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l Paper IF Citations

140 tLhexanucleotideLrepeatLexpansionLinLvlORyjeLisLtheLcauseLofLchromosomeLlpedYlinkedLtLSYyTwaL
NeuronXL2011XLjeXLehjYik 13.9 3018

139 zenomeYwideLassociationLstudyLrevealsLgeneticLriskLunderlyingLParkinsonSsLdiseaseaLNaturekGenetics
XL2009XLgdXLdfckYde 36.3 1469

138 LargeYscaleLmetaYanalysisLofLgenomeYwideLassociationLdataLidentifiesLsixLnewLriskLlociLforL
ParkinsonSsLdiseaseaLNaturekGeneticsXL2014XLgiXLlklYlf 36.3 1261

137 xxomeLsequencingLrevealsLVvPLmutationsLasLaLcauseLofLfamilialLtLSaLNeuronXL2010XLikXLkhjYig 13.9 939

136 zenotypeXLhaplotypeLandLcopyYnumberLvariationLinLworldwideLhumanLpopulationsaLNatureXL2008XL
ghdXLllkYdccf 50.4 662

135 tbundantLquantitativeLtraitLlociLexistLforLwNtLmethylationLandLgeneLexpressionLinLhumanLbrainaL
PLoSkGeneticsXL2010XLiXLedccclhe 6 612

134 vommonLgeneticLvariantsLinfluenceLhumanLsubcorticalLbrainLstructuresaLNatureXL2015XLhecXLeegYl 50.4 601

133  dentificationLofLnovelLriskLlociXLcausalLinsightsXLandLheritableLriskLforLParkinsonSsLdiseasemLaL
metaYanalysisLofLgenomeYwideLassociationLstudiesaLLancetkNeurologyzkTheXL2019XLdkXLdcldYddce 24.1 562

132 tLsurveyLofLgeneticLhumanLcorticalLgeneLexpressionaLNaturekGeneticsXL2007XLflXLdglgYl 36.3 413

131  dentificationLofLcommonLvariantsLinfluencingLriskLofLtheLtauopathyLprogressiveLsupranuclearLpalsyaL
NaturekGeneticsXL2011XLgfXLillYjch 36.3 386

130 RareLcodingLvariantsLinLtheLphospholipaseLwfLgeneLconferLriskLforLtlzheimerSsLdiseaseaLNatureXL2014
XLhchXLhhcYhhg 50.4 345

129 tLgenomeYwideLassociationLstudyLidentifiesLproteinLquantitativeLtraitLlociLTpQTLsUaLPLoSkGeneticsXL
2008XLgXLedccccje 6 331

128 zenomeYwideLgenotypingLinLParkinsonSsLdiseaseLandLneurologicallyLnormalLcontrolsmLfirstLstageL
analysisLandLpublicLreleaseLofLdataaLLancetkNeurologyzkTheXL2006XLhXLlddYi 24.1 323

127 MutationsLinLtheLMatrinLfLgeneLcauseLfamilialLamyotrophicLlateralLsclerosisaLNaturekNeuroscienceXL
2014XLdjXLiigYiii 25.5 319

126 wistinctLwNtLmethylationLchangesLhighlyLcorrelatedLwithLchronologicalLageLinLtheLhumanLbrainaL
HumankMolecularkGeneticsXL2011XLecXLddigYje 5.6 312

125 zenomeYwideLtnalysesL dentifyLK yhtLasLaLNovelLtLSLzeneaLNeuronXL2018XLljXLdeikYdekfaei 13.9 296

124 zenomeYwideLmetaYanalysisLidentifiesLnewLsusceptibilityLlociLforLmigraineaLNaturekGeneticsXL2013XL
ghXLldeYldj 36.3 276
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123 UsingLexomeLsequencingLtoLrevealLmutationsLinLTRxMeLpresentingLasLaLfrontotemporalL
dementiaYlikeLsyndromeLwithoutLboneLinvolvementaLJAMAkNeurologyXL2013XLjcXLjkYkg 17.2 257

122 zenomeYwideLassociationLstudyLofLobsessiveYcompulsiveLdisorderaLMolecularkPsychiatryXL2013XLdkXLjkkYlk15.1 244

121 SNvtLvariantsLareLassociatedLwithLincreasedLriskLforLmultipleLsystemLatrophyaLAnnalskofkNeurologyXL
2009XLihXLidcYg 9.4 232

120 zeneticLcontrolLofLhumanLbrainLtranscriptLexpressionLinLtlzheimerLdiseaseaLAmericankJournalkofk
HumankGeneticsXL2009XLkgXLgghYhk 11 229

119 LossLofLVPSdfvLyunctionLinLtutosomalYRecessiveLParkinsonismLvausesLMitochondrialLwysfunctionL
andL ncreasesLP NKdbParkinYwependentLMitophagyaLAmericankJournalkofkHumankGeneticsXL2016XLlkXLhccYhdf11 225

118 xxcessiveLburdenLofLlysosomalLstorageLdisorderLgeneLvariantsLinLParkinsonSsLdiseaseaLBrainXL2017XL
dgcXLfdldYfecf 11.2 209

117 vhromosomeLlpedLinLamyotrophicLlateralLsclerosisLinLyinlandmLaLgenomeYwideLassociationLstudyaL
LancetkNeurologyzkTheXL2010XLlXLljkYkh 24.1 206

116 zenomeYwideLSNPLassayLrevealsLstructuralLgenomicLvariationXLextendedLhomozygosityLandLcellYlineL
inducedLalterationsLinLnormalLindividualsaLHumankMolecularkGeneticsXL2007XLdiXLdYdg 5.6 199

115 NovelLgeneticLlociLassociatedLwithLhippocampalLvolumeaLNaturekCommunicationsXL2017XLkXLdfieg 17.4 173

114 zenomeYwideLgenotypingLinLamyotrophicLlateralLsclerosisLandLneurologicallyLnormalLcontrolsmLfirstL
stageLanalysisLandLpublicLreleaseLofLdataaLLancetkNeurologyzkTheXL2007XLiXLfeeYk 24.1 172

113
RNtLbindingLactivityLofLtheLrecessiveLparkinsonismLproteinLwαYdLsupportsLinvolvementLinLmultipleL
cellularLpathwaysaLProceedingskofkthekNationalkAcademykofkScienceskofkthekUnitedkStateskofkAmericaXL
2008XLdchXLdceggYl

11.5 171

112 zenomeYwideLmetaYanalysisLidentifiesLsixLnovelLlociLassociatedLwithLhabitualLcoffeeLconsumptionaL
MolecularkPsychiatryXL2015XLecXLigjYihi 15.1 167

111 wYTdiXLaLnovelLyoungYonsetLdystoniaYparkinsonismLdisordermLidentificationLofLaLsegregatingL
mutationLinLtheLstressYresponseLproteinLPRKRtaLLancetkNeurologyzkTheXL2008XLjXLecjYdh 24.1 159

110 tLgenomeYwideLgenotypingLstudyLinLpatientsLwithLischaemicLstrokemLinitialLanalysisLandLdataL
releaseaLLancetkNeurologyzkTheXL2007XLiXLgdgYec 24.1 154

109 zenomeYwideLPleiotropyLuetweenLParkinsonLwiseaseLandLtutoimmuneLwiseasesaLJAMAkNeurologyXL
2017XLjgXLjkcYjle 17.2 150

108 NovelLgeneticLlociLunderlyingLhumanLintracranialLvolumeLidentifiedLthroughLgenomeYwideL
associationaLNaturekNeuroscienceXL2016XLdlXLdhilYdhke 25.5 147

107 UsingLgenomeYwideLcomplexLtraitLanalysisLtoLquantifyLSmissingLheritabilitySLinLParkinsonSsLdiseaseaL
HumankMolecularkGeneticsXL2012XLedXLglliYhccl 5.6 145

106 wiagnosisLofLParkinsonSsLdiseaseLonLtheLbasisLofLclinicalLandLgeneticLclassificationmLaL
populationYbasedLmodellingLstudyaLLancetkNeurologyzkTheXL2015XLdgXLdcceYl 24.1 141

(2015-2013)
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105 zenomeYwideLassociationLstudyLofLTouretteSsLsyndromeaLMolecularkPsychiatryXL2013XLdkXLjedYk 15.1 138

104 ParkinsonSsLdiseaseLageLatLonsetLgenomeYwideLassociationLstudymLwefiningLheritabilityXLgeneticLlociXL
andL˛–YsynucleinLmechanismsaLMovementkDisordersXL2019XLfgXLkiiYkjh 7 136

103 MtPTLexpressionLandLsplicingLisLdifferentiallyLregulatedLbyLbrainLregionmLrelationLtoLgenotypeLandL
implicationLforLtauopathiesaLHumankMolecularkGeneticsXL2012XLedXLgclgYdcf 5.6 134

102 ParkinsonSsLdiseaseLinLzTPLcyclohydrolaseLdLmutationLcarriersaLBrainXL2014XLdfjXLegkcYle 11.2 127

101 zenomeYwideLscreenLidentifiesLrsigijjiLnearLsortilinLasLaLregulatorLofLprogranulinLlevelsLinLhumanL
plasmaaLAmericankJournalkofkHumankGeneticsXL2010XLkjXLklcYj 11 110

100 mRNtLexpressionXLsplicingLandLeditingLinLtheLembryonicLandLadultLmouseLcerebralLcortexaLNaturek
NeuroscienceXL2013XLdiXLgllYhci 25.5 107

99 MutationsLinLzuteLcauseLautosomalYrecessiveLcerebellarLataxiaLwithLspasticityaLAmericankJournalkofk
HumankGeneticsXL2013XLleXLeghYhd 11 101

98  ntegrationLofLzWtSLSNPsLandLtissueLspecificLexpressionLprofilingLrevealLdiscreteLeQTLsLforLhumanL
traitsLinLbloodLandLbrainaLNeurobiologykofkDiseaseXL2012XLgjXLecYk 7.5 100

97 tLgenomeYwideLassociationLstudyLofLmyastheniaLgravisaLJAMAkNeurologyXL2015XLjeXLfliYgcg 17.2 99

96 tLpathwayYbasedLanalysisLprovidesLadditionalLsupportLforLanLimmuneYrelatedLgeneticLsusceptibilityL
toLParkinsonSsLdiseaseaLHumankMolecularkGeneticsXL2013XLeeXLdcflYgl 5.6 96

95 tLtwoYstageLgenomeYwideLassociationLstudyLofLsporadicLamyotrophicLlateralLsclerosisaLHumank
MolecularkGeneticsXL2009XLdkXLdhegYfe 5.6 91

94 xxomeLsequencingLrevealsLriboflavinLtransporterLmutationsLasLaLcauseLofLmotorLneuronLdiseaseaL
BrainXL2012XLdfhXLekjhYke 11.2 90

93 MutationsLinLtheLv’v’wdcLgeneLareLaLcommonLcauseLofLfamilialLamyotrophicLlateralLsclerosisaLBrain
XL2014XLdfjXLefdd 11.2 89

92 MissenseLvariantLinLTRxMLeLprotectsLagainstLtlzheimerSsLdiseaseaLNeurobiologykofkAgingXL2014XLfhXLdhdcaedlYei5.6 84

91 xxtendedLtractsLofLhomozygosityLidentifyLnovelLcandidateLgenesLassociatedLwithLlateYonsetL
tlzheimerSsLdiseaseaLNeurogeneticsXL2009XLdcXLdkfYlc 3 82

90 vomprehensiveLanalysisLofLLRRKeLinLpubliclyLavailableLParkinsonSsLdiseaseLcasesLandLneurologicallyL
normalLcontrolsaLHumankMutationXL2008XLelXLgkhYlc 4.7 82

89 tpplicationLofLgenomeYwideLsingleLnucleotideLpolymorphismLtypingmLsimpleLassociationLandL
beyondaLPLoSkGeneticsXL2006XLeXLedhc 6 79

88 SharedLpolygenicLriskLandLcausalLinferencesLinLamyotrophicLlateralLsclerosisaLAnnalskofkNeurologyXL
2019XLkhXLgjcYgkd 9.4 72
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87 xxomeLsequencingLrevealsLanLunexpectedLgeneticLcauseLofLdiseasemLNOTv’fLmutationLinLaLTurkishL
familyLwithLtlzheimerSsLdiseaseaLNeurobiologykofkAgingXL2012XLffXLdcckaedjYef 5.6 72

86 NeuroXXLaLfastLandLefficientLgenotypingLplatformLforLinvestigationLofLneurodegenerativeLdiseasesaL
NeurobiologykofkAgingXL2015XLfiXLdichaejYde 5.6 70

85 zenomewideLassociationLstudyLofLParkinsonSsLdiseaseLclinicalLbiomarkersLinLdeLlongitudinalL
patientsSLcohortsaLMovementkDisordersXL2019XLfgXLdkflYdkhc 7 69

84 zeneticLmodifiersLofLriskLandLageLatLonsetLinLzutLassociatedLParkinsonSsLdiseaseLandLLewyLbodyL
dementiaaLBrainXL2020XLdgfXLefgYegk 11.2 69

83 MeasuresLofLautozygosityLinLdeclinemLglobalizationXLurbanizationXLandLitsLimplicationsLforLmedicalL
geneticsaLPLoSkGeneticsXL2009XLhXLedcccgdh 6 63

82 wiscoveryLandLfunctionalLprioritizationLofLParkinsonSsLdiseaseLcandidateLgenesLfromLlargeYscaleL
wholeLexomeLsequencingaLGenomekBiologyXL2017XLdkXLee 18.3 62

81 xfficacyLofLxxomeYTargetedLvaptureLSequencingLtoLwetectLMutationsLinLKnownLverebellarLttaxiaL
zenesaLJAMAkNeurologyXL2018XLjhXLhldYhll 17.2 58

80 NeurovhipXLanLupdatedLversionLofLtheLNeuroXLgenotypingLplatformLtoLrapidlyLscreenLforLvariantsL
associatedLwithLneurologicalLdiseasesaLNeurobiologykofkAgingXL2017XLhjXLegjaelYegjaedf 5.6 54

79 MovingLbeyondLneuronsmLtheLroleLofLcellLtypeYspecificLgeneLregulationLinLParkinsonSsLdiseaseL
heritabilityaLNpjkParkinsonsskDiseaseXL2019XLhXLi 9.7 51

78 tllelicLheterogeneityLandLmoreLdetailedLanalysesLofLknownLlociLexplainLadditionalLphenotypicL
variationLandLrevealLcomplexLpatternsLofLassociationaLHumankMolecularkGeneticsXL2011XLecXLgckeYle 5.6 51

77 xxpandingLParkinsonâ��sLdiseaseLgeneticsmLnovelLriskLlociXLgenomicLcontextXLcausalLinsightsLandL
heritableLrisk 51

76 yrequencyLofLLossLofLyunctionLVariantsLinLLRRKeLinLParkinsonLwiseaseaLJAMAkNeurologyXL2018XLjhXLdgdiYdgee17.2 50

75 zeneticLcomorbiditiesLinLParkinsonSsLdiseaseaLHumankMolecularkGeneticsXL2014XLefXLkfdYgd 5.6 49

74 xxomeLsequencingLinLurownYVialettoYvanLLaereLsyndromeaLAmericankJournalkofkHumankGeneticsXL
2010XLkjXLhijYlnLauthorLreplyLhilYjc 11 48

73 MitochondriaLfunctionLassociatedLgenesLcontributeLtoLParkinsonSsLwiseaseLriskLandLlaterLageLatL
onsetaLNpjkParkinsonsskDiseaseXL2019XLhXLk 9.7 47

72 tnalysisLofLgenomeYwideLassociationLstudiesLofLtlzheimerLdiseaseLandLofLParkinsonLdiseaseLtoL
determineLifLtheseLeLdiseasesLshareLaLcommonLgeneticLriskaLJAMAkNeurologyXL2013XLjcXLdeikYji 17.2 46

71 zeneticLvariabilityLinLvLULandLitsLassociationLwithLtlzheimerSsLdiseaseaLPLoSkONEXL2010XLhXLelhdc 3.7 46

70 tgeYassociatedLchangesLinLgeneLexpressionLinLhumanLbrainLandLisolatedLneuronsaLNeurobiologykofk
AgingXL2013XLfgXLddllYecl 5.6 44

(2013-2012)
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69 zenomewideLSNPLassayLrevealsLmutationsLunderlyingLParkinsonLdiseaseaLHumankMutationXL2008XL
elXLfdhYee 4.7 44

68 v’v’weLandLParkinsonSsLdiseaseaLLancetkNeurologyzkTheXL2015XLdgXLijkYl 24.1 43

67
 mputationLofLvariantsLfromLtheLdcccLzenomesLProjectLmodestlyLimprovesLknownLassociationsLandL
canLidentifyLlowYfrequencyLvariantYphenotypeLassociationsLundetectedLbyL’apMapLbasedL
imputationaLPLoSkONEXL2013XLkXLeigfgf

3.7 42

66 NextYgenerationLsequencingLrevealsLsubstantialLgeneticLcontributionLtoLdementiaLwithLLewyL
bodiesaLNeurobiologykofkDiseaseXL2016XLlgXLhhYie 7.5 41

65 TheLendocyticLmembraneLtraffickingLpathwayLplaysLaLmajorLroleLinLtheLriskLofLParkinsonSsLdiseaseaL
MovementkDisordersXL2019XLfgXLgicYgik 7 40

64 tdditionalLrareLvariantLanalysisLinLParkinsonSsLdiseaseLcasesLwithLandLwithoutLknownLpathogenicL
mutationsmLevidenceLforLoligogenicLinheritanceaLHumankMolecularkGeneticsXL2016XLehXLhgkfYhgkl 5.6 40

63  nitialLassessmentLofLtheLpathogenicLmechanismsLofLtheLrecentlyLidentifiedLtlzheimerLriskLLociaL
AnnalskofkHumankGeneticsXL2013XLjjXLkhYdch 2.2 40

62 ResolvingLtheLpolymorphismYinYprobeLproblemLisLcriticalLforLcorrectLinterpretationLofLexpressionL
QTLLstudiesaLNucleickAcidskResearchXL2013XLgdXLekk 20.1 38

61 tuvtjLpazedhSLasLpotentialLprotectiveLfactorLforLtlzheimerSsLdiseaseaLNeurobiologykofkAgingXL2016XL
giXLefhaedYl 5.6 33

60 tLcomprehensiveLanalysisLofLSNvtYrelatedLgeneticLriskLinLsporadicLparkinsonLdiseaseaLAnnalskofk
NeurologyXL2018XLkgXLddjYdel 9.4 33

59 zeneticsLofLearlyYonsetLParkinsonSsLdiseaseLinLyinlandmLexomeLsequencingLandLgenomeYwideL
associationLstudyaLNeurobiologykofkAgingXL2017XLhfXLdlhaejYdlhaedc 5.6 32

58 tssociationLofLtauLhaplotypeYtaggingLpolymorphismsLwithLParkinsonSsLdiseaseLinLdiverseLethnicL
ParkinsonSsLdiseaseLcohortsaLNeurodegenerativekDiseasesXL2006XLfXLfejYff 2.3 32

57 TuKdLisLassociatedLwithLtLSLandLtLSYyTwLinLSardinianLpatientsaLNeurobiologykofkAgingXL2016XLgfXLdkcaedYh5.6 32

56 zenomeLsequencingLanalysisLidentifiesLnewLlociLassociatedLwithLLewyLbodyLdementiaLandLprovidesL
insightsLintoLitsLgeneticLarchitectureaLNaturekGeneticsXL2021XLhfXLelgYfcf 36.3 31

55 TheLParkinsonSsLwiseaseLMendelianLRandomizationLResearchLPortalaLMovementkDisordersXL2019XLfgXLdkigYdkje7 29

54 xxomeLsequencingLinLanLSvtdgLfamilyLdemonstratesLitsLutilityLinLdiagnosingLheterogeneousL
diseasesaLNeurologyXL2012XLjlXLdejYfd 6.5 29

53 xxomeLsequencingLidentifiesLaLnovelLTRPVgLmutationLinLaLvMTevLfamilyaLNeurologyXL2012XLjlXLdleYg 6.5 29

52 UseLofLsupportLvectorLmachinesLforLdiseaseLriskLpredictionLinLgenomeYwideLassociationLstudiesmL
concernsLandLopportunitiesaLHumankMutationXL2012XLffXLdjckYdk 4.7 28
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51 tssociationLofLaLNovelLtvTtdLMutationLWithLaLwominantLProgressiveLScapuloperonealLMyopathyLinL
anLxxtendedLyamilyaLJAMAkNeurologyXL2015XLjeXLiklYlk 17.2 27

50 PenetranceLofLParkinsonSsLwiseaseLinLLRRKeLpazecdlSLvarriersL sLModifiedLbyLaLPolygenicLRiskL
ScoreaLMovementkDisordersXL2020XLfhXLjjgYjkc 7 27

49 StructuralLgenomicLvariationLinLischemicLstrokeaLNeurogeneticsXL2008XLlXLdcdYk 3 26

48 TheLParkinsonSsLwiseaseLzenomeYWideLtssociationLStudyLLocusLurowseraLMovementkDisordersXL2020
XLfhXLechiYecij 7 26

47 MutationLanalysisLofLtheLMSgtLandLTRxMLgeneLclustersLin´ a´ caseYcontrolLtlzheimerSsLdiseaseLdataL
setaLNeurobiologykofkAgingXL2016XLgeXLedjaejYedjaedf 5.6 24

46  nsufficientLevidenceLforLpathogenicityLofLSNvtL’ishczlnLT’hcQULinLParkinsonSsLdiseaseaL
NeurobiologykofkAgingXL2018XLigXLdhlaehYdhlaek 5.6 23

45 MendelianLadultYonsetLleukodystrophyLgenesLinLtlzheimerSsLdiseasemLcriticalLinfluenceLofLvSydRLandL
NOTv’faLNeurobiologykofkAgingXL2018XLiiXLdjlaedjYdjlaeel 5.6 23

44 zeneticLdeterminantsLofLsurvivalLinLprogressiveLsupranuclearLpalsymLaLgenomeYwideLassociationL
studyaLLancetkNeurologyzkTheXL2021XLecXLdcjYddi 24.1 23

43 TranscriptomicLprofilingLofLtheLhumanLbrainLrevealsLthatLalteredLsynapticLgeneLexpressionLisL
associatedLwithLchronologicalLagingaLScientifickReportsXL2017XLjXLdiklc 4.9 22

42 xxomeLsequencingmLanLefficientLdiagnosticLtoolLforLcomplexLneurodegenerativeLdisordersaLEuropeank
JournalkofkNeurologyXL2013XLecXLgkiYgle 6 20

41 PathogenicL’untingtinLRepeatLxxpansionsLinLPatientsLwithLyrontotemporalLwementiaLandL
tmyotrophicLLateralLSclerosisaLNeuronXL2021XLdclXLggkYgicaeg 13.9 20

40 LargeYscaleLpathwayLspecificLpolygenicLriskLandLtranscriptomicLcommunityLnetworkLanalysisL
identifiesLnovelLfunctionalLpathwaysLinLParkinsonLdiseaseaLActakNeuropathologicaXL2020XLdgcXLfgdYfhk 14.3 19

39 vlinicalLandLgeneticLanalysesLofLfamilialLandLsporadicLfrontotemporalLdementiaLpatientsLinLSouthernL
 talyaLAlzheimersskandkDementiaXL2017XLdfXLkhkYkil 1.2 18

38 TheLzeneticLtrchitectureLofLParkinsonLwiseaseLinLSpainmLvharacterizingLPopulationYSpecificLRiskXL
wifferentialL’aplotypeLStructuresXLandLProvidingLxtiologicL nsightaLMovementkDisordersXL2019XLfgXLdkhdYdkif7 18

37  dentificationLofLvandidateLParkinsonLwiseaseLzenesLbyL ntegratingLzenomeYWideLtssociationL
StudyXLxxpressionXLandLxpigeneticLwataLSetsaLJAMAkNeurologyXL2021XLjkXLgigYgje 17.2 17

36 SLvehtgiLMutationsLtssociatedLwithLtutosomalLRecessiveLverebellarLttaxiaLinLNorthLtfricanL
yamiliesaLNeurodegenerativekDiseasesXL2017XLdjXLeckYede 2.3 16

35 MutationLyrequencyLofLtheLMajorLyrontotemporalLwementiaLzenesXLMtPTXLzRNLandLvlORyjeLinLaL
TurkishLvohortLofLwementiaLPatientsaLPLoSkONEXL2016XLddXLecdiehle 3.7 16

34 SNvtLandLmTORLPathwayLSingleLNucleotideLPolymorphismsL nteractLtoLModulateLtheLtgeLatLOnsetL
ofLParkinsonSsLwiseaseaLMovementkDisordersXL2019XLfgXLdfffYdfgg 7 14

(2019-2015)
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33 vomprehensiveLpromoterLlevelLexpressionLquantitativeLtraitLlociLanalysisLofLtheLhumanLfrontalLlobeaL
GenomekMedicineXL2016XLkXLih 14.4 14

32 xstablishingLtheLroleLofLrareLcodingLvariantsLinLknownLParkinsonSsLdiseaseLriskLlociaLNeurobiologykofk
AgingXL2017XLhlXLeecaeddYeecaedk 5.6 11

31 twORtdLmutationsLareLnotLaLcommonLcauseLofLParkinsonSsLdiseaseLandLdementiaLwithLLewyL
bodiesaLMovementkDisordersXL2017XLfeXLelkYell 7 10

30 WholeYgenomeLsequencingLtoLunderstandLtheLgeneticLarchitectureLofLcommonLgeneLexpressionL
andLbiomarkerLphenotypesaLHumankMolecularkGeneticsXL2015XLegXLdhcgYde 5.6 7

29 RegulatoryLsitesLforLsplicingLinLhumanLbasalLgangliaLareLenrichedLforLdiseaseYrelevantLinformationaL
NaturekCommunicationsXL2020XLddXLdcgd 17.4 6

28 tLjahYMbLduplicationLatLchromosomeLddqedYddqeeafLisLassociatedLwithLaLnovelLspasticLataxiaL
syndromeaLMovementkDisordersXL2015XLfcXLeieYi 7 6

27 ParkinsonLdiseaseLageLofLonsetLzWtSmLdefiningLheritabilityXLgeneticLlociLandLaYsynucleinLmechanisms 6

26  nvestigationLofLtutosomalLzeneticLSexLwifferencesLinLParkinsonSsLwiseaseaLAnnalskofkNeurologyXL
2021XLlcXLfhYge 9.4 6

25 MutationalLtnalysisLofLKnownLtLSLzenesLinLanL talianLPopulationYuasedLvohortaLNeurologyXL2021XL
liXLeiccYeicl 6.5 6

24 xxomeLsequencingLestablishesLaLgelsolinLmutationLasLtheLcauseLofLinheritedLbulbarYonsetL
neuropathyaLMusclekandkNerveXL2017XLhiXLdccdYdcch 3.4 5

23 tcceleratingLMedicinesLPartnershipmLParkinsonSsLwiseaseaLzeneticLResourceaLMovementkDisordersXL
2021XLfiXLdjlhYdkcg 7 5

22 tssociationLofLVariantsLinLtheLSPTLvdLzeneLWithLαuvenileLtmyotrophicLLateralLSclerosisaLJAMAk
NeurologyXL2021XLjkXLdefiYdegk 17.2 5

21 tgeYmodulatedLassociationLbetweenLprefrontalLNttLandLtheLuwNyLgeneaLInternationalkJournalkofk
NeuropsychopharmacologyXL2013XLdiXLddkhYlf 5.8 4

20 xxomeLSequencingLRevealsLVvPLMutationsLasLaLvauseLofLyamilialLtLSaLNeuronXL2011XLilXLflj 13.9 4

19 tssociationLofLaLvommonLzeneticLVariantLwithLParkinsonâ��sLwiseaseLisLPropagatedLthroughLMicroglia 4

18 TheLParkinsonâ��sLwiseaseLMendelianLRandomizationLResearchLPortal 3

17 PenetranceLofLParkinsonâ��sLdiseaseLinLLRRKeLpazecdlSLcarriersLisLmodifiedLbyLaLpolygenicLriskLscore 3

16 tLS NxYVNTRYLinLtheLLR zeLPromoterL sLtssociatedLwithLzeneLxxpressionLatLtheLLocusaLInternationalk
JournalkofkMolecularkSciencesXL2020XLedXL 6.3 3
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15  dentificationLofLsixteenLnovelLcandidateLgenesLforLlateLonsetLParkinsonSsLdiseaseaLMoleculark
NeurodegenerationXL2021XLdiXLfh 19 3

14 TheLParkinsonSsLwiseaseLwNtLVariantLurowseraLMovementkDisordersXL2021XLfiXLdehcYdehk 7 3

13 tnotherLlocusXLaLnewLmethodaLBrainXL2010XLdffXLfgleYf 11.2 2

12 RNtLsequencingLofLwholeLbloodLrevealsLearlyLalterationsLinLimmuneLcellsLandLgeneLexpressionLinL
Parkinsonâ��sLdiseaseaLNaturekAgingXL2021XLdXLjfgYjgj 2

11 zenomeYWideLtnalysesL dentifyLK yhtLasLaLNovelLtLSLzeneaLSSRNkElectronickJournalX 1 2

10 tcceleratingLMedicinesLPartnershipmLParkinsonâ��sLwiseaseaLzeneticLResource 2

9 xxploringLdementiaLandLneuronalLceroidLlipofuscinosisLgenesLinLdccLyTwYlikeLpatientsLfromLiLtownsL
andLruralLvillagesLonLtheLtdriaticLSeaLcostLofLtpuliaaLScientifickReportsXL2021XLddXLifhf 4.9 2

8 SharedLzeneticsLofLMultipleLSystemLttrophyLandL nflammatoryLuowelLwiseaseaLMovementkDisordersXL
2021XLfiXLgglYghl 7 2

7 QualityLvontrolLMetricsLforLWholeLuloodLTranscriptomeLtnalysisLinLtheLParkinsonâ��sLProgressionL
MarkersL nitiativeLTPPM U 2

6 yindingLgeneticallyYsupportedLdrugLtargetsLforLParkinsonSsLdiseaseLusingLMendelianLrandomizationL
ofLtheLdruggableLgenomeaaLNaturekCommunicationsXL2021XLdeXLjfge 17.4 2

5 M wNLlocusLstructuralLvariantsLandLParkinsonSsLwiseaseLriskaLAnnalskofkClinicalkandkTranslationalk
NeurologyXL2020XLjXLiceYicf 5.3 1

4 tLsimpleLandLefficientLalgorithmLforLgenomeYwideLhomozygosityLanalysisLinLdiseaseaLMoleculark
SystemskBiologyXL2009XLhXLfcg 12.2 1

3 TheLgeneticLarchitectureLofLParkinsonLdiseaseLinLSpainmLcharacterizingLpopulationYspecificLriskXL
differentialLhaplotypeLstructuresXLandLprovidingLetiologicLinsight 1

2 TheLParkinsonâ��sLwiseaseLzWtSLLocusLurowser 1

1 ReplicationLassessmentLofLNUSdLvariantsLinLParkinsonSsLdiseaseaLNeurobiologykofkAgingXL2021XLdcdXLfccaedYfccaef5.6 1

ListtoftPublications

9


