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n Paper IF Citations

165 TheMInternationalMHapMapMProjectaMNatureYM2003YMgeiYMjklZli 50.4 5039

164 tMhaplotypeMmapMofMtheMhumanMgenomeaMNatureYM2005YMgfjYMdellZfec 50.4 4818

163 tMsecondMgenerationMhumanMhaplotypeMmapMofMoverMfadMmillionMSNPsaMNatureYM2007YMgglYMkhdZid 50.4 3647

162 zeneticMstudiesMofMbodyMmassMindexMyieldMnewMinsightsMforMobesityMbiologyaMNatureYM2015YMhdkYMdljZeci 50.4 2687

161 zenomeZwideMdetectionMandMcharacterizationMofMpositiveMselectionMinMhumanMpopulationsaMNatureYM
2007YMgglYMldfZk 50.4 1367

160 phftIPdYMaMpotentialMmediatorMofMphfZdependentMapoptosisYMandMitsMregulationMbyM
SerZgiZphosphorylatedMphfaMCellYM2000YMdceYMkglZie 56.2 1005

159 yunctionalMSNPsMinMtheMlymphotoxinZalphaMgeneMthatMareMassociatedMwithMsusceptibilityMtoM
myocardialMinfarctionaMNaturekGeneticsYM2002YMfeYMihcZg 36.3 755

158 vompleteMsequencingMandMcharacterizationMofMedYegfMfullZlengthMhumanMcwNtsaMNaturekGeneticsYM
2004YMfiYMgcZh 36.3 695

157 zWtSMofMdeiYhhlMindividualsMidentifiesMgeneticMvariantsMassociatedMwithMeducationalMattainmentaM
ScienceYM2013YMfgcYMdgijZjd 33.3 563

156 zenomeZwideMassociationManalysesMidentifyMdkMnewMlociMassociatedMwithMserumMurateMconcentrationsaM
NaturekGeneticsYM2013YMghYMdghZhg 36.3 505

155 IdentificationMofMaMnovelMnonZcodingMRNtYMMItTYMthatMconfersMriskMofMmyocardialMinfarctionaMJournalk
ofkHumankGeneticsYM2006YMhdYMdckjZdcll 4.3 491

154 MetaZanalysisMidentifiesMsixMnewMsusceptibilityMlociMforMatrialMfibrillationaMNaturekGeneticsYM2012YMggYMijcZh 36.3 429

153 tMhighZthroughputMSNPMtypingMsystemMforMgenomeZwideMassociationMstudiesaMJournalkofkHumank
GeneticsYM2001YMgiYMgjdZj 4.3 405

152 HyperglycemiaMcausesMoxidativeMstressMinMpancreaticMbetaZcellsMofMzKMratsYMaMmodelMofMtypeMeM
diabetesaMDiabetesYM1999YMgkYMlejZfe 0.9 376

151 tMfunctionalMpolymorphismMinMtheMhTMUTRMofMzwyhMisMassociatedMwithMsusceptibilityMtoMosteoarthritisaM
NaturekGeneticsYM2007YMflYMhelZff 36.3 370

150 MetaZanalysisMidentifiesMcommonMvariantsMassociatedMwithMbodyMmassMindexMinMeastMtsiansaMNaturek
GeneticsYM2012YMggYMfcjZdd 36.3 301

149 phfwINPdYMaMphfZinducibleMgeneYMregulatesMphfZdependentMapoptosisaMMolecularkCellYM2001YMkYMkhZlg 17.6 283
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148 MultiZethnicMgenomeZwideMassociationMstudyMforMatrialMfibrillationaMNaturekGeneticsYM2018YMhcYMdeehZdeff 36.3 277

147
zeneZbasedMSNPMdiscoveryMasMpartMofMtheMJapaneseMMillenniumMzenomeMProjectmMidentificationMofM
dlcYhieMgeneticMvariationsMinMtheMhumanMgenomeaMSingleZnucleotideMpolymorphismaMJournalkofk
HumankGeneticsYM2002YMgjYMichZdc

4.3 253

146 LinkageMofMfamilialMmoyamoyaMdiseaseMUspontaneousMocclusionMofMtheMcircleMofMWillisVMtoM
chromosomeMdjqehaMStrokeYM2000YMfdYMlfcZh 6.7 230

145 LargeZscaleMgenomeZwideMassociationMstudiesMinMxastMtsiansMidentifyMnewMgeneticMlociMinfluencingM
metabolicMtraitsaMNaturekGeneticsYM2011YMgfYMllcZh 36.3 229

144 tMgenomeZwideMassociationMstudyMidentifiesMthreeMnewMriskMlociMforMKawasakiMdiseaseaMNaturek
GeneticsYM2012YMggYMhdjZed 36.3 217

143 JSNPmMaMdatabaseMofMcommonMgeneMvariationsMinMtheMJapaneseMpopulationaMNucleickAcidskResearchYM
2002YMfcYMdhkZie 20.1 211

142 yunctionalMvariationMinMLztLSeMconfersMriskMofMmyocardialMinfarctionMandMregulatesM
lymphotoxinZalphaMsecretionMinMvitroaMNatureYM2004YMgelYMjeZh 50.4 206

141 MetaZanalysisMidentifiesMmultipleMlociMassociatedMwithMkidneyMfunctionZrelatedMtraitsMinMeastMtsianM
populationsaMNaturekGeneticsYM2012YMggYMlcgZl 36.3 201

140 vommonMvariantsMatMvwKtLdMandMKLylMareMassociatedMwithMbodyMmassMindexMinMeastMtsianM
populationsaMNaturekGeneticsYM2012YMggYMfceZi 36.3 192

139 IdentificationMbyMcwNtMmicroarrayMofMgenesMinvolvedMinMovarianMcarcinogenesisaMCancerkResearchYM
2000YMicYMhccjZdd 10.1 187

138 IdentificationMandMcharacterizationMofMtheMpotentialMpromoterMregionsMofMdcfdMkindsMofMhumanM
genesaMGenomekResearchYM2001YMddYMijjZkg 9.7 184

137 LargeZscaleManalysesMofMcommonMandMrareMvariantsMidentifyMdeMnewMlociMassociatedMwithMatrialM
fibrillationaMNaturekGeneticsYM2017YMglYMlgiZlhe 36.3 176

136 zenomeZwideMmetaZanalysisMidentifiesMsixMnovelMlociMassociatedMwithMhabitualMcoffeeMconsumptionaM
MolecularkPsychiatryYM2015YMecYMigjZihi 15.1 167

135
tlterationsMofMgeneMexpressionMduringMcolorectalMcarcinogenesisMrevealedMbyMcwNtMmicroarraysM
afterMlaserZcaptureMmicrodissectionMofMtumorMtissuesMandMnormalMepitheliaaMCancerkResearchYM2001YM
idYMfhggZl

10.1 160

134 IntegratingMgeneticYMtranscriptionalYMandMfunctionalManalysesMtoMidentifyMhMnovelMgenesMforMatrialM
fibrillationaMCirculationYM2014YMdfcYMdeehZfh 16.7 143

133 MetaZanalysisMofMgenomeZwideMassociationMstudiesMinMxastMtsianZancestryMpopulationsMidentifiesMfourM
newMlociMforMbodyMmassMindexaMHumankMolecularkGeneticsYM2014YMefYMhgleZhcg 5.6 141

132 wiverseMtranscriptionalMinitiationMrevealedMbyMfineYMlargeZscaleMmappingMofMmRNtMstartMsitesaMEMBOk
ReportsYM2001YMeYMfkkZlf 6.5 141

131 TheMphfMfamilyMmemberMgenesMareMinvolvedMinMtheMNotchMsignalMpathwayaMJournalkofkBiologicalk
ChemistryYM2002YMejjYMjdlZeg 5.4 137
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130 IdentificationMofMtheMgeneMresponsibleMforMgelatinousMdropZlikeMcornealMdystrophyaMNaturekGeneticsYM
1999YMedYMgecZf 36.3 137

129 HomocysteineMandMcoronaryMheartMdiseasemMmetaZanalysisMofMMTHyRMcaseZcontrolMstudiesYMavoidingM
publicationMbiasaMPLoSkMedicineYM2012YMlYMedccddjj 11.6 135

128 NovelMcalmodulinMmutationsMassociatedMwithMcongenitalMarrhythmiaMsusceptibilityaMCirculation:k
CardiovascularkGeneticsYM2014YMjYMgiiZjg 133

127 OsteopeniaMandMmaleZspecificMsuddenMcardiacMdeathMinMmiceMlackingMaMzincMtransporterMgeneYMZnthaM
HumankMolecularkGeneticsYM2002YMddYMdjjhZkg 5.6 120

126 MutationsMinMtheMNMMHvZtMgeneMcauseMautosomalMdominantMmacrothrombocytopeniaMwithM
leukocyteMinclusionsMUMayZHegglinManomalybSebastianMsyndromeVaMBloodYM2001YMljYMddgjZl 2.2 118

125 vommonMvariantsMinMwVWtMonMchromosomeMfpegafMareMassociatedMwithMsusceptibilityMtoMkneeM
osteoarthritisaMNaturekGeneticsYM2008YMgcYMllgZk 36.3 116

124 vommonMvariantsMinMvtSPfMconferMsusceptibilityMtoMKawasakiMdiseaseaMHumankMolecularkGeneticsYM
2010YMdlYMeklkZlci 5.6 114

123 SmallMintestinalMstemMcellMidentityMisMmaintainedMwithMfunctionalMPanethMcellsMinMheterotopicallyM
graftedMepitheliumMontoMtheMcolonaMGeneskandkDevelopmentYM2014YMekYMdjheZj 12.6 113

122 PredictionMofMsensitivityMofMesophagealMtumorsMtoMadjuvantMchemotherapyMbyMcwNtMmicroarrayM
analysisMofMgeneZexpressionMprofilesaMCancerkResearchYM2001YMidYMigjgZl 10.1 109

121 NovelMgeneticMmarkersMassociateMwithMatrialMfibrillationMriskMinMxuropeansMandMJapaneseaMJournalkofk
thekAmericankCollegekofkCardiologyYM2014YMifYMdeccZdedc 15.1 102

120 MultipleMlociMareMassociatedMwithMwhiteMbloodMcellMphenotypesaMPLoSkGeneticsYM2011YMjYMedcceddf 6 92

119 TheMIdeMgeneMisMaMnovelMtargetMofMtranscriptionalMactivationMbyMxWSZxTSMfusionMproteinsMinMxwingM
familyMtumorsaMOncogeneYM2002YMedYMkfceZl 9.2 92

118 tMfunctionalMSNPMinMPSMtiMconfersMriskMofMmyocardialMinfarctionMinMtheMJapaneseMpopulationaMNaturek
GeneticsYM2006YMfkYMledZh 36.3 91

117
tssociationManalysesMofMxastMtsianMindividualsMandMtransZancestryManalysesMwithMxuropeanMindividualsM
revealMnewMlociMassociatedMwithMcholesterolMandMtriglycerideMlevelsaMHumankMolecularkGeneticsYM2017YM
eiYMdjjcZdjkg

5.6 90

116 IdentificationMofMsixMnewMgeneticMlociMassociatedMwithMatrialMfibrillationMinMtheMJapaneseMpopulationaM
NaturekGeneticsYM2017YMglYMlhfZlhk 36.3 89

115
zenotypeZPhenotypeMvorrelationMofMMutationMforMtheMvlinicalMandMxlectrocardiographicM
vharacteristicsMofMProbandsMWithMurugadaMSyndromemMtMJapaneseMMulticenterMRegistryaMCirculationYM
2017YMdfhYMeehhZeejc

16.7 88

114 zWtSMforMexecutiveMfunctionMandMprocessingMspeedMsuggestsMinvolvementMofMtheMvtwMeMgeneaM
MolecularkPsychiatryYM2016YMedYMdklZdlj 15.1 85

113 SNPsMinMuRtPMassociatedMwithMriskMofMmyocardialMinfarctionMinMtsianMpopulationsaMNaturekGeneticsYM
2009YMgdYMfelZff 36.3 83
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112 tMfunctionalMpolymorphismMinMTHuSeMthatMaffectsMalternativeMsplicingMandMMMPMbindingMisM
associatedMwithMlumbarZdiscMherniationaMAmericankJournalkofkHumankGeneticsYM2008YMkeYMddeeZl 11 82

111 NovelMmechanismMofMHxRzMcurrentMsuppressionMinMLQTemMshiftMinMvoltageMdependenceMofMHxRzM
inactivationaMCirculationkResearchYM1998YMkfYMgdhZee 15.7 82

110 IdentificationMofMdkjMsingleMnucleotideMpolymorphismsMUSNPsVMamongMgdMcandidateMgenesMforM
ischemicMheartMdiseaseMinMtheMJapaneseMpopulationaMHumankGeneticsYM2000YMdciYMekkZele 6.3 81

109
xxpressionMofMtheMgeneMforMaMmembraneZboundMfattyMacidMreceptorMinMtheMpancreasMandMisletMcellM
tumoursMinMhumansmMevidenceMforMzPRgcMexpressionMinMpancreaticMbetaMcellsMandMimplicationsMforM
insulinMsecretionaMDiabetologiaYM2006YMglYMlieZk

10.3 77

108 yourMnovelMKVLQTdMandMfourMnovelMHxRzMmutationsMinMfamilialMlongZQTMsyndromeaMCirculationYM1997YM
lhYMhihZj 16.7 76

107 zenomicMorganizationMandMmutationalManalysisMofMHxRzYMaMgeneMresponsibleMforMfamilialMlongMQTM
syndromeaMHumankGeneticsYM1998YMdceYMgfhZl 6.3 75

106 tssociationMbetweenMsingleZnucleotideMpolymorphismsMinMselectinMgenesMandMimmunoglobulinMtM
nephropathyaMAmericankJournalkofkHumankGeneticsYM2002YMjcYMjkdZi 11 73

105
tssociationMbetweenMaMsingleZnucleotideMpolymorphismMinMtheMpromoterMofMtheMhumanMinterleukinZfM
geneMandMrheumatoidMarthritisMinMJapaneseMpatientsYMandMmaximumZlikelihoodMestimationMofM
combinatorialMeffectMthatMtwoMgeneticMlociMhaveMonMsusceptibilityMtoMtheMdiseaseaMAmericankJournalkofk
HumankGeneticsYM2001YMikYMijgZkh

11 72

104 MetaZanalysisMofMgenomeZwideMassociationMstudiesMofMadultMheightMinMxastMtsiansMidentifiesMdjMnovelM
lociaMHumankMolecularkGeneticsYM2015YMegYMdjldZkcc 5.6 71

103 UpZregulationMofMtheMectodermalZneuralMcortexMdMUxNvdVMgeneYMaMdownstreamMtargetMofMtheM
betaZcateninbTZcellMfactorMcomplexYMinMcolorectalMcarcinomasaMCancerkResearchYM2001YMidYMjjeeZi 10.1 71

102 IsolationMofMaMnovelMhumanMgeneYMMtRKLdYMhomologousMtoMMtRKfMandMitsMinvolvementMinM
hepatocellularMcarcinogenesisaMNeoplasiaYM2001YMfYMgZl 6.4 69

101 ITPKvMandMvtSPfMpolymorphismsMandMrisksMforMIVIzMunresponsivenessMandMcoronaryMarteryMlesionM
formationMinMKawasakiMdiseaseaMPharmacogenomicskJournalYM2013YMdfYMheZl 3.5 68

100 zenomeZwideMassociationMstudyMforMvZreactiveMproteinMlevelsMidentifiedMpleiotropicMassociationsMinM
theMILiMlocusaMHumankMolecularkGeneticsYM2011YMecYMdeegZfd 5.6 68

99 IdentificationMofMnineMnovelMlociMassociatedMwithMwhiteMbloodMcellMsubtypesMinMaMJapaneseMpopulationaM
PLoSkGeneticsYM2011YMjYMedccecij 6 61

98 zrowthMandMgeneMexpressionMprofileManalysesMofMendometrialMcancerMcellsMexpressingMexogenousM
PTxNaMCancerkResearchYM2001YMidYMfjgdZl 10.1 61

97 UniqueMactivationMstatusMofMperipheralMbloodMmononuclearMcellsMatMacuteMphaseMofMKawasakiMdiseaseaM
ClinicalkandkExperimentalkImmunologyYM2010YMdicYMegiZhh 6.2 59

96 IdentificationMofMdkjMsingleMnucleotideMpolymorphismsMUSNPsVMamongMgdMcandidateMgenesMforM
ischemicMheartMdiseaseMinMtheMJapaneseMpopulationaMHumankGeneticsYM2000YMdciYMekkZle 6.3 59

95 wiscoveryMandMfineMmappingMofMserumMproteinMlociMthroughMtransethnicMmetaZanalysisaMAmericank
JournalkofkHumankGeneticsYM2012YMldYMjggZhf 11 58

(2012-2008)
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94
TwentyMsingleMnucleotideMpolymorphismsMUSNPsVMandMtheirMallelicMfrequenciesMinMfourMgenesMthatMareM
responsibleMforMfamilialMlongMQTMsyndromeMinMtheMJapaneseMpopulationaMJournalkofkHumankGeneticsYM
2000YMghYMdkeZf

4.3 56

93 IdentificationMofMtXUwdYMaMnovelMhumanMgeneMinducedMbyMtXINdMandMitsMreducedMexpressionMinM
humanMcarcinomasMofMtheMlungYMliverYMcolonMandMkidneyaMOncogeneYM2001YMecYMhcieZi 9.2 52

92
tssociationMofMsingleZnucleotideMpolymorphismsMinMtheMpolymericMimmunoglobulinMreceptorMgeneM
withMimmunoglobulinMtMnephropathyMUIgtNVMinMJapaneseMpatientsaMJournalkofkHumankGeneticsYM2003YM
gkYMelfZell

4.3 51

91 xmpiricalMestimationMofMgenomeZwideMsignificanceMthresholdsMbasedMonMtheMdcccMzenomesMProjectM
dataMsetaMJournalkofkHumankGeneticsYM2016YMidYMkidZkii 4.3 49

90 zenomeMwideManalysisMofMdrugZinducedMtorsadesMdeMpointesmMlackMofMcommonMvariantsMwithMlargeM
effectMsizesaMPLoSkONEYM2013YMkYMejkhdd 3.7 48

89 MolecularMgeneticsMofMcoronaryMarteryMdiseaseaMJournalkofkHumankGeneticsYM2016YMidYMjdZj 4.3 47

88 MultipleMnonglycemicMgenomicMlociMareMnewlyMassociatedMwithMbloodMlevelMofMglycatedMhemoglobinMinM
xastMtsiansaMDiabetesYM2014YMifYMehhdZie 0.9 46

87 TransZethnicMmetaZanalysisMofMwhiteMbloodMcellMphenotypesaMHumankMolecularkGeneticsYM2014YMefYMilggZic5.6 45

86 VariationMofMgeneZbasedMSNPsMandMlinkageMdisequilibriumMpatternsMinMtheMhumanMgenomeaMHumank
MolecularkGeneticsYM2004YMdfYMdiefZfe 5.6 44

85 zenomicMstructureMandMmultipleMsingleZnucleotideMpolymorphismsMUSNPsVMofMtheMthiopurineM
SZmethyltransferaseMUTPMTVMgeneaMJournalkofkHumankGeneticsYM2000YMghYMellZfce 4.3 44

84 tMfunctionalMvariantMinMZNyhdeuMisMassociatedMwithMsusceptibilityMtoMamyotrophicMlateralMsclerosisMinM
JapaneseaMHumankMolecularkGeneticsYM2011YMecYMfikgZle 5.6 42

83 HaplotypesMwithMcopyMnumberMandMsingleMnucleotideMpolymorphismsMinMvYPetiMlocusMareMassociatedM
withMsmokingMquantityMinMaMJapaneseMpopulationaMPLoSkONEYM2012YMjYMegghcj 3.7 42

82 OverviewMofMuiouankMJapanMfollowZupMdataMinMfeMdiseasesaMJournalkofkEpidemiologyYM2017YMejYMSeeZSek 3.4 41

81 zenomeZwideMassociationMstudyMtoMidentifyMSNPsMconferringMriskMofMmyocardialMinfarctionMandMtheirM
functionalManalysesaMCellularkandkMolecularkLifekSciencesYM2005YMieYMdkcgZdf 10.3 41

80 PredictionMmodelMforMkneeMosteoarthritisMbasedMonMgeneticMandMclinicalMinformationaMArthritisk
ResearchkandkTherapyYM2010YMdeYMRdkj 5.7 40

79 tMgenomeZwideMassociationMstudyMidentifiesMPLvLeMandMtPfwdZwOTdLZSyfteMasMnewMsusceptibilityM
lociMforMmyocardialMinfarctionMinMJapaneseaMEuropeankJournalkofkHumankGeneticsYM2015YMefYMfjgZkc 5.3 39

78 HomozygosityMmappingMofMaMgeneMresponsibleMforMgelatinousMdropZlikeMcornealMdystrophyMtoM
chromosomeMdpaMAmericankJournalkofkHumankGeneticsYM1998YMifYMdcjfZj 11 39

77 tMfunctionalMSNPMinMxwzeMincreasesMsusceptibilityMtoMkneeMosteoarthritisMinMJapaneseaMHumank
MolecularkGeneticsYM2008YMdjYMdjlcZj 5.6 37
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76 VoltageZshiftMofMtheMcurrentMactivationMinMHxRzMSgMmutationMURhfgvVMinMLQTeaMCardiovasculark
ResearchYM1999YMggYMekfZlf 9.9 36

75 SignificantMimpactMofMmiRNtZtargetMgeneMnetworksMonMgeneticsMofMhumanMcomplexMtraitsaMScientifick
ReportsYM2016YMiYMeeeef 4.9 36

74 MappingMofMaMgeneMforMMayZHegglinManomalyMtoMchromosomeMeeqaMHumankGeneticsYM1999YMdchYMfjlZfkf 6.3 35

73 zeneticMVariationMinMtheMSLvktdMvalciumMSignalingMPathwayMIsMtssociatedMWithMSusceptibilityMtoM
KawasakiMwiseaseMandMvoronaryMtrteryMtbnormalitiesaMCirculation:kCardiovascularkGeneticsYM2016YMlYMhhlZhik 33

72 uRtPMtctivatesMInflammatoryMvascadesMandMIncreasesMtheMRiskMforMvarotidMttherosclerosisaM
MolecularkMedicineYM2011YMdjYMdcihZjg 6.2 33

71 InductionMofMtenascinZvMbyMtumorZspecificMxWSZxTSMfusionMgenesaMGeneskChromosomeskandkCancerYM
2003YMfiYMeegZfe 5 33

70 zenomicMorganizationMandMmutationalManalysisMofMKVLQTdYMaMgeneMresponsibleMforMfamilialMlongMQTM
syndromeaMHumankGeneticsYM1998YMdcfYMelcZg 6.3 32

69 InhibitionMofMexperimentalMintimalMthickeningMinMmiceMlackingMaMnovelMzZproteinZcoupledMreceptoraM
CirculationYM2003YMdcjYMfdfZl 16.7 31

68 ImpactMofMatherosclerosisZrelatedMgeneMpolymorphismsMonMmortalityMandMrecurrentMeventsMafterM
myocardialMinfarctionaMAtherosclerosisYM2006YMdkhYMgccZh 3.1 30

67 SingleZnucleotideMpolymorphismsMinMtheMclassMIIMregionMofMtheMmajorMhistocompatibilityMcomplexMinM
JapaneseMpatientsMwithMimmunoglobulinMtMnephropathyaMJournalkofkHumankGeneticsYM2002YMgjYMhfeZk 4.3 30

66 VariationsMinMORtIdMzeneMtssociatedMwithMKawasakiMwiseaseaMPLoSkONEYM2016YMddYMecdghgki 3.7 30

65 IdentificationMofMtydjMasMaMdownstreamMgeneMofMtheMbetaZcateninbTZcellMfactorMpathwayMandMitsM
involvementMinMcolorectalMcarcinogenesisaMCancerkResearchYM2001YMidYMifghZl 10.1 30

64 VariantsMatMHLtZtYMHLtZvYMandMHLtZwQudMvonferMRiskMofMPsoriasisMVulgarisMinMJapaneseaMJournalkofk
InvestigativekDermatologyYM2018YMdfkYMhgeZhgk 4.3 29

63 PTPRwMgeneMassociatedMwithMbloodMpressureMresponseMtoMatenololMandMresistantMhypertensionaM
JournalkofkHypertensionYM2015YMffYMeejkZkh 1.9 29

62 IsolationMofMHxLtwdYMaMnovelMhumanMhelicaseMgeneMupZregulatedMinMcolorectalMcarcinomasaMOncogeneYM
2002YMedYMifkjZlg 9.2 29

61 IsolationMandMchromosomalMmappingMofMtheMhumanMhomologMofMperilipinMUPLINVYMaMratMadiposeM
tissueZspecificMgeneYMbyMdifferentialMdisplayMmethodaMGenomicsYM1998YMgkYMehgZj 4.3 29

60 MappingMofMaMgeneMforMMayZHegglinManomalyMtoMchromosomeMeeqaMHumankGeneticsYM1999YMdchYMfjlZkf 6.3 29

59 vommonMvariantsMinMaMnovelMgeneYMyONzMonMchromosomeMeqffadMconferMriskMofMosteoporosisMinM
JapaneseaMPLoSkONEYM2011YMiYMedligd 3.7 27

(2011-1999)
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58 tMfunctionalMSNPMinMITIHfMisMassociatedMwithMsusceptibilityMtoMmyocardialMinfarctionaMJournalkofk
HumankGeneticsYM2007YMheYMeecZeel 4.3 27

57 InflammationMasMaMriskMfactorMforMmyocardialMinfarctionaMJournalkofkHumankGeneticsYM2006YMhdYMhlhZicg 4.3 27

56 IdentificationMofMdgeMsingleMnucleotideMpolymorphismsMinMgdMcandidateMgenesMforMrheumatoidM
arthritisMinMtheMJapaneseMpopulationaMHumankGeneticsYM2000YMdciYMelfZelj 6.3 27

55 SNPsMonMchromosomeMhpdhafMassociatedMwithMmyocardialMinfarctionMinMJapaneseMpopulationaMJournalk
ofkHumankGeneticsYM2011YMhiYMgjZhd 4.3 26

54 RegulatoryMpolymorphismMinMtranscriptionMfactorMKLyhMatMtheMMxyeMelementMaltersMtheMresponseMtoM
angiotensinMIIMandMisMassociatedMwithMhumanMhypertensionaMFASEBkJournalYM2010YMegYMdjkcZk 0.9 24

53 zenomeZWideMtssociationMStudyMofMPeripheralMtrterialMwiseaseMinMaMJapaneseMPopulationaMPLoSkONEYM
2015YMdcYMecdfleie 3.7 24

52 tssociationMofMaMsingleZnucleotideMpolymorphismMinMtheMimmunoglobulinMmuZbindingMproteinMeMgeneM
withMimmunoglobulinMtMnephropathyaMJournalkofkHumankGeneticsYM2005YMhcYMfcZfh 4.3 23

51 zeneticMvariationsMinMfiveMgenesMinvolvedMinMtheMexcitementMofMcardiomyocytesaMJournalkofkHumank
GeneticsYM2001YMgiYMhglZhe 4.3 20

50 IdentificationMofMdgeMsingleMnucleotideMpolymorphismsMinMgdMcandidateMgenesMforMrheumatoidM
arthritisMinMtheMJapaneseMpopulationaMHumankGeneticsYM2000YMdciYMelfZj 6.3 20

49 vonstructionMofMaMnormalizedMdirectionallyMclonedMcwNtMlibraryMfromMadultMheartMandManalysisMofM
fcgcMclonesMbyMpartialMsequencingaMGenomicsYM1996YMfhYMefdZh 4.3 20

48 xxomeMtnalysesMofMLongMQTMSyndromeMRevealMvandidateMPathogenicMMutationsMinM
valmodulinZInteractingMzenesaMPLoSkONEYM2015YMdcYMecdfcfel 3.7 20

47 vorrelationMofMgeneticMetiologyMwithMresponseMtoMbetaZadrenergicMblockadeMamongMsymptomaticM
patientsMwithMfamilialMlongZQTMsyndromeaMJournalkofkHumankGeneticsYM2001YMgiYMfkZgc 4.3 19

46 VariantsMinMtheMSvNhtMPromoterMtssociatedMWithMVariousMtrrhythmiaMPhenotypesaMJournalkofkthek
AmericankHeartkAssociationYM2016YMhYM 6 18

45 LocalizationMofMtheMgeneMresponsibleMforMPeutzZJeghersMsyndromeMwithinMaMiZcMMregionMofM
chromosomeMdlpdfafaMHumankGeneticsYM1998YMdceYMecfZi 6.3 17

44 MultipleMsingleZnucleotideMpolymorphismsMUSNPsVMinMtheMJapaneseMpopulationMinMsixMcandidateMgenesM
forMlongMQTMsyndromeaMJournalkofkHumankGeneticsYM2001YMgiYMdhkZie 4.3 16

43 vharacterizationMofMSkdkLMmutationMinMHxRzMvZterminusMinMLQTeaMModificationMofM
activationZdeactivationMgatingMpropertiesaMFEBSkLettersYM2000YMgkdYMdljZecf 3.8 15

42
IdentificationMofMaMnovelMgeneMUxvMeVMencodingMaMputativeMextracellularMmatrixMproteinMexpressedM
predominantlyMinMadiposeMandMfemaleZspecificMtissuesMandMitsMchromosomalMlocalizationMtoMlqeeafaM
GenomicsYM1998YMheYMfjkZkd

4.3 15

41 RegionalMevaluationMofMchildhoodMacuteMlymphoblasticMleukemiaMgeneticMsusceptibilityMlociMamongM
JapaneseaMScientifickReportsYM2018YMkYMjkl 4.9 14
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40 zeneMexpressionMpatternsMasMmarkerMforMhZyearMpostoperativeMprognosisMofMprimaryMbreastMcancersaM
JournalkofkCancerkResearchkandkClinicalkOncologyYM2004YMdfcYMhfjZgh 4.9 14

39 MolecularMcloningMandMmappingMofMaMhumanMcwNtMforMcytosolicMmalateMdehydrogenaseMUMwHdVaM
GenomicsYM1996YMfeYMdekZfc 4.3 14

38 PhenotypicMVariabilityMofMtNKeMMutationsMinMPatientsMWithMInheritedMPrimaryMtrrhythmiaM
SyndromesaMCirculationkJournalYM2016YMkcYMegfhZegge 2.9 12

37 tMgenomeZwideMassociationMstudyMtoMidentifyMgenomicMmodulatorsMofMrateMcontrolMtherapyMinM
patientsMwithMatrialMfibrillationaMAmericankJournalkofkCardiologyYM2014YMddgYMhlfZicc 3 11
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3.2 10

33 tssociationMbetweenMmaternalMeducationMandMmalocclusionMinMMongolianMadolescentsmMaM
crossZsectionalMstudyaMBMJkOpenYM2016YMiYMecdeekf 3 10

32 SubmicroscopicMdeletionsMatMdfqfeadMcauseMcongenitalMmicrocoriaaMAmericankJournalkofkHumank
GeneticsYM2015YMliYMifdZl 11 9

31 RecombinationMratesMofMgenesMexpressedMinMhumanMtissuesaMHumankMolecularkGeneticsYM2008YMdjYMhjjZki 5.6 9

30 HighZdensityMSNPMmapMofMhumanMITRYMaMgeneMassociatedMwithMvascularMremodelingaMJournalkofkHumank
GeneticsYM2003YMgkYMdjcZe 4.3 9
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chromosomeMassignmentMtoMdgqfeadaMCytogenetickandkGenomekResearchYM1996YMjgYMdecZf 1.9 9

28 tssociationMofManMIzHVfZiiMgeneMvariantMwithMKawasakiMdiseaseaMJournalkofkHumankGeneticsYM2021YM
iiYMgjhZgkl 4.3 9

27 tMfunctionalMSNPMinMyLTdMincreasesMriskMofMcoronaryMarteryMdiseaseMinMaMJapaneseMpopulationaMJournalk
ofkHumankGeneticsYM2016YMidYMgfhZgd 4.3 8

26
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observationalMstudyaMBMJkOpenYM2014YMgYMecchgfk

3 8

25 IdentificationMbyMdifferentialMdisplayMofMeightMknownMgenesMinducedMduringMinMvivoMintimalM
hyperplasiaaMJournalkofkHumankGeneticsYM1998YMgfYMlZdf 4.3 8
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23
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4.3 7
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PharmacogenomicskJournalYM2019YMdlYMelhZfcg 3.5 7

19 InvestigationMofMnovelMvariationsMofMORtIdMgeneMandMtheirMassociationMwithMKawasakiMdiseaseaM
JournalkofkHumankGeneticsYM2019YMigYMhddZhdl 4.3 6

18 HeterozygositiesMandMallelicMfrequenciesMofMfhkMdinucleotideZrepeatMmarkerMlociMinMtheMJapaneseM
populationaMJournalkofkHumankGeneticsYM1998YMgfYMdihZk 4.3 6

17 zeneticMlinkageManalysesMofMRomanoZWardMsyndromeMURWSVMinMdfMJapaneseMfamiliesaMHumank
GeneticsYM1994YMlgYMfkcZg 6.3 6

16 LymphotoxinZalphafMmediatesMmonocyteZendothelialMinteractionMbyMTNyRMIbNyZkappauMsignalingaM
BiochemicalkandkBiophysicalkResearchkCommunicationsYM2009YMfjlYMfjgZk 3.4 5

15 TwentyMsingleZnucleotideMpolymorphismsMinMfourMgenesMencodingMcardiacMionMchannelsaMJournalkofk
HumankGeneticsYM2002YMgjYMeckZde 4.3 5
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susceptibilityMtoMKawasakiMdiseaseaMHumankImmunologyYM2019YMkcYMjfdZjfk 2.3 4

12 tssignmentMofMtheMhumanMcaltractinMgeneMUvtLTVMtoMXqekMbyMfluorescenceMinMsituMhybridizationaM
GenomicsYM1994YMegYMiclZdc 4.3 4

11 vlinicalMutilityMandMfunctionalManalysisMofMvariantsMinMatrialMfibrillationZassociatedMlocusMgqehaMJournalk
ofkCardiologyYM2017YMjcYMfiiZfjf 3 3

10 zenomeZwideMassociationMstudyMidentifiesMpharmacogenomicMlociMlinkedMwithMspecificM
antihypertensiveMdrugMtreatmentMandMnewZonsetMdiabetesaMPharmacogenomicskJournalYM2018YMdkYMdciZdde3.5 3

9 wecreasedMmortalityMassociatedMwithMstatinMtreatmentMinMpatientsMwithMacuteMmyocardialMinfarctionM
andMlymphotoxinZalphaMvkcgtMpolymorphismaMAtherosclerosisYM2013YMeejYMfjfZl 3.1 3

8 PathwayManalysisMwithMgenomeZwideMassociationMstudyMUzWtSVMdataMdetectedMtheMassociationMofM
atrialMfibrillationMwithMtheMmTORMsignalingMpathwayaMIJCkHeartkandkVasculatureYM2019YMegYMdccfkf 2.4 2

7 IdentificationMofMOPNfMasMassociatedMwithMnonZsyndromicMoligodontiaMinMaMJapaneseMpopulationaM
JournalkofkHumankGeneticsYM2021YMiiYMjilZjjh 4.3 0

6 IdentificationMofMmyocardialMinfarctionZsusceptibleMgenesMandMtheirMfunctionalManalysesjlZkk

5 zeneticMbackgroundsMofMmyocardialMinfarctionaMCurrentkCardiovascularkRiskkReportsYM2007YMdYMgejZgfd 0.9
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