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n Paper IF Citations

95 –utterflyPgenomePrevealsPpromiscuousPexchangePofPmimicryPadaptationsPamongPspeciesgPNatureeP
2012ePmqpePrmfq 50.4 859

94 zPchromosomePconformationPcapturePorderedPsequencePofPthePbarleyPgenomegPNatureeP2017ePnmmePmkpfmll50.4 822

93 znalysisPofPthePbreadPwheatPgenomePusingPwholefgenomePshotgunPsequencinggPNatureeP2012ePmrjePpinfji50.4 821

92 EnsemblP–ioMartssPaPhubPforPdataPretrievalPacrossPtaxonomicPspacegPDatabase:fthefJournalfoff
BiologicalfDatabasesfandfCurationeP2011ePkijjePbarili 5 751

91 ThePInternationalPProteinPIndexsPanPintegratedPdatabasePforPproteomicsPexperimentsgPProteomicseP
2004ePmePjrqnfq 4.8 650

90 ThePHUPOPPSIXsPmolecularPinteractionPformatffaPcommunityPstandardPforPthePrepresentationPofP
proteinPinteractionPdatagPNaturefBiotechnologyeP2004ePkkePjppfql 44.5 504

89 MultiplePreferencePgenomesPandPtranscriptomesPforPzrabidopsisPthalianagPNatureeP2011ePmppePmjrfkl 50.4 495

88 zssemblathonPksPevaluatingPdePnovoPmethodsPofPgenomePassemblyPinPthreePvertebratePspeciesgP
GigaScienceeP2013ePkePji 7.6 461

87 EnsemblPGenomesPkijosPmorePgenomesePmorePcomplexitygPNucleicfAcidsfResearcheP2016ePmmePDnpmfqi 20.1 408

86 zssemblathonPjsPaPcompetitivePassessmentPofPdePnovoPshortPreadPassemblyPmethodsgPGenomef
ResearcheP2011ePkjePkkkmfmj 9.7 364

85 EnsemblPGenomesPkijqsPanPintegratedPomicsPinfrastructurePforPnonfvertebratePspeciesgPNucleicf
AcidsfResearcheP2018ePmoePDqikfDqiq 20.1 330

84 Worm–asePParaSitePfPaPcomprehensivePresourcePforPhelminthPgenomicsgPMolecularfandfBiochemicalf
ParasitologyeP2017ePkjnePkfji 1.9 264

83
znPimprovedPassemblyPandPannotationPofPthePallohexaploidPwheatPgenomePidentifiesPcompleteP
familiesPofPagronomicPgenesPandPprovidesPgenomicPevidencePforPchromosomalPtranslocationsgP
GenomefResearcheP2017ePkpePqqnfqro

9.7 262

82 IntegrativePannotationPofPkjeilpPhumanPgenesPvalidatedPbyPfullflengthPcDNzPclonesgPPLoSfBiologyeP
2004ePkePejok 9.7 255

81 ThePGenePOntologyPznnotationPaGOzbPprojectsPimplementationPofPGOPinPSWISSfPROTePTrEM–LePandP
InterProgPGenomefResearcheP2003ePjlePookfpk 9.7 251

80 Pom–asesPaPcomprehensivePonlinePresourcePforPfissionPyeastgPNucleicfAcidsfResearcheP2012ePmiePDornfr 20.1 221

79 Worm–asePkijosPexpandingPtoPenablePhelminthPgenomicPresearchgPNucleicfAcidsfResearcheP2016ePmmePDppmfqi20.1 217
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78 EnsemblPGenomesPkikifenablingPnonfvertebratePgenomicPresearchgPNucleicfAcidsfResearcheP2020eP
mqePDoqrfDorn 20.1 214

77 EnsemblPGenomesPkijlsPscalingPupPaccessPtoPgenomefwidePdatagPNucleicfAcidsfResearcheP2014ePmkePDnmofnk20.1 179

76 ThePGenePOntologysPenhancementsPforPkijjgPNucleicfAcidsfResearcheP2012ePmiePDnnrfom 20.1 166

75 Worm–asePkijksPmorePgenomesePmorePdataePnewPwebsitegPNucleicfAcidsfResearcheP2012ePmiePDplnfmj 20.1 159

74 GramenePdatabasePinPkijisPupdatesPandPextensionsgPNucleicfAcidsfResearcheP2011ePlrePDjiqnfrm 20.1 145

73 GramenePkijlsPcomparativePplantPgenomicsPresourcesgPNucleicfAcidsfResearcheP2014ePmkePDjjrlfr 20.1 143

72 EnsemblPGenomessPanPintegrativePresourcePforPgenomefscalePdataPfromPnonfvertebratePspeciesgP
NucleicfAcidsfResearcheP2012ePmiePDrjfp 20.1 141

71 Worm–asePkijpsPmoltingPintoPaPnewPstagegPNucleicfAcidsfResearcheP2018ePmoePDqorfDqpm 20.1 138

70 EnsemblPPlantssPIntegratingPToolsPforPVisualizingePMiningePandPznalyzingPPlantPGenomicsPDatagP
MethodsfinfMolecularfBiologyeP2016ePjlpmePjjnfmi 1.4 129

69 EnsemblPGenomessPextendingPEnsemblPacrossPthePtaxonomicPspacegPNucleicfAcidsfResearcheP2010eP
lqePDnolfr 20.1 127

68 Worm–asePkijmsPnewPviewsPofPcuratedPbiologygPNucleicfAcidsfResearcheP2014ePmkePDpqrfrl 20.1 126

67 UTRdbPandPUTRsitesPaPcollectionPofPsequencesPandPregulatoryPmotifsPofPthePuntranslatedPregionsPofP
eukaryoticPmRNzsgPNucleicfAcidsfResearcheP2005ePllePDjmjfo 20.1 122

66 RNzcentralsPaPcomprehensivePdatabasePofPnonfcodingPRNzPsequencesgPNucleicfAcidsfResearcheP2017eP
mnePDjkqfDjlm 20.1 119

65 IntegrqPandPGenomePReviewssPintegratedPviewsPofPcompletePgenomesPandPproteomesgPNucleicfAcidsf
ResearcheP2005ePllePDkrpflik 20.1 116

64 zutomatedPannotationPofPmicrobialPproteomesPinPSWISSfPROTgPComputationalfBiologyfandf
ChemistryeP2003ePkpePmrfnq 3.6 112

63 GramenePkijqsPunifyingPcomparativePgenomicsPandPpathwayPresourcesPforPplantPresearchgPNucleicf
AcidsfResearcheP2018ePmoePDjjqjfDjjqr 20.1 107

62 GramenePkijosPcomparativePplantPgenomicsPandPpathwayPresourcesgPNucleicfAcidsfResearcheP2016eP
mmePDjjllfmi 20.1 102

61 TowardsPrecommendationsPforPmetadataPandPdataPhandlingPinPplantPphenotypinggPJournalfoff
ExperimentalfBotanyeP2015ePooePnmjpfkp 7 94
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60 ConstructionPofPaPmapfbasedPreferencePgenomePsequencePforPbarleyePHordeumPvulgarePLgPScientificf
DataeP2017ePmePjpiimm 8.2 93

59 RNzcentralsPanPinternationalPdatabasePofPncRNzPsequencesgPNucleicfAcidsfResearcheP2015ePmlePDjklfr 20.1 89

58 MeasuresPforPinteroperabilityPofPphenotypicPdatasPminimumPinformationPrequirementsPandP
formattinggPPlantfMethodseP2016ePjkePmm 5.8 83

57 Pom–asePkijnsPupdatesPtoPthePfissionPyeastPdatabasegPNucleicfAcidsfResearcheP2015ePmlePDonofoj 20.1 74

56 IntegrativePanalysisPofPlargePscalePtranscriptomePdataPdrawsPaPcomprehensivePlandscapePofP
PhaeodactylumPtricornutumPgenomePandPevolutionaryPoriginPofPdiatomsgPScientificfReportseP2018ePqePmqlm4.9 64

55 ProteomePznalysisPDatabasesPonlinePapplicationPofPInterProPandPCluSTrPforPthePfunctionalP
classificationPofPproteinsPinPwholePgenomesgPNucleicfAcidsfResearcheP2001ePkrePmmfq 20.1 63

54 EnsemblPPlantssPIntegratingPToolsPforPVisualizingePMiningePandPznalyzingPPlantPGenomicPDatagP
MethodsfinfMolecularfBiologyeP2017ePjnllePjflj 1.4 61

53 PlantPgeneticPresourcesPforPfoodPandPagriculturesPopportunitiesPandPchallengesPemergingPfromPtheP
sciencePandPinformationPtechnologyPrevolutiongPNewfPhytologisteP2018ePkjpePjmipfjmjr 9.8 59

52 FactorsPzffectingPTargetedPSequencingPofPlnlPNuclearPGenesPFromPHerbariumPSpecimensPSpanningP
thePDiversityPofPzngiospermsgPFrontiersfinfPlantfScienceeP2019ePjiePjjik 6.2 55

51 ThePProteomePznalysisPdatabasesPaPtoolPforPthePinPsilicoPanalysisPofPwholePproteomesgPNucleicfAcidsf
ResearcheP2003ePljePmjmfp 20.1 55

50 PlantPgenomePsequencessPpastePpresentePfuturegPCurrentfOpinionfinfPlantfBiologyeP2019ePmqePjfq 9.9 55

49 RNzcentralsPzPvisionPforPanPinternationalPdatabasePofPRNzPsequencesgPRnaeP2011ePjpePjrmjfo 5.8 54

48 zpplicationsPofPInterProPinPproteinPannotationPandPgenomePanalysisgPBriefingsfinfBioinformaticseP
2002ePlePkqnfrn 13.4 48

47 InPsilicoPcharacterizationPofPproteinssPUniProtePInterProPandPIntegrqgPMolecularfBiotechnologyeP2008eP
lqePjonfpp 3 47

46 TriticeaePresourcesPinPEnsemblPPlantsgPPlantfandfCellfPhysiologyeP2015ePnoePel 4.9 44

45 DePnovoPtranscriptomePassemblyPandPanalysesPofPgenePexpressionPduringPphotomorphogenesisPinP
diploidPwheatPTriticumPmonococcumgPPLoSfONEeP2014ePrePeroqnn 3.7 44

44 VzRSPLICsPalternativelyfsplicedPproteinPsequencesPderivedPfromPSWISSfPROTPandPTrEM–LgP
BioinformaticseP2000ePjoePjimqfr 7.2 44

43 EnablingPreusabilityPofPplantPphenomicPdatasetsPwithPMIzPPEPjgjgPNewfPhytologisteP2020ePkkpePkoifkpl 9.8 42
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42 StudyingPCulicoidesPvectorsPofP–TVPinPthePpostfgenomicPerasPresourcesePbottlenecksPtoPprogressPandP
futurePdirectionsgPVirusfResearcheP2014ePjqkePmlfr 6.4 41

41 PositivePandPnegativeProlesPforPcdcjiPinPcellPcyclePgenePexpressiongPNucleicfAcidsfResearcheP1995ePklePmpojfq20.1 36

40 GramenePDatabasesPNavigatingPPlantPComparativePGenomicsPResourcesgPCurrentfPlantfBiologyeP2016
ePpfqePjifjn 3.3 35

39 PhytoPathsPanPintegrativePresourcePforPplantPpathogenPgenomicsgPNucleicfAcidsfResearcheP2016ePmmePDoqqfrl20.1 31

38 GramenePkikjsPharnessingPthePpowerPofPcomparativePgenomicsPandPpathwaysPforPplantPresearchgP
NucleicfAcidsfResearcheP2021ePmrePDjmnkfDjmol 20.1 29

37 LinkingPpublicationePgenePandPproteinPdatagPNaturefCellfBiologyeP2006ePqePjjqlfr 23.4 28

36 GenomePReviewssPstandardizingPcontentPandPrepresentationPofPinformationPaboutPcompleteP
genomesgPOMICSfAfJournalfoffIntegrativefBiologyeP2006ePjiePjjmfq 3.8 25

35 znPinternationalPbioinformaticsPinfrastructurePtoPunderpinPthePzrabidopsisPcommunitygPPlantfCelleP
2010ePkkePknlifo 11.6 22

34 ThePHUPOPProteomicsPStandardsPInitiativePMeetingsPTowardsPCommonPStandardsPforPExchangingP
ProteomicsPDatagPComparativefandfFunctionalfGenomicseP2003ePmePjofr 22

33 UsingPWorm–asePParaSitesPznPIntegratedPPlatformPforPExploringPHelminthPGenomicPDatagPMethodsf
infMolecularfBiologyeP2018ePjpnpePmpjfmrj 1.4 22

32 MobilizingPCropP–iodiversitygPMolecularfPlanteP2020ePjlePjlmjfjlmm 14.4 21

31 ThePIntegrqPprojectffaPresourcePforPgenomicPandPproteomicPdatagPInfSilicofBiologyeP2005ePnePjprfqn 2 21

30 GenomicPinformationPinfrastructurePafterPthePdelugegPGenomefBiologyeP2010ePjjePmik 18.3 16

29 ThePEarthP–ioGenomePProjectPkikisPStartingPthePclockggPProceedingsfoffthefNationalfAcademyfoff
SciencesfoffthefUnitedfStatesfoffAmericaeP2022ePjjreP 11.5 15

28 ProgressPinPEstablishingPCommonPStandardsPforPExchangingPProteomicsPDatasPThePSecondPMeetingP
ofPthePHUPOPProteomicsPStandardsPInitiativegPComparativefandfFunctionalfGenomicseP2003ePmePkilfo 14

27 ConservationPPolicysPHelpingPorPhinderingPsciencePtoPunlockPpropertiesPofPplantsPandPfungigPPlantsf
PeoplefPlaneteP2020ePkePnlnfnmn 4.1 13

26 ThePEM–LPNucleotidePSequencePandPGenomePReviewsPDatabasesgPMethodsfinfMolecularfBiologyeP
2007ePmioePjfkj 1.4 12

25 ThePgenomePofPthePbitingPmidgePCulicoidesPsonorensisPandPgenePexpressionPanalysesPofPvectorP
competencePforPbluetonguePvirusgPBMCfGenomicseP2018ePjrePokm 4.5 12
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24 Worm–asesPznnotatingPmanyPnematodePgenomesgPWormeP2012ePjePjnfkj 11

23 ELIXIRfEXCELERzTEsPestablishingPEuropeXsPdataPinfrastructurePforPthePlifePsciencePresearchPofPtheP
futuregPEMBOfJournaleP2021ePmiePejipmir 13 11

22 SelectingPforPusefulPpropertiesPofPplantsPandPfungiPâ��PNovelPapproachesePopportunitiesePandP
challengesgPPlantsfPeoplefPlaneteP2020ePkePmirfmki 4.1 9

21 GreenPplantPgenomessPWhatPwePknowPinPanPeraPofPrapidlyPexpandingPopportunitiesggPProceedingsfoff
thefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaeP2022ePjjreP 11.5 9

20 RibosomicPDNzPintergenicPspacerPjPregionPisPusefulPwhenPidentifyingPCandidaPparapsilosisPsppgP
complexPbasedPonPhighfresolutionPmeltingPanalysisgPMedicalfMycologyeP2014ePnkePmpkfqj 3.9 8

19 ComputationalPPanfGenomicssPStatusePPromisesPandPChallenges 6

18 CollaborativePznnotationPRedefinesPGenePSetsPforPCrucialPPhytopathogensgPFrontiersfinf
MicrobiologyeP2019ePjiePkmpp 5.7 6

17 zPComprehensivePPhylogenomicPPlatformPforPExploringPthePzngiospermPTreePofPLife 6

16 transPLzNTPResourcesPforPTriticeaePGenomicPDatagPPlantfGenomeeP2016ePrePplantgenomekijngiogiilq 4.4 5

15 ThePsalmonPlousePgenomesPCopepodPfeaturesPandPparasiticPadaptationsgPGenomicseP2021ePjjlePlooofloqi4.3 5

14 StandardsPrecommendationsPforPthePEarthP–ioGenomePProjectggPProceedingsfoffthefNationalf
AcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaeP2022ePjjreP 11.5 4

13 IntegrqsPenhancedPinterfoperabilityPofPEuropeanPmolecularPbiologyPdatabasesgPMethodsfoff
InformationfinfMedicineeP2003ePmkePjnmfoi 1.5 4

12 –iologicalPDatabasessPInfrastructureePContentPandPIntegrationP2005ePjjfkq 3

11 UsesPandPbenefitsPofPdigitalPsequencePinformationPfromPplantPgeneticPresourcessPLessonsPlearntP
fromPbotanicalPcollectionsgPPlantsfPeoplefPlanete 4.1 3

10 CellPcycleePDNzPdamagePandPheatPshockPregulategPMolecularfGeneticsfandfGenomicseP1996ePknkePkqm 2

9 RecommendationsPforPthePformattingPofPVariantPCallPFormatPaVCFbPfilesPtoPmakePplantPgenotypingP
dataPFzIRgPF1yyyResearchejjePklj 3.6 2

8 DatabasesPandPToolsPforPthePznalysisPofPtheP–arleyPGenomegPCompendiumfoffPlantfGenomeseP2018ePlppflrm0.8 1

7 –uildingPaPbiologicalPspacePbasedPonPproteinPsequencePsimilaritiesPandPbiologicalPontologiesgP
CombinatorialfChemistryfandfHighfThroughputfScreeningeP2008ePjjePonlfoi 1.3 1
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6 DatabasesPandPResourcesPforPinPsilicoPProteomePznalysisgPMethodsfoffBiochemicalfAnalysiseP2005ePlrnfmjm 1

5 COPOsPaPmetadataPplatformPforPbrokeringPFzIRPdataPinPthePlifePsciences 1

4 DataPmanagementPchallengesPforPartificialPintelligencePinPplantPandPagriculturalPresearchgP
F1yyyResearchejiePlkm 3.6 1

3 zdvancingPvectorPbiologyPresearchsPaPcommunityPsurveyPforPfuturePdirectionsePresearchPapplicationsP
andPinfrastructurePrequirementsgPPathogensfandfGlobalfHealtheP2016ePjjiePjomfpk 3.1 0

2 ComputationalPMethodsPandP–ioinformaticPToolsporfrim

1 RecommendationsPforPthePformattingPofPVariantPCallPFormatPaVCFbPfilesPtoPmakePplantPgenotypingP
dataPFzIRgPF1yyyResearchejjePklj 3.6
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