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Change in phenylalanine ammonia lyase activity and isozyme patterns of polyphenol oxidase and
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Loop-mediated isothermal amplification (LAMP) based detection of Colletotrichum falcatum causing
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Whole genome sequence insight of two plant growth-promoting bacteria (B. subtilis BS87 and B.) Tj ETQq0 O O rgBT /Overlock 10 Tf 50
5.3 28
potentiality. Microbiological Research, 2021, 247, 126733.

Expression analysis of genes associated with sucrose accumulation and its effect on sourcea€“sink
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Evaluation of genus Cenchrus based on malondialdehyde, proline content, specific leaf area and
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Physico-Chemical Method of Preserving Sucrose in Harvested Sugarcane at High Ambient Temperature
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Effect of Water Stress on Biochemical and Physiological Characteristics of Oat Genotypes. Journal of
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Gibberellin-induced perturbation of sourced€"“sink communication promotes sucrose accumulation in
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Physiological Interventions for Enhancing Sugarcane and Sugar Productivity. Sugar Tech, 2015, 17,
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Microbiome analysis of rhizospheres of plant and winter-initiated ratoon crops of sugarcane grown
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Soluble Acid Invertase (SAI) Activity and Gene Expression Controlling Sugar Composition in
Sugarcane. Sugar Tech, 2017, 19, 669-674.
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38 rain-fed environment. Acta Physiologiae Plantarum, 2007, 30, 63-69.

2.1 5

Assessment of genetic diversity and morpho-physiological traits related to drought tolerance in
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