012UIeUIebZea2 3.7 524

141 “riginsIandIgeneticIlegacyIofI’eolithicIfarmersIandIhunterVgatherersIinIsuropeWIScienceUI2012UIaadUIbddVg33.3 410

140 ”roteomicIanalysisIofIaIpleistoceneImammothIfemurIrevealsImoreIthanIoneIhundredIancientIboneI
proteinsWIJournaldofdProteomedResearchUI2012UIZZUIgZeV2d 5.6 150

139 r’oIfromIkeratinousItissueWI”artIwwhIfeatherWIAnnalsdofdAnatomyUI2012UIZgbUIaZVc 2.9 7

138 r’oIfromIkeratinousItissueWI”artIwhIhairIandInailWIAnnalsdofdAnatomyUI2012UIZgbUIZeV2c 2.9 47

137 tindingItheIfounderIofIStockholmIVIaIkinshipIstudyIbasedIonIYVchromosomalUIautosomalIandI
mitochondrialIr’oWIAnnalsdofdAnatomyUI2012UIZgbUIZafVbc 2.9 9

136 r’oIinIancientIboneIVIwhereIisIitIlocatedIandIhowIshouldIweIextractIitmWIAnnalsdofdAnatomyUI2012UI
ZgbUIeVZd 2.9 104

135 ”artialIgeneticIturnoverIinIneandertalshIcontinuityIinItheIsastIandIpopulationIreplacementIinItheI
áestWIMoleculardBiologydanddEvolutionUI2012UI2gUIZfgaVe 8.3 59

134 qlovisIageIáesternIStemmedIprojectileIpointsIandIhumanIcoprolitesIatItheI”aisleyIqavesWIScienceUI
2012UIaaeUI22aVf 33.3 150
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133 oerialIphotographsIrevealIlateV2YthVcenturyIdynamicIiceIlossIinInorthwesternIureenlandWIScienceUI
2012UIaaeUIcdgVea 33.3 70

132 qommentIonIKulacialIsurvivalIofIborealItreesIinInorthernIScandinaviaKWIScienceUI2012UIaafUIeb2iI
authorIreplyIeb2 33.3 19

131 ”rofilingItheIdeadhIgeneratingImicrosatelliteIdataIfromIfossilIbonesIofIextinctI
megafaunaVVprotocolsUIproblemsUIandIprospectsWIPLoSdONEUI2011UIdUIeZddeY 3.7 38

130 SequencesIofImicrovariantXâ��offVladderâ��IS —IallelesWIForensicdSciencedInternational:dGeneticsd
SupplementdSeriesUI2011UIaUIe2YbVe2Yc 0.5 4

129 riscoveryIofIlostIdiversityIofIpaternalIhorseIlineagesIusingIancientIr’oWINaturedCommunicationsUI
2011UI2UIbcY 17.4 62

128
—eplyItoIàigilantIandIzangergraberhI”atrilocalityIinI’eandertalsIisIstillItheImostIplausibleI
explanationWIProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaUI2011UI
ZYfUIsffVsff

11.5 78

127 SpeciesVspecificIresponsesIofIzateI–uaternaryImegafaunaItoIclimateIandIhumansWINatureUI2011UI
begUIacgVdb 50.4 483

126  heIlateI”leistoceneIenvironmentIofItheIsasternIáestIperingiaIbasedIonItheIprincipalIsectionIatI
theI‘ainI—iverUIqhukotkaWIQuaternarydSciencedReviewsUI2011UIaYUI2YgZV2ZYd 3.9 23

125 áoollyIrhinoIdiscoveryIinItheIlowerIyolymaI—iverWIQuaternarydSciencedReviewsUI2011UIaYUI22d2V22e2 3.9 32

124 vighVthroughputIsequencingIofIcoreIS —IlociIforIforensicIgeneticIinvestigationsIusingItheI—ocheI
uenomeISequencerItzñIplatformWIBioTechniquesUI2011UIcZUIZ2eVaa 2.5 85

123 “utIofItheI”acificIandIbackIagainhIinsightsIintoItheImatrilinealIhistoryIofI”acificIkillerIwhaleI
ecotypesWIPLoSdONEUI2011UIdUIe2bgfY 3.7 28

122 ueneticIdifferentiationIamongI’orthIotlanticIkillerIwhaleIpopulationsWIMoleculardEcologyUI2011UI2YUId2gVbZ5.7 73

121 cYUYYYIyearsIofIgeneticIuniformityIinItheIcriticallyIendangeredIwberianIlynxWIMoleculardEcologyUI2011
UI2YUIaefcVgc 5.7 29

120 ”aperIwwIâ��IrirtUIdatesIandIr’ohI“SzIandIradiocarbonIchronologiesIofIperenniallyIfrozenIsedimentsI
inISiberiaUIandItheirIimplicationsIforIsedimentaryIancientIr’oIstudiesWIBoreasUI2011UIbYUIbZeVbbc 2.4 31

119 poneImarrowIandIboneIasIaIsourceIforIpostmortemI—’oWIJournaldofdForensicdSciencesUI2011UIcdUIe2YVc 1.8 15

118  heIevolutionaryIhistoryIofIcockatoosIQoveshI”sittaciformeshIqacatuidaeRWIMoleculardPhylogeneticsd
anddEvolutionUI2011UIcgUIdZcV22 4.1 49

117 oIsimpleImethodIforItheIparallelIdeepIsequencingIofIfullIinfluenzaIoIgenomesWIJournaldofd
VirologicaldMethodsUI2011UIZefUI2baVf 2.6 33

116 oncientIhybridizationIandIanIwrishIoriginIforItheImodernIpolarIbearImatrilineWICurrentdBiologyUI2011UI
2ZUIZ2cZVf 6.3 203

(2011-2012)

13



115 ”reVqlovisImastodonIhuntingIZaUfYYIyearsIagoIatItheI‘anisIsiteUIáashingtonWIScienceUI2011UIaabUIacZVa 33.3 129

114 onIoboriginalIoustralianIgenomeIrevealsIseparateIhumanIdispersalsIintoIosiaWIScienceUI2011UIaabUIgbVf 33.3 528

113 qharacterisingItheIpotentialIofIsheepIwoolIforIancientIr’oIanalysesWIArchaeologicaldandd
AnthropologicaldSciencesUI2011UIaUI2YgV22Z 1.8 24

112 ‘itogenomicIphylogeneticIanalysesIofItheIrelphinidaeIwithIanIemphasisIonItheIulobicephalinaeWI
BMCdEvolutionarydBiologyUI2011UIZZUIdc 3 65

111 ”ositiveIselectionIonItheIkillerIwhaleImitogenomeWIBiologydLettersUI2011UIeUIZZdVf 3.6 87

110 ‘olecularIdietIanalysisIofItwoIafricanIfreeVtailedIbatsIQmolossidaeRIusingIhighIthroughputI
sequencingWIPLoSdONEUI2011UIdUIe2ZbbZ 3.7 154

109  rueIsingleVmoleculeIr’oIsequencingIofIaIpleistoceneIhorseIboneWIGenomedResearchUI2011UI2ZUIZeYcVZg9.7 99

108 mapramagehItestingIforIdamageIpatternsIinIancientIr’oIsequencesWIBioinformaticsUI2011UI2eUI2ZcaVc 7.2 209

107 opplicationIandIcomparisonIofIlargeVscaleIsolutionVbasedIr’oIcaptureVenrichmentImethodsIonI
ancientIr’oWIScientificdReportsUI2011UIZUIeb 4.9 87

106 oIZYUYYYVyearIrecordIofIorcticI“ceanIseaViceIvariabilityVVviewIfromItheIbeachWIScienceUI2011UIaaaUIebeVcY 33.3 134

105 ueneticIevidenceIforIpatrilocalImatingIbehaviorIamongI’eandertalIgroupsWIProceedingsdofdthed
NationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaUI2011UIZYfUI2cYVa 11.5 136

104 ‘olecularIidentificationIofItheIextinctImountainIgoatUI“reamnosIharringtoniIQpovidaeRWIBoreasUI
2010UIagUIZfV2a 2.4 4

103 oncientIr’oIrevealsItracesIofIwberianI’eolithicIandIpronzeIogeIlineagesIinImodernIwberianIhorsesWI
MoleculardEcologyUI2010UIZgUIdbVef 5.7 48

102 oncientIr’oIsequencesIpointItoIaIlargeIlossIofImitochondrialIgeneticIdiversityIinItheIsaigaI
antelopeIQSaigaItataricaRIsinceItheI”leistoceneWIMoleculardEcologyUI2010UIZgUIbfdaVec 5.7 45

101 SegregationIdistortionIinIchickenIandItheIevolutionaryIconsequencesIofIfemaleImeioticIdriveIinI
birdsWIHeredityUI2010UIZYcUI2gYVf 3.6 25

100 oncientIhumanIgenomeIsequenceIofIanIextinctI”alaeoVsskimoWINatureUI2010UIbdaUIeceVd2 50.4 567

99 tossilIavianIeggshellIpreservesIancientIr’oWIProceedingsdofdthedRoyaldSocietydB:dBiologicaldSciencesUI
2010UI2eeUIZggZV2YYY 4.4 86

98
oncientIr’oIanalysesIexcludeIhumansIasItheIdrivingIforceIbehindIlateI”leistoceneImuskIoxIQ“vibosI
moschatusRIpopulationIdynamicsWIProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUnitedd
StatesdofdAmericaUI2010UIZYeUIcdecVfY

11.5 175
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97 yingI utankhamunPsIfamilyIandIdemiseWIJAMAdsdJournaldofdthedAmericandMedicaldAssociationUI2010UI
aYaUI2beZiIauthorIreplyI2beaVc 27.4 8

96 ‘ultidisciplinaryImedicalIidentificationIofIaItrenchIkingPsIheadIQvenriIwàRWIBMJrdTheUI2010UIabZUIcdfYc 5.9 18

95 qlarificationIofItheItaxonomicIrelationshipIofItheIextantIandIextinctIovibovidsUI“vibosUI”raeovibosUI
suceratheriumIandIpootheriumWIQuaternarydSciencedReviewsUI2010UI2gUI2Z2aV2ZaY 3.9 15

94 UsingInextVgenerationIsequencingIforImolecularIreconstructionIofIpastIorcticIvegetationIandI
climateWIMoleculardEcologydResourcesUI2010UIZYUIZYYgVZf 8.4 141

93 qompleteImitochondrialIgenomeIphylogeographicIanalysisIofIkillerIwhalesIQ“rcinusIorcaRIindicatesI
multipleIspeciesWIGenomedResearchUI2010UI2YUIgYfVZd 9.7 274

92 oImultidisciplinaryIstudyIofIarchaeologicalIgrapeIseedsWIDiedNaturwissenschaftenUI2010UIgeUI2YcVZe 2 65

91 qharacterisationIofIinsectIandIplantIoriginsIusingIr’oIextractedIfromIsmallIvolumesIofIbeeIhoneyWI
ArthropodsPlantdInteractionsUI2010UIbUIZYeVZZd 2.2 25

90 zargeVscaleItranscriptomeIdataIrevealsItranscriptionalIactivityIofIfissionIyeastIz —I
retrotransposonsWIBMCdGenomicsUI2010UIZZUIZde 4.5 18

89 ’onVdestructiveIsamplingIofIancientIinsectIr’oWIPLoSdONEUI2009UIbUIecYbf 3.7 75

88 —esponseItoIqommentIbyI”oinarIetIalWIonIKr’oIfromI”reVqlovisIvumanIqoprolitesIinI“regonUI’orthI
omericaKWIScienceUI2009UIa2cUIZbfVZbf 33.3 18

87 —esponseItoIqommentIbyIuoldbergIetIalWIonIKr’oIfromI”reVqlovisIvumanIqoprolitesIinI“regonUI
’orthIomericaKWIScienceUI2009UIa2cUIZbfVZbf 33.3 32

86 oncientIr’oIrevealsIlateIsurvivalIofImammothIandIhorseIinIinteriorIolaskaWIProceedingsdofdthed
NationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaUI2009UIZYdUI22ac2Ve 11.5 170

85  heIevolutionaryIhistoryIofItheIextinctIratiteImoaIandI’ewIZealandI’eogeneIpaleogeographyWI
ProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaUI2009UIZYdUI2YdbdVcZ 11.5 131

84 onalysisIofIcompleteImitochondrialIgenomesIfromIextinctIandIextantIrhinocerosesIrevealsIlackIofI
phylogeneticIresolutionWIBMCdEvolutionarydBiologyUI2009UIgUIgc 3 77

83 oncientIr’oIrevealsIlackIofIcontinuityIbetweenIneolithicIhunterVgatherersIandIcontemporaryI
ScandinaviansWICurrentdBiologyUI2009UIZgUIZecfVd2 6.3 177

82 scologicalUImorphologicalIandIgeneticIdivergenceIofIsympatricI’orthIotlanticIkillerIwhaleI
populationsWIMoleculardEcologyUI2009UIZfUIc2YeVZe 5.7 140

81  heIzateI”leistoceneIdistributionIofIvicuˆ–asIQàicugnaIvicugnaRIandItheIâ��extinctionâ��IofItheIgracileI
llamaIQâ��zamaIgracilisâ��RhI’ewImolecularIdataWIQuaternarydSciencedReviewsUI2009UI2fUIZadgVZaea 3.9 26

80 —ecoveryIofIr’oIfromIarchaeologicalIinsectIremainshIfirstIresultsUIproblemsIandIpotentialWIJournald
ofdArchaeologicaldScienceUI2009UIadUIZZegVZZfa 2.9 21

(2009-2010)
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79 onIimprovedI”q—ImethodIforIendogenousIr’oIretrievalIinIcontaminatedI’eandertalIsamplesI
basedIonItheIuseIofIblockingIprimersWIJournaldofdArchaeologicaldScienceUI2009UIadUI2dedV2deg 2.9 13

78 wdentificationIofImicrosatellitesIfromIanIextinctImoaIspeciesIusingIhighVthroughputIQbcbRIsequenceI
dataWIBioTechniquesUI2009UIbdUIZgcV2YY 2.5 91

77 —adiationIofIextantIcetaceansIdrivenIbyIrestructuringIofItheIoceansWISystematicdBiologyUI2009UIcfUIceaVfc8.4 263

76 opplicationIofIfullImitochondrialIgenomeIsequencingIusingIbcbIuSItzñIpyrosequencingWIForensicd
SciencedInternational:dGeneticsdSupplementdSeriesUI2009UI2UIcZfVcZg 0.5 8

75 —etrotransposonsIandInonVproteinIcodingI—’osWIBriefingsdindFunctionaldGenomicsdldProteomicsUI
2009UIfUIbgaVcYZ 16

74 â�� heItarmIpeneathItheISandâ��Iâ��IanIarchaeologicalIcaseIstudyIonIancientIâ��dirtâ��Ir’oWIAntiquityUI2009UI
faUIbaYVbbb 1 50

73 wsolationIofIr’oIfromIoncientISamplesI2009UI 1

72 àeryI“ldIr’oWISoildBiologyUI2009UIbeVce 1 1

71
’ewIdataIfromIanIenigmaticIphylumhIevidenceIfromImolecularIsequenceIdataIsupportsIaI
sisterVgroupIrelationshipIbetweenIzoriciferaIandI’ematomorphaWIJournaldofdZoologicaldSystematicsd
anddEvolutionarydResearchUI2008UIbdUI2aZV2ag

1.9 59

70 parkingIupItheIwrongItreehImodernInorthernIsuropeanIdogsIfailItoIexplainItheirIoriginWIBMCd
EvolutionarydBiologyUI2008UIfUIeZ 3 18

69 “pticalIdatingIofIperenniallyIfrozenIdepositsIassociatedIwithIpreservedIancientIplantIandIanimalI
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