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Mutations on RBD of SARS-CoV-2 Omicron variant result in stronger binding to human ACE2 receptor.

Biochemical and Biophysical Research Communications, 2022, 590, 34-41.

Improving thermostability of (R)-selective amine transaminase from Aspergillus terreus by
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Computational simulations reveal the binding dynamics between human ACE2 and the receptor binding
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Flavonoid allosteric modulation of mutated visual rhodopsin associated with retinitis pigmentosa.
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New insights into the stereochemical requirements of the bradykinin B2 receptor antagonists binding.
Journal of Computer-Aided Molecular Design, 2016, 30, 85-101.

Zinc Is Involved in Depression by Modulating G Protein-Coupled Receptor Heterodimerization. 4.0 21
Molecular Neurobiology, 2016, 53, 2003-2015. :

A Community-Randomized Evaluation of the Effect of Intermittent Preventive Treatment in Infants on
Antimalarial Drug Resistance in Southern Tanzania. Journal of Infectious Diseases, 2013, 207, 848-859.
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Molecular Determinants of the Bacterial Resistance to Fluoroquinolones: A Computational Study.

Current Computer-Aided Drug Design, 2013, 9, 281-288.




