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National Academy of Sciences of the United States of America, 2021, 118, .

Rotavirus susceptibility of antibiotic-treated mice ascribed to diminished expression of interleukin-22. 05 9
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CD300LF Polymorphisms of Inbred Mouse Strains Confer Resistance to Murine Norovirus Infection in
a Cell Type-Dependent Manner. Journal of Virology, 2020, 94, .

Select autophagy genes maintain quiescence of tissue-resident macrophages and increase

susceptibility to Listeria monocytogenes. Nature Microbiology, 2020, 5, 272-281. 13.3 36

CD300If is the primary physiologic receptor of murine norovirus but not human norovirus. PLoS
Pathogens, 2020, 16, e1008242.

The Complex Interactions Between Rotavirus and the Gut Microbiota. Frontiers in Cellular and 3.9 36
Infection Microbiology, 2020, 10, 586751. ’

T cell response Rinetics determines neuroinfection outcomes during murine HSV infection. JCl Insight,
2020, 5, .

A Human STAT1 Gain-of-Function Mutation Impairs CD8 <sup>+<[sup> T Cell Responses against

Gammaherpesvirus 68. Journal of Virology, 2019, 93, . 3.4 8
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