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Microbiology, 2019, 10, 2043. :

Elucidating the Host Interactome of EV-A71 2C Reveals Viral Dependency Factors. Frontiers in
Microbiology, 2019, 10, 636.

Intraviral interactome of Chikungunya virus reveals the homo-oligomerization and palmitoylation of

structural protein TF. Biochemical and Biophysical Research Communications, 2019, 513, 919-924. 21 4

Recent Progress in Vaccine Development Against Chikungunya Virus. Frontiers in Microbiology, 2019,
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