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Subtelomeric assembly of a multi-gene pathway for antimicrobial defense compounds in cereals.
Nature Communications, 2021, 12, 2563.
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The use of the ph1b mutant to induce recombination between the chromosomes of wheat and barley.
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Responses and Differences in Tolerance to Water Shortage under Climatic Dryness Conditions in
Seedlings from Quercus spp. and Andalusian Q. ilex Populations. Forests, 2020, 11, 707.

Detection of alien genetic introgressions in bread wheat using dot-blot genomic hybridisation. 01 18
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heterochromatin on the long arm of chromosome 4Ssh of Aegilops sharonensis. Theoretical and 3.6 15
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Homoeologous Chromosomes From Two Hordeum Species Can Recognize and Associate During
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Proteomics Data Analysis for the Identification of Proteins and Derived Proteotypic Peptides of
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Untargeted MS-Based Metabolomics Analysis of the Responses to Drought Stress in Quercus ilex L.
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Wheat, Rye, and Barley Genomes Can Associate during Meiosis in Newly Synthesized Trigeneric Hybrids.
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