
Gabriel A Al-Ghalith

ListiofiPublicationsibyiCitations

Source:ihttps://exalyycom/authorxpdf/5723595/gabrielxaxalxghalithxpublicationsxbyxcitationsypdf

Version:i2024x04x26i

ThisidocumentihasibeenigeneratedibasedionitheipublicationsiandicitationsirecordedibyiexalyycomyiFori

theilatestiversioniofithisipublicationilistvivisititheilinkigiveniabovey

TheithirdicolumniisitheiimpactifactorirIFsiofitheijournalvianditheifourthicolumniisitheinumberiofi

citationsiofitheiarticley

33
papers

6,211
citations

20
h-index

36
g-index

36
ext. papers

10,867
ext. citations

10.6
avg, IF

4.85
L-index



l Paper IF Citations

33 ReproducibledOinteractivedOscalableOandOextensibleOmicrobiomeOdataOscienceOusingOQIIMEOkfONaturen
BiotechnologydO2019dOlpdOqnkeqnp 44.5 4050

32 USOImmigrationOWesternizesOtheOHumanOGutOMicrobiomefOCelldO2018dOipndOrokerpkfeih 56.2 296

31 ComplexOhostOgeneticsOinfluenceOtheOmicrobiomeOinOinflammatoryObowelOdiseasefOGenomenMedicinedO
2014dOodOihp 14.4 253

30 CaptivityOhumanizesOtheOprimateOmicrobiomefOProceedingsnofnthenNationalnAcademynofnSciencesnofn
thenUnitednStatesnofnAmericadO2016dOiildOihlpoeqi 11.5 251

29 DailyOSamplingORevealsOPersonalizedODieteMicrobiomeOzssociationsOinOHumansfOCellnHostnandn
MicrobedO2019dOkndOpqreqhkfen 23.4 234

28 EvaluatingOtheOInformationOContentOofOShallowOShotgunOMetagenomicsfOMSystemsdO2018dOldO 7.6 175

27 PretreatmentOgutOmicrobiomeOpredictsOchemotherapyerelatedObloodstreamOinfectionfOGenomen
MedicinedO2016dOqdOmr 14.4 98

26 PhylogenomicsOofOihdnpnOgenomesOrevealsOevolutionaryOproximityObetweenOdomainsOαacteriaOandO
zrchaeafONaturenCommunicationsdO2019dOihdOnmpp 17.4 89

25 DevelopmentOofOtheOHumanOMycobiomeOoverOtheOFirstOMonthOofOLifeOandOacrossOαodyOSitesfO
MSystemsdO2018dOldO 7.6 79

24 QIIMEOksOReproducibledOinteractivedOscalabledOandOextensibleOmicrobiomeOdataOscienceO2018dO 78

23 HigheFatODietOChangesOFungalOMicrobiomesOandOInterkingdomORelationshipsOinOtheOMurineOGutfO
MSpheredO2017dOkdO 5 53

22 PatternsOofOseasonalityOandOgroupOmembershipOcharacterizeOtheOgutOmicrobiotaOinOaOlongitudinalO
studyOofOwildOVerreauxVsOsifakasOWafOEcologynandnEvolutiondO2017dOpdOnplkenpmn 2.8 52

21 NINJzeOPSsOFastOzccurateOMarkerOGeneOzlignmentOUsingOConcatenatedORibosomesfOPLoSn
ComputationalnBiologydO2016dOikdOeihhmonq 5 47

20 zntibioticeinducedOaccelerationOofOtypeOiOdiabetesOaltersOmaturationOofOinnateOintestinalOimmunityfO
ELifedO2018dOpdO 8.9 41

19 zssociationsOαetweenONutritiondOGutOMicrobiomedOandOHealthOinOzONovelONonhumanOPrimateOModelfO
ScientificnReportsdO2018dOqdOiiinr 4.9 37

18 QIIMEOksOReproducibledOinteractivedOscalabledOandOextensibleOmicrobiomeOdataOscience 36

17 SHIpOIsOaOSelfeLearningOPipelineOforOMultipurposeOShorteReadODNzOQualityOControlfOMSystemsdO2018dO
ldO 7.6 36

Gabriel A Al-Ghalith

2



16 znOIncreasedOzbundanceOofOClostridiaceaeOCharacterizesOzrthritisOinOInflammatoryOαowelODiseaseO
andORheumatoidOzrthritissOzOCrossesectionalOStudyfOInflammatorynBowelnDiseasesdO2019dOkndOrhkeril 4.5 31

15 DistributionOofOαacterialO˛–idleGalactosyltransferaseOGenesOinOtheOHumanOGutOMicrobiomefOFrontiersn
innImmunologydO2019dOihdOlhhh 8.4 22

14 UrinaryOmicrobiomeOassociatedOwithOchronicOallograftOdysfunctionOinOkidneyOtransplantOrecipientsfO
ClinicalnTransplantationdO2018dOlkdOeilmlo 3.8 15

13 MovingObeyondOdeOnovoOclusteringOinOfungalOcommunityOecologyfONewnPhytologistdO2017dOkiodOokreolm 9.8 14

12 SHOGUNsOaOmodulardOaccurateOandOscalableOframeworkOforOmicrobiomeOquantificationfO
BioinformaticsdO2020dOlodOmhqqemhrh 7.2 13

11
PretransplantOGutOColonizationOwithOIntrinsicallyOVancomycineResistantOEnterococciOWEfOgallinarumO
andOEfOcasseliflavusaOandOOutcomesOofOzllogeneicOHematopoieticOCellOTransplantationfOBiologynofn
BloodnandnMarrownTransplantationdO2018dOkmdOikoheikol

4.7 13

10 αygienesOTheONewOParadigmOofOαidirectionalOHygienefOYalenJournalnofnBiologynandnMedicinedO2015dO
qqdOlnreon 2.4 11

9 αURSTOenablesOmathematicallyOoptimalOshortereadOalignmentOforObigOdata 9

8 TheOgutsOofOobesitysOprogressOandOchallengesOinOlinkingOgutOmicrobesOtoOobesityfODiscoverynMedicinedO
2015dOirdOqieq 2.5 8

7 αacterialOcommunityOstructureOandOfunctionOdistinguishOgutOsitesOinOcaptiveOredeshankedOdoucsO
WPygathrixOnemaeusafOAmericannJournalnofnPrimatologydO2019dOqidOekkrpp 2.5 6

6 HigheThroughputOShortOVariableORegionOSequencingOtoOzssessODiversityOinOFecalOSamplesOFromO
αirdsfOFrontiersninnMicrobiologydO2018dOrdOkkhi 5.7 5

5 CLOUDsOaOnoneparametricOdetectionOtestOforOmicrobiomeOoutliersfOMicrobiomedO2018dOodOilp 16.6 3

4 EvaluatingOtheOinformationOcontentOofOshallowOshotgunOmetagenomics 3

3 MoirlmOeOGutOMicrobialOMarkersOofOzrthritisOIncludingOInflammatoryOαowelODiseaseOzssociatedO
zrthropathyfOGastroenterologydO2018dOinmdOSeqno 13.3 3

2 WildOprimateOmicrobiomesOpreventOweightOgainOinOgermefreeOmicefOAnimalnMicrobiomedO2020dOkdOio 4.1 2

1 zssociationsOαetweenONutritiondOGutOMicrobiomedOandOHealthOinOzONovelONonhumanOPrimateOModel 1

List of Publications

3


