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i Paper IF Citations

220 NordqquaYLaLNordicLsenterLofLuxcellenceLtoLdevelopLanLalgaeZbasedLphotosyntheticLproductionL
platform[LPhysiologiaePlantarumYL2021YLagcYLe`gZeac 4.6 2

219 rioinspiredLvunctionallyLwradedLsompositeLqssembledLUsingLselluloseLNanocrystalsLandL
weneticallyLungineeredLProteinsLwithLsontrolledLriomineralization[LAdvancedeMaterialsYL2021YLccYLeba`bfeh24 5

218 sontrollableLcoacervationLofLrecombinantlyLproducedLspiderLsilkLproteinLusingLkosmotropicLsalts[L
JournaleofeColloideandeInterfaceeScienceYL2020YLef`YLadiZaf` 9.3 4

217 uvaluationLofLsyntheticLformaldehydeLandLmethanolLassimilationLpathwaysLin[LFungaleBiologyeande
BiotechnologyYL2019YLfYLbg 7.5 9

216 soacervationLofLresilinLfusionLproteinsLcontainingLterminalLfunctionalities[LColloidseandeSurfaceseB:e
BiointerfacesYL2018YLagaYLei`Zeif 6 6

215 qLuniversalLgeneLexpressionLsystemLforLfungi[LNucleiceAcidseResearchYL2018YLdfYLeaaa 20.1 41

214 PhaseLtransitionsLasLintermediateLstepsLinLtheLformationLofLmolecularlyLengineeredLproteinLfibers[L
CommunicationseBiologyYL2018YLaYLhf 6.7 31

213 YeastLasLaLtoolLtoLexpressLsugarLacidLtransportersLwithLbiotechnologicalLinterest[LFEMSeYeaste
ResearchYL2017YLagYL 3.1 9

212 ulasticLandLpxZResponsiveLxybridLynterfacesLsreatedLwithLungineeredLResilinLandLNanocellulose[L
BiomacromoleculesYL2017YLahYLahffZahgc 6.9 15

211 TheLsrystalLStructureLofLaLracterialLlZqrabinonateLtehydrataseLsontainsLaL[bveZbS]Lsluster[LACSe
ChemicaleBiologyYL2017YLabYLaiaiZaibg 4.9 19

210 ProductionLofLethyleneLglycolLorLglycolicLacidLfromLtZxyloseLinLSaccharomycesLcerevisiae[LAppliede
MicrobiologyeandeBiotechnologyYL2017YLa`aYLhaeaZhafc 5.7 43

209 SingleZMoleculeLvorceLSpectroscopyLStudyLonLModularLResilinLvusionLProtein[LACSeOmegaYL2017YLbYLfi`fZfiae3.9 8

208
qLdesignZbuildZtestLcycleLusingLmodelingLandLexperimentsLrevealsLinterdependenciesLbetweenL
upperLglycolysisLandLxyloseLuptakeLinLrecombinantLandLimprovesLpredictiveLcapabilitiesLofL
largeZscaleLkineticLmodels[LBiotechnologyeforeBiofuelsYL2017YLa`YLaff

7.8 22

207 XyloseZinducedLdynamicLeffectsLonLmetabolismLandLgeneLexpressionLinLengineeredLSaccharomycesL
cerevisiaeLinLanaerobicLglucoseZxyloseLcultures[LAppliedeMicrobiologyeandeBiotechnologyYL2016YLa``YLifiZhe5.7 21

206 ProductionLandLapplicationsLofLcarbohydrateZderivedLsugarLacidsLasLgenericLbiobasedLchemicals[L
CriticaleReviewseineBiotechnologyYL2016YLcfYLi`dZaf 9.4 53

205 sharacterizationLofLaLuniqueLsaulobacterLcrescentusLaldoseZaldoseLoxidoreductaseLhavingLdualL
activities[LAppliedeMicrobiologyeandeBiotechnologyYL2016YLa``YLfgcZhe 5.7 3

204 SyntheticLTranscriptionLqmplifierLSystemLforLOrthogonalLsontrolLofLweneLuxpressionLinL
SaccharomycesLcerevisiae[LPLoSeONEYL2016YLaaYLe`adhcb` 3.7 25
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203 MachineL}earningLofLProteinLynteractionsLinLvungalLSecretoryLPathways[LPLoSeONEYL2016YLaaYLe`aeic`b 3.7 4

202 wenomeLwideLanalysisLofLproteinLproductionLloadLinLTrichodermaLreesei[LBiotechnologyeforeBiofuelsYL
2016YLiYLacb 7.8 16

201 WholeZgenomeLmetabolicLmodelLofLbuiltLbyLcomparativeLreconstruction[LBiotechnologyeforeBiofuelsYL
2016YLiYLbeb 7.8 13

200 sharacterizationLandLmutagenesisLofLtwoLnovelLironZsulphurLclusterLpentonateLdehydratases[L
AppliedeMicrobiologyeandeBiotechnologyYL2016YLa``YLgediZfc 5.7 22

199 SwolleninLfromLTrichodermaLreeseiLexhibitsLhydrolyticLactivityLagainstLcellulosicLsubstratesLwithL
featuresLofLbothLendoglucanasesLandLcellobiohydrolases[LBioresourceeTechnologyYL2015YLahaYLa`eZac 11 60

198 OverexpressionLofLPqtaLandLvtsaLresultsLinLsignificantLcinnamicLacidLdecarboxylaseLactivityLinL
SaccharomycesLcerevisiae[LAMBeExpressYL2015YLeYLab 4.1 38

197
TheLuseLofLcarbohydrateLbindingLmodulesLUsrMsVLtoLmonitorLchangesLinLfragmentationLandL
celluloseLfiberLsurfaceLmorphologyLduringLcellulaseZLandLSwolleninZinducedLdeconstructionLofL
lignocellulosicLsubstrates[LJournaleofeBiologicaleChemistryYL2015YLbi`YLbichZde

5.4 33

196 MetabolicLengineeringLofLtheLfungalLtZgalacturonateLpathwayLforL}ZascorbicLacidLproduction[L
MicrobialeCelleFactoriesYL2015YLadYLb 6.4 33

195 qLnovelLaldoseZaldoseLoxidoreductaseLforLcoZproductionLofLtZxylonateLandLxylitolLfromLtZxyloseL
withLSaccharomycesLcerevisiae[LAppliedeMicrobiologyeandeBiotechnologyYL2015YLiiYLidciZdg 5.7 15

194 sapillaryLelectrophoresisLwithLlaserZinducedLfluorescenceLdetectionLforLstudyingLaminoLacidLuptakeL
byLyeastLduringLbeerLfermentation[LTalantaYL2015YLacaYLcffZga 6.2 26

193 StructureLandLfunctionLofLsaulobacterLcrescentusLaldoseZaldoseLoxidoreductase[LBiochemicale
JournalYL2015YLdgbYLbigZc`g 3.8 9

192 unablingL}owLsostLriopharmaceuticalsjLqLSystematicLqpproachLtoLteleteLProteasesLfromLaL
WellZ{nownLProteinLProductionLxostLTrichodermaLreesei[LPLoSeONEYL2015YLa`YLe`acdgbc 3.7 45

191 yntegrationLofLtranscriptionLandLfluxLdataLrevealsLmolecularLpathsLassociatedLwithLdifferencesLinL
oxygenZdependentLphenotypesLofLSaccharomycesLcerevisiae[LBMCeSystemseBiologyYL2014YLhYLaf 3.5 2

190 ScreeningLofLcandidateLregulatorsLforLcellulaseLandLhemicellulaseLproductionLinLTrichodermaLreeseiL
andLidentificationLofLaLfactorLessentialLforLcellulaseLproduction[LBiotechnologyeforeBiofuelsYL2014YLgYLad 7.8 158

189 MolecularLandLfunctionalLcharacterizationLofLanLinvertaseLsecretedLbyLqshbyaLgossypii[LMoleculare
BiotechnologyYL2014YLefYLebdZcd 3 15

188 SingleLcellLandLinLvivoLanalysesLelucidateLtheLeffectLofLxylsLlactonaseLduringLproductionLofL
tZxylonateLinLSaccharomycesLcerevisiae[LMetaboliceEngineeringYL2014YLbeYLbchZdg 9.7 21

187 yntracellularLpxLresponsesLinLtheLindustriallyLimportantLfungusLTrichodermaLreesei[LFungaleGeneticse
andeBiologyYL2014YLg`YLhfZic 3.9 7

186 }ZlacticLacidLproductionLfromLtZxyloseLwithLsandidaLsonorensisLexpressingLaLheterologousLlactateL
dehydrogenaseLencodingLgene[LMicrobialeCelleFactoriesYL2014YLacYLa`g 6.4 19

(2014-2016)
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185 ungineeringLchimericLthermostableLwxgLcellobiohydrolasesLinLSaccharomycesLcerevisiae[LAppliede
MicrobiologyeandeBiotechnologyYL2014YLihYLbiiaZc``a 5.7 30

184 sategorisationLofLsugarLacidLdehydratasesLinLqspergillusLniger[LFungaleGeneticseandeBiologyYL2014YL
fdYLfgZgb 3.9 11

183 StructureLandLfunctionLofLaLdecarboxylatingLqgrobacteriumLtumefaciensLketoZdeoxyZdZgalactarateL
dehydratase[LBiochemistryYL2014YLecYLh`ebZf` 3.2 8

182 somparativeLgenomeZscaleLreconstructionLofLgaplessLmetabolicLnetworksLforLpresentLandLancestralL
species[LPLoSeComputationaleBiologyYL2014YLa`YLea``cdfe 5 59

181 TheLdiverseLroleLofLPdrabLinLresistanceLtoLweakLorganicLacids[LYeastYL2014YLcaYLbaiZcb 3.4 30

180
}Zarabinose]tZgalactoseLaZdehydrogenaseLofLRhizobiumLleguminosarumLbv[LtrifoliiLcharacterisedL
andLappliedLforLbioconversionLofL}ZarabinoseLtoL}ZarabonateLwithLSaccharomycesLcerevisiae[LAppliede
MicrobiologyeandeBiotechnologyYL2014YLihYLifecZfe

5.7 11

179 ynvestigationLofLproteinLsecretionLandLsecretionLstressLinLqshbyaLgossypii[LBMCeGenomicsYL2014YLaeYLaacg4.5 8

178 TranscriptomeLofLSaccharomycesLcerevisiaeLduringLproductionLofLtZxylonate[LBMCeGenomicsYL2014YL
aeYLgfc 4.5 4

177 qnaerobicLsarbonLMetabolismLofLSaccharomycesLcerevisiaeL2014YLegZhb 3

176 ProductionLofL}ZlacticLacidLbyLtheLyeastLsandidaLsonorensisLexpressingLheterologousLbacterialLandL
fungalLlactateLdehydrogenases[LMicrobialeCelleFactoriesYL2013YLabYLec 6.4 36

175 wlycolicLacidLproductionLinLtheLengineeredLyeastsLSaccharomycesLcerevisiaeLandL{luyveromycesL
lactis[LMicrobialeCelleFactoriesYL2013YLabYLhb 6.4 84

174 OnlineLcapillaryLelectrophoresisLforLmonitoringLcarboxylicLacidLproductionLbyLyeastLduringL
bioreactorLcultivations[LAnalyticaleChemistryYL2013YLheYLig`eZab 7.8 14

173 }owLpxLtZxylonateLproductionLwithLPichiaLkudriavzevii[LBioresourceeTechnologyYL2013YLaccYLeeeZfb 11 57

172 sharacterizationLofLtheLqshbyaLgossypiiLsecretedLNZglycomeLandLgenomicLinsightsLintoLitsL
NZglycosylationLpathway[LCarbohydrateeResearchYL2013YLchaYLaiZbg 2.9 12

171 SwolleninLaidsLinLtheLamorphogenesisLstepLduringLtheLenzymaticLhydrolysisLofLpretreatedLbiomass[L
BioresourceeTechnologyYL2013YLadbYLdihZe`c 11 83

170 XylanaseLXYNLyVLfromLTrichodermaLreeseiLshowingLexoZLandLendoZxylanaseLactivity[LFEBSeJournalYL
2013YLbh`YLbheZc`a 5.7 58

169 sapillaryLelectrophoresisLforLtheLmonitoringLofLphenolicLcompoundsLinLbioprocesses[LJournaleofe
ChromatographyeAYL2013YLabghYLageZh` 4.5 12

168 SingleZcellLmeasurementsLofLenzymeLlevelsLasLaLpredictiveLtoolLforLcellularLfatesLduringLorganicLacidL
production[LAppliedeandeEnvironmentaleMicrobiologyYL2013YLgiYLgefiZhb 4.8 5
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167 YeastLoligoZmediatedLgenomeLengineeringLUYOwuV[LACSeSyntheticeBiologyYL2013YLbYLgdaZi 5.7 116

166 NoninvasiveLhighZthroughputLsingleZcellLanalysisLofLtheLintracellularLpxLofLSaccharomycesL
cerevisiaeLbyLratiometricLflowLcytometry[LAppliedeandeEnvironmentaleMicrobiologyYL2013YLgiYLgagiZhg 4.8 28

165 RandomLandLdirectLmutagenesisLtoLenhanceLproteinLsecretionLinLqshbyaLgossypii[LBioengineeredYL
2013YLdYLcbbZca 5.7 19

164 tynamicLfluxLbalanceLanalysisLofLtheLmetabolismLofLSaccharomycesLcerevisiaeLduringLtheLshiftLfromL
fullyLrespirativeLorLrespirofermentativeLmetabolicLstatesLtoLanaerobiosis[LFEBSeJournalYL2012YLbgiYLccchZed5.7 23

163 MetabolicLengineeringLofLSaccharomycesLcerevisiaeLforLbioconversionLofLtZxyloseLtoLtZxylonate[L
MetaboliceEngineeringYL2012YLadYLdbgZcf 9.7 65

162 VisualizationLofLcellobiohydrolaseLyLfromLTrichodermaLreeseiLmovingLonLcrystallineLcelluloseLusingL
highZspeedLatomicLforceLmicroscopy[LMethodseineEnzymologyYL2012YLea`YLafiZhb 1.7 20

161 ydentificationLofLtheLgalactitolLdehydrogenaseYL}adrYLthatLisLpartLofLtheLoxidoZreductiveLtZgalactoseL
catabolicLpathwayLinLqspergillusLniger[LFungaleGeneticseandeBiologyYL2012YLdiYLaebZi 3.9 23

160 sharacterisationLofLtheLgeneLclusterLforLlZrhamnoseLcatabolismLinLtheLyeastLScheffersomycesL
UPichiaVLstipitis[LGeneYL2012YLdibYLaggZhe 3.8 25

159 }ipidLproductionLinLbatchLandLfedZbatchLculturesLofLRhodosporidiumLtoruloidesLfromLeLandLfLcarbonL
carbohydrates[LBMCeBiotechnologyYL2012YLabYLbf 3.5 96

158 ReZannotationLofLtheLsqZyLgenesLofLTrichodermaLreeseiLandLtranscriptionLinLtheLpresenceLofL
lignocellulosicLsubstrates[LMicrobialeCelleFactoriesYL2012YLaaYLacd 6.4 124

157 shallengesLinLenzymaticLhydrolysisLandLfermentationLofLpretreatedLqrundoLdonaxLrevealedLbyLaL
comparisonLbetweenLSxvLandLSSv[LProcesseBiochemistryYL2012YLdgYLadebZadei 4.8 73

156 MicrobialLtZxylonateLproduction[LAppliedeMicrobiologyeandeBiotechnologyYL2012YLifYLaZh 5.7 71

155 NutritionalLrequirementsLandLstrainLheterogeneityLinLqshbyaLgossypii[LJournaleofeBasiceMicrobiologyYL
2012YLebYLehbZi 2.7 13

154 SorbitolLdehydrogenaseLofLqspergillusLnigerYLSdhqYLisLpartLofLtheLoxidoZreductiveLtZgalactoseL
pathwayLandLessentialLforLtZsorbitolLcatabolism[LFEBSeLettersYL2012YLehfYLcghZhc 3.8 21

153 ungineeringLfilamentousLfungiLforLconversionLofLtZgalacturonicLacidLtoL}ZgalactonicLacid[LAppliede
andeEnvironmentaleMicrobiologyYL2012YLghYLhfgfZhc 4.8 42

152
sharacterizationLofLaLnovelLqgrobacteriumLtumefaciensLgalactarolactoneLcycloisomeraseLenzymeL
forLdirectLconversionLofLtZgalactarolactoneLtoLcZdeoxyZbZketoZ}ZthreoZhexarate[LJournaleofe
BiologicaleChemistryYL2012YLbhgYLagffbZagfga

5.4 25

151 xighLlevelLsecretionLofLcellobiohydrolasesLbyLSaccharomycesLcerevisiae[LBiotechnologyeforeBiofuelsYL
2011YLdYLc` 7.8 119

150 TrafficLjamsLreduceLhydrolyticLefficiencyLofLcellulaseLonLcelluloseLsurface[LScienceYL2011YLcccYLabgiZhb 33.3 439

(2011-2013)
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149 sloningLofLtwoLgenesLU}qTaYbVLencodingLspecificL}jLZarabinoseLtransportersLofLtheL}jLZarabinoseL
fermentingLyeastLqmbrosiozymaLmonospora[LAppliedeBiochemistryeandeBiotechnologyYL2011YLafdYLf`dZaa 3.2 25

148 TheLeffectsLofLdisruptionLofLphosphoglucoseLisomeraseLgeneLonLcarbonLutilisationLandLcellulaseL
productionLinLTrichodermaLreeseiLRutZsc`[LMicrobialeCelleFactoriesYL2011YLa`YLd` 6.4 12

147 sorrelationLofLgeneLexpressionLandLproteinLproductionLrateLZLaLsystemLwideLstudy[LBMCeGenomicsYL
2011YLabYLfaf 4.5 54

146 ynfluenceLofLgrowthLtemperatureLonLtheLproductionLofLantibodyLvabLfragmentsLinLdifferentL
microbesjLaLhostLcomparativeLanalysis[LBiotechnologyeProgressYL2011YLbgYLchZdf 2.8 37

145
TranscriptionalLresponsesLofLSaccharomycesLcerevisiaeLtoLshiftLfromLrespiratoryLandL
respirofermentativeLtoLfullyLfermentativeLmetabolism[LOMICSeAeJournaleofeIntegrativeeBiologyYL2011
YLaeYLdfaZgf

3.8 22

144
TransformationLsystemLforLxypocreaLjecorinaLUTrichodermaLreeseiVLthatLfavorsLhomologousL
integrationLandLemploysLreusableLbidirectionallyLselectableLmarkers[LAppliedeandeEnvironmentale
MicrobiologyYL2011YLggYLaadZba

4.8 119

143 rioconversionLofLdZxyloseLtoLdZxylonateLwithL{luyveromycesLlactis[LMetaboliceEngineeringYL2011YLacYLchcZia9.7 248

142 srystalLstructureLofLuronateLdehydrogenaseLfromLqgrobacteriumLtumefaciens[LJournaleofeBiologicale
ChemistryYL2011YLbhfYLbgbidZc`` 5.4 25

141 MetabolicLengineeringLofLfungalLstrainsLforLconversionLofLtZgalacturonateLtoLmesoZgalactarate[L
AppliedeandeEnvironmentaleMicrobiologyYL2010YLgfYLafiZge 4.8 58

140 ydentificationLofLanL}ZarabinoseLreductaseLgeneLinLqspergillusLnigerLandLitsLroleLinL}ZarabinoseL
catabolism[LJournaleofeBiologicaleChemistryYL2010YLbheYLbcfbbZh 5.4 36

139 tetectingLnovelLgenesLwithLsparseLarrays[LGeneYL2010YLdfgYLdaZea 3.8 11

138 yntegratedLmultilaboratoryLsystemsLbiologyLrevealsLdifferencesLinLproteinLmetabolismLbetweenL
twoLreferenceLyeastLstrains[LNatureeCommunicationsYL2010YLaYLade 17.4 78

137 unhancingLtheLfluxLofLtZglucoseLtoLtheLpentoseLphosphateLpathwayLinLSaccharomycesLcerevisiaeLforL
theLproductionLofLtZriboseLandLribitol[LAppliedeMicrobiologyeandeBiotechnologyYL2010YLheYLgcaZi 5.7 19

136 ydentificationLinLqgrobacteriumLtumefaciensLofLtheLtZgalacturonicLacidLdehydrogenaseLgene[L
AppliedeMicrobiologyeandeBiotechnologyYL2010YLhfYLi`aZi 5.7 39

135 uxpressionLofLTrichodermaLreeseiLcellulasesLsrxyLandLuwyLinLqshbyaLgossypii[LAppliedeMicrobiologye
andeBiotechnologyYL2010YLhgYLadcgZdf 5.7 31

134 SaccharomycesLcerevisiaeLengineeredLtoLproduceLtZxylonate[LAppliedeMicrobiologyeande
BiotechnologyYL2010YLhhYLgeaZf` 5.7 252

133 qrrayLcomparativeLgenomicLhybridizationLanalysisLofLTrichodermaLreeseiLstrainsLwithLenhancedL
cellulaseLproductionLproperties[LBMCeGenomicsYL2010YLaaYLdda 4.5 68

132 TheLTtrueTL}ZxyluloseLreductaseLofLfilamentousLfungiLidentifiedLinLqspergillusLniger[LFEBSeLettersYL
2010YLehdYLced`Zd 3.8 24
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131 sapillaryLelectrophoresisLforLtheLmonitoringLofLcarboxylicLacidLproductionLbyLwluconobacterL
oxydans[LJournaleofeChromatographyeAYL2010YLabagYLaecgZdb 4.5 31

130 rioconversionLofLtZgalacturonateLtoLketoZdeoxyZ}ZgalactonateLUcZdeoxyZ}ZthreoZhexZbZulosonateVL
usingLfilamentousLfungi[LBMCeBiotechnologyYL2010YLa`YLfc 3.5 19

129 weneticLmodificationLofLcarbonLcataboliteLrepressionLinLTrichodermaLreeseiLforLimprovedLproteinL
production[LAppliedeandeEnvironmentaleMicrobiologyYL2009YLgeYLdhecZf` 4.8 145

128 xighLspeedLatomicLforceLmicroscopyLvisualizesLprocessiveLmovementLofLTrichodermaLreeseiL
cellobiohydrolaseLyLonLcrystallineLcellulose[LJournaleofeBiologicaleChemistryYL2009YLbhdYLcfahfZcfai` 5.4 214

127 }owLoxygenLlevelsLasLaLtriggerLforLenhancementLofLrespiratoryLmetabolismLinLSaccharomycesL
cerevisiae[LBMCeGenomicsYL2009YLa`YLdfa 4.5 43

126
acsZmetabolicLfluxLratioLandLnovelLcarbonLpathLanalysesLconfirmedLthatLTrichodermaLreeseiLusesL
primarilyLtheLrespirativeLpathwayLalsoLonLtheLpreferredLcarbonLsourceLglucose[LBMCeSystemseBiology
YL2009YLcYLa`d

3.5 18

125 qLconsensusLyeastLmetabolicLnetworkLreconstructionLobtainedLfromLaLcommunityLapproachLtoL
systemsLbiology[LNatureeBiotechnologyYL2008YLbfYLaaeeZf` 44.5 471

124 TranscriptionLofLhexoseLtransportersLofLSaccharomycesLcerevisiaeLisLaffectedLbyLchangeLinLoxygenL
provision[LBMCeMicrobiologyYL2008YLhYLec 4.5 24

123 OxygenLdependenceLofLmetabolicLfluxesLandLenergyLgenerationLofLSaccharomycesLcerevisiaeL
suN[P{aacZaq[LBMCeSystemseBiologyYL2008YLbYLf` 3.5 91

122 RegulationLofLxyloseLmetabolismLinLrecombinantLSaccharomycesLcerevisiae[LMicrobialeCelleFactoriesYL
2008YLgYLah 6.4 74

121 RoleLofLqcebLUqctivatorLofLsellulasesLbVLwithinLtheLxynbLtranscriptosomeLofLxypocreaLjecorina[L
FungaleGeneticseandeBiologyYL2008YLdeYLdcfZde 3.9 56

120
sentralLcarbonLmetabolismLofLSaccharomycesLcerevisiaeLinLanaerobicYLoxygenZlimitedLandLfullyL
aerobicLsteadyZstateLconditionsLandLfollowingLaLshiftLtoLanaerobicLconditions[LFEMSeYeasteResearchYL
2008YLhYLad`Zed

3.1 59

119 ydentificationLinLtheLyeastLPichiaLstipitisLofLtheLfirstL}ZrhamnoseZaZdehydrogenaseLgene[LFEBSe
JournalYL2008YLbgeYLbdhbZh 5.7 17

118 PhysiologicalLevaluationLofLtheLfilamentousLfungusLTrichodermaLreeseiLinLproductionLprocessesLbyL
markerLgeneLexpressionLanalysis[LBMCeBiotechnologyYL2007YLgYLbh 3.5 11

117 TheLORvLYN}bgdcLUwORaVLcodesLforLglyoxylateLreductaseLinLSaccharomycesLcerevisiae[LYeastYL2007YL
bdYLabiZcf 3.4 13

116 ydentificationLinLtheLmouldLxypocreaLjecorinaLofLaLgeneLencodingLanLNqtPUXVjLdZxyloseL
dehydrogenase[LFEMSeMicrobiologyeLettersYL2007YLbggYLbdiZec 2.9 230

115 tirectLidentificationLofLhydrophobinsLandLtheirLprocessingLinLTrichodermaLusingLintactZcellL
Mq}tyZTOvLMS[LFEBSeJournalYL2007YLbgdYLhdaZeb 5.7 45

114 MonitoringLofLtranscriptionalLregulationLinLPichiaLpastorisLunderLproteinLproductionLconditions[L
BMCeGenomicsYL2007YLhYLagi 4.5 96

(2007-2010)
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113 somparisonLofLproteinLcodingLgeneLcontentsLofLtheLfungalLphylaLPezizomycotinaLandL
Saccharomycotina[LBMCeGenomicsYL2007YLhYLcbe 4.5 38

112 XyloseLtransportLstudiesLwithLxyloseZutilizingLSaccharomycesLcerevisiaeLstrainsLexpressingL
heterologousLandLhomologousLpermeases[LAppliedeMicrobiologyeandeBiotechnologyYL2007YLgdYLa`daZeb 5.7 141

111
OverexpressionLofLanLendochitinaseLgeneLUThunZdbVLinLTrichodermaLatrovirideLforLincreasedL
productionLofLantifungalLenzymesLandLenhancedLantagonistLactionLagainstLpathogenicLfungi[L
AppliedeBiochemistryeandeBiotechnologyYL2007YLadbYLhaZid

3.2 24

110 TheLmissingLlinkLinLtheLfungalLtZgalacturonateLpathwayjLidentificationLofLtheL
}ZthreoZcZdeoxyZhexulosonateLaldolase[LJournaleofeBiologicaleChemistryYL2007YLbhbYLbfaieZb`a 5.4 41

109 SpatiallyLsegregatedLSNqRuLproteinLinteractionsLinLlivingLfungalLcells[LJournaleofeBiologicale
ChemistryYL2007YLbhbYLbbggeZhe 5.4 53

108 MetabolicLengineeringLofLSaccharomycesLcerevisiaeLforLconversionLofLtZglucoseLtoLxylitolLandLotherL
fiveZcarbonLsugarsLandLsugarLalcohols[LAppliedeandeEnvironmentaleMicrobiologyYL2007YLgcYLedgaZf 4.8 29

107 ufficientLproductionLofL}ZlacticLacidLfromLxyloseLbyLPichiaLstipitis[LAppliedeandeEnvironmentale
MicrobiologyYL2007YLgcYLaagZbc 4.8 109

106 TranscriptionalLmonitoringLofLsteadyLstateLandLeffectsLofLanaerobicLphasesLinLchemostatLculturesLofL
theLfilamentousLfungusLTrichodermaLreesei[LBMCeGenomicsYL2006YLgYLbdg 4.5 34

105 sommonLfeaturesLandLinterestingLdifferencesLinLtranscriptionalLresponsesLtoLsecretionLstressLinLtheL
fungiLTrichodermaLreeseiLandLSaccharomycesLcerevisiae[LBMCeGenomicsYL2006YLgYLcb 4.5 75

104 TranscriptionalLregulationLofLxynaYLencodingLxylanaseLyYLinLxypocreaLjecorina[LEukaryoticeCellYL2006YL
eYLddgZef 116

103 ynteractionLandLcomparisonLofLaLclassLyLhydrophobinLfromLSchizophyllumLcommuneLandLclassLyyL
hydrophobinsLfromLTrichodermaLreesei[LBiomacromoleculesYL2006YLgYLabieZc`a 6.9 121

102
RapidLandLmultiplexedLtranscriptLanalysisLofLmicrobialLculturesLusingLcapillaryL
electophoresisZdetectableLoligonucleotideLprobeLpools[LJournaleofeMicrobiologicaleMethodsYL2006YL
feYLd`dZaf

2.8 35

101 unzymesLforLtheLNqtPxZdependentLreductionLofLdihydroxyacetoneLandLtZglyceraldehydeLandL
}ZglyceraldehydeLinLtheLmouldLxypocreaLjecorina[LFEBSeJournalYL2006YLbgcYLdbbiZce 5.7 33

100 }ZgalactonateLdehydrataseLisLpartLofLtheLfungalLpathLforLtZgalacturonicLacidLcatabolism[LMoleculare
MicrobiologyYL2006YLfaYLa`f`Zh 4.1 37

99 uxpressionLofLVitreoscillaLhemoglobinLimprovesLtheLmetabolismLofLxyloseLinLrecombinantLyeastL
SaccharomycesLcerevisiaeLunderLlowLoxygenLconditions[LEnzymeeandeMicrobialeTechnologyYL2006YLciYLfZad3.8 28

98 weneticLungineeringLofLS[LcerevisiaeLforLPentoseLUtilization[LACSeSymposiumeSeriesYL2006YLahdZaib 0.4

97 TranscriptionLanalysisLofLrecombinantLsaccharomycesLcerevisiaeLrevealsLnovelLresponsesLtoLxylose[L
AppliedeBiochemistryeandeBiotechnologyYL2006YLabhYLbcgZfa 3.2 42

96 xeterologousLweneLuxpressionLinLvilamentousLvungijLqLxolisticLView[LAppliedeMycologyeande
BiotechnologyYL2005YLeYLbaaZbcg 6
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95 ydentificationLinLtheLmoldLxypocreaLjecorinaLofLtheLfirstLfungalLtZgalacturonicLacidLreductase[L
BiochemistryYL2005YLddYLaabcdZd` 3.2 40

94 TheLTrichodermaLreeseiLhydrophobinLgenesLhfbaLandLhfbbLhaveLdiverseLfunctionsLinLfungalL
development[LFEMSeMicrobiologyeLettersYL2005YLbecYLbhaZh 2.9 67

93 TranscriptionalLregulationLofLplantLcellLwallLdegradationLbyLfilamentousLfungi[LFEMSeMicrobiologye
ReviewsYL2005YLbiYLgaiZci 15.1 374

92
ProteinLproductionLandLinductionLofLtheLunfoldedLproteinLresponseLinLTrichodermaLreeseiLstrainL
RutZsc`LandLitsLtransformantLexpressingLendoglucanaseLyLwithLaLhydrophobicLtag[LBiotechnologye
andeBioengineeringYL2005YLhiYLcceZdd

4.9 32

91
XyloseLchemostatLisolatesLofLSaccharomycesLcerevisiaeLshowLalteredLmetaboliteLandLenzymeLlevelsL
comparedLwithLxyloseYLglucoseYLandLethanolLmetabolismLofLtheLoriginalLstrain[LAppliedeMicrobiologye
andeBiotechnologyYL2005YLfgYLhbgZcg

5.7 250

90 xydrophobinsjLtheLproteinZamphiphilesLofLfilamentousLfungi[LFEMSeMicrobiologyeReviewsYL2005YLbiYLhggZif15.1 453

89 OptimizationLofLctNqZqv}PLexperimentsLusingLgenomicLsequenceLdata[LBioinformaticsYL2005YLbaYLbegcZi7.2 17

88
sloningLandLcharacterizationLofLtheLglucosidaseLyyLalphaLsubunitLgeneLofLTrichodermaLreeseijLaL
frameshiftLmutationLresultsLinLtheLaberrantLglycosylationLprofileLofLtheLhypercellulolyticLstrainL
RutZsc`[LAppliedeandeEnvironmentaleMicrobiologyYL2005YLgaYLbia`Zbd

4.8 57

87 TheLeffectLofLspecificLgrowthLrateLonLproteinLsynthesisLandLsecretionLinLtheLfilamentousLfungusL
TrichodermaLreesei[LMicrobiologyemUnitedeKingdomnYL2005YLaeaYLaceZadc 2.9 83

86 RoleLofLtheLbgaaZencodedLextracellularL{beta}ZgalactosidaseLofLxypocreaLjecorinaLinLcellulaseL
inductionLbyLlactose[LAppliedeandeEnvironmentaleMicrobiologyYL2005YLgaYLheaZg 4.8 52

85
sharacterizationLofLsecretoryLgenesLypta]yptqLandLnsfa]nsfqLfromLtwoLfilamentousLfungijL
inductionLofLsecretoryLpathwayLgenesLofLTrichodermaLreeseiLunderLsecretionLstressLconditions[L
AppliedeandeEnvironmentaleMicrobiologyYL2004YLg`YLdeiZfg

4.8 28

84 undogenousLxyloseLpathwayLinLSaccharomycesLcerevisiae[LAppliedeandeEnvironmentaleMicrobiologyYL
2004YLg`YLcfhaZf 4.8 93

83 qLnovelLNqtxZlinkedLlZxyluloseLreductaseLinLtheLlZarabinoseLcatabolicLpathwayLofLyeast[LJournaleofe
BiologicaleChemistryYL2004YLbgiYLadgdfZea 5.4 55

82 undoplasmicLreticulumLstressLleadsLtoLtheLselectiveLtranscriptionalLdownregulationLofLtheL
glucoamylaseLgeneLinLqspergillusLniger[LMoleculareMicrobiologyYL2004YLecYLagcaZdb 4.1 65

81 }argeZscaleLseparationLandLproductionLofLengineeredLproteinsYLdesignedLforLfacilitatedLrecoveryLinL
detergentZbasedLaqueousLtwoZphaseLextractionLsystems[LProcesseBiochemistryYL2004YLciYLhhiZhif 4.8 69

80 PurificationYLcrystallizationLandLpreliminaryLXZrayLdiffractionLanalysisLofLtheLTrichodermaLreeseiL
hydrophobinLxvry[LActaeCrystallographicaeSectioneD:eBiologicaleCrystallographyYL2004YLf`YLai`cZe 7

79 qtomicLresolutionLstructureLofLtheLxvryyLhydrophobinYLaLselfZassemblingLamphiphile[LJournaleofe
BiologicaleChemistryYL2004YLbgiYLecdZi 5.4 191

78
uxpressionLinLTrichodermaLreeseiLandLcharacterisationLofLaLthermostableLfamilyLcLbetaZglucosidaseL
fromLtheLmoderatelyLthermophilicLfungusLTalaromycesLemersonii[LProteineExpressioneande
PurificationYL2004YLchYLbdhZeg

2 134
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77 ufficientLpurificationLofLrecombinantLproteinsLusingLhydrophobinsLasLtagsLinLsurfactantZbasedL
twoZphaseLsystems[LBiochemistryYL2004YLdcYLaahgcZhb 3.2 101

76
OverexpressionLofLtheLgeneLencodingLwTPjmannoseZaZphosphateLguanyltransferaseYLmpgaYL
increasesLcellularLwtPZmannoseLlevelsLandLproteinLmannosylationLinLTrichodermaLreesei[LAppliede
andeEnvironmentaleMicrobiologyYL2003YLfiYLdchcZi

4.8 21

75
TheLeffectsLofLdrugsLinhibitingLproteinLsecretionLinLtheLfilamentousLfungusLTrichodermaLreesei[L
uvidenceLforLdownZregulationLofLgenesLthatLencodeLsecretedLproteinsLinLtheLstressedLcells[LJournale
ofeBiologicaleChemistryYL2003YLbghYLde`aaZb`

5.4 113

74 ctNqLencodingLproteinLOZmannosyltransferaseLfromLtheLfilamentousLfungusLTrichodermaLreeseikL
functionalLequivalenceLtoLSaccharomycesLcerevisiaeLPMTb[LCurrenteGeneticsYL2003YLdcYLaaZf 2.9 16

73 MetabolicLfluxLanalysisLofLxyloseLmetabolismLinLrecombinantLSaccharomycesLcerevisiaeLusingL
continuousLculture[LMetaboliceEngineeringYL2003YLeYLafZca 9.7 90

72 qctivationLmechanismsLofLtheLxqsaZmediatedLunfoldedLproteinLresponseLinLfilamentousLfungi[L
MoleculareMicrobiologyYL2003YLdgYLaadiZfa 4.1 112

71 ProteomeLanalysisLofLrecombinantLxyloseZfermentingLSaccharomycesLcerevisiae[LYeastYL2003YLb`YLbieZcad3.4 46

70 ProductionLofLethanolLfromL}ZarabinoseLbyLSaccharomycesLcerevisiaeLcontainingLaLfungalL
}ZarabinoseLpathway[LFEMSeYeasteResearchYL2003YLcYLaheZi 3.1 89

69
uffectsLofLinactivationLandLconstitutiveLexpressionLofLtheLunfoldedZLproteinLresponseLpathwayLonL
proteinLproductionLinLtheLyeastLSaccharomycesLcerevisiae[LAppliedeandeEnvironmentaleMicrobiologyYL
2003YLfiYLb`feZgb

4.8 141

68 StructuralLhierarchyLinLmolecularLfilmsLofLtwoLclassLyyLhydrophobins[LBiochemistryYL2003YLdbYLebecZh 3.2 109

67 ymprovementLofLforeignZproteinLproductionLinLqspergillusLnigerLvar[LawamoriLbyLconstitutiveL
inductionLofLtheLunfoldedZproteinLresponse[LAppliedeandeEnvironmentaleMicrobiologyYL2003YLfiYLfigiZhf 4.8 96

66 qsuyLofLTrichodermaLreeseiLisLaLrepressorLofLcellulaseLandLxylanaseLexpression[LAppliedeande
EnvironmentaleMicrobiologyYL2003YLfiYLefZfe 4.8 208

65 ungineeringLredoxLcofactorLregenerationLforLimprovedLpentoseLfermentationLinLSaccharomycesL
cerevisiae[LAppliedeandeEnvironmentaleMicrobiologyYL2003YLfiYLehibZg 4.8 167

64 SurfaceLadhesionLofLfusionLproteinsLcontainingLtheLhydrophobinsLxvryLandLxvryyLfromLTrichodermaL
reesei[LProteineScienceYL2002YLaaYLbbegZff 6.3 99

63 sharacterisationLofLtwoLadZcZcLgenesLfromLTrichodermaLreeseijLinteractionsLwithLyeastLsecretoryL
pathwayLcomponents[LBiochimicaeEteBiophysicaeActaeseMoleculareCelleResearchYL2002YLaei`YLbgZd` 4.9 19

62 PrimaryLrecoveryLofLaLgeneticallyLengineeredLTrichodermaLreeseiLendoglucanaseLyLUselLgrVLfusionL
proteinLinLcloudLpointLextractionLsystems[LBiotechnologyeandeBioengineeringYL2002YLghYLcheZid 4.9 9

61 SwolleninYLaLTrichodermaLreeseiLproteinLwithLsequenceLsimilarityLtoLtheLplantLexpansinsYLexhibitsL
disruptionLactivityLonLcellulosicLmaterials[LFEBSeJournalYL2002YLbfiYLdb`bZaa 320

60
uxtractionLofLendoglucanaseLyLUseagrVLfusionLproteinsLfromLTrichodermaLreeseiLcultureLfiltrateLinLaL
polyUethyleneLglycolVZphosphateLaqueousLtwoZphaseLsystem[LJournaleofeChromatographyeAYL2002YL
idcYLeeZfb

4.5 9
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59 uxpressionLofLaLfungalLhydrophobinLinLtheLSaccharomycesLcerevisiaeLcellLwalljLeffectLonLcellLsurfaceL
propertiesLandLimmobilization[LAppliedeandeEnvironmentaleMicrobiologyYL2002YLfhYLccheZia 4.8 29

58 TheLmissingLlinkLinLtheLfungalL}ZarabinoseLcatabolicLpathwayYLidentificationLofLtheL}ZxyluloseL
reductaseLgene[LBiochemistryYL2002YLdaYLfdcbZg 3.2 76

57 ydentificationLofLtheLfirstLfungalLNqtPZwqPtxLfromL{luyveromycesLlactis[LBiochemistryYL2002YLdaYLachccZh3.2 51

56 unzymaticLpropertiesLandLintracellularLlocalizationLofLtheLnovelLTrichodermaLreeseiL
betaZglucosidaseLrw}yyLUcelaqV[LAppliedeandeEnvironmentaleMicrobiologyYL2002YLfhYLdedfZec 4.8 122

55
qLnovelLtwoZstepLextractionLmethodLwithLdetergent]polymerLsystemsLforLprimaryLrecoveryLofLtheL
fusionLproteinLendoglucanaseLyZhydrophobinLy[LBiochimicaeEteBiophysicaeActaeseGeneraleSubjectsYL2002
YLaefiYLaciZe`

4 41

54 ynteractionsLofLtheLTrichodermaLreeseiLrhocLwithLtheLsecretoryLpathwayLinLyeastLandLT[Lreesei[L
MoleculareMicrobiologyYL2001YLdbYLacdiZfa 4.1 14

53 TrichodermaLreeseiLrhocLaLhomologueLofLyeastLRx`cLsuppressesLtheLgrowthLdefectLofLyeastL
secaeZaLmutation[LCurrenteGeneticsYL2001YLd`YLaaiZbg 2.9 10

52 xomologousLexpressionLandLcharacterizationLofLselfaqLUuwLyVVLofLTrichodermaLreesei[LFEBSeJournal
YL2001YLbfhYLfdihZe`g 102

51
UseLofLmatrixZassistedLlaserLdesorption]ionizationLtimeZofZflightLmassLmappingLandLnanosprayL
liquidLchromatography]electrosprayLionizationLtandemLmassLspectrometryLsequenceLtagLanalysisL
forLhighLsensitivityLidentificationLofLyeastLproteinsLseparatedLbyLtwoZdimensionalLgelL
electrophoresis[LRapideCommunicationseineMasseSpectrometryYL2001YLaeYLafheZib

2.2 39

50 sonversionLofLxyloseLtoLethanolLbyLrecombinantLSaccharomycesLcerevisiaejLimportanceLofL
xylulokinaseLUX{SaVLandLoxygenLavailability[LMetaboliceEngineeringYL2001YLcYLbcfZdi 9.7 191

49 ParametersLinfluencingLproteinLextractionLforLwholeLbrothsLinLdetergentLbasedLaqueousLtwoZphaseL
systems[LBioseparationYL2001YLa`YLbbiZcf 11

48 qsuyyYLaLnovelLtranscriptionalLactivatorLinvolvedLinLregulationLofLcellulaseLandLxylanaseLgenesLofL
TrichodermaLreesei[LJournaleofeBiologicaleChemistryYL2001YLbgfYLbdc`iZad 5.4 243

47 sloningLandLexpressionLofLaLfungalL}ZarabinitolLdZdehydrogenaseLgene[LJournaleofeBiologicale
ChemistryYL2001YLbgfYLd`fcaZg 5.4 76

46 TheLhydrophobinsLxvryLandLxvryyLfromLTrichodermaLreeseiLshowingLefficientLinteractionsLwithL
nonionicLsurfactantsLinLaqueousLtwoZphaseLsystems[LBiomacromoleculesYL2001YLbYLeaaZg 6.9 122

45 TheLthreeZdimensionalLstructureLofLaLTrichodermaLreeseiLbetaZmannanaseLfromLglycosideLhydrolaseL
familyLe[LActaeCrystallographicaeSectioneD:eBiologicaleCrystallographyYL2000YLefYLcZac 80

44 MetabolicLengineeringLapplicationsLtoLrenewableLresourceLutilization[LCurrenteOpinioneine
BiotechnologyYL2000YLaaYLahgZih 11.4 350

43 TheLroleLofLxylulokinaseLinLSaccharomycesLcerevisiaeLxyluloseLcatabolism[LFEMSeMicrobiologyeLetters
YL2000YLai`YLciZdc 2.9 77

42
ysolationLofLtheLaceaLgeneLencodingLaLsysUbVZxisUbVLtranscriptionLfactorLinvolvedLinLregulationLofL
activityLofLtheLcellulaseLpromoterLcbhaLofLTrichodermaLreesei[LJournaleofeBiologicaleChemistryYL2000YL
bgeYLehagZbe

5.4 152

(2000-2002)
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41 MolecularLcloningLandLenzymaticLcharacterizationLofLaLTrichodermaLreeseiL
aYbZalphaZtZmannosidase[LJournaleofeBiotechnologyYL2000YLggYLbeeZfc 3.7 52

40
MonitoringLtheLkineticsLofLglycoproteinLsynthesisLandLsecretionLinLtheLfilamentousLfungusL
TrichodermaLreeseijLcellobiohydrolaseLyLUsrxyVLasLaLmodelLprotein[LMicrobiologyemUnitedeKingdomnYL
2000YLadfLULPtLaVYLbbcZbcb

2.9 32

39
srystallizationLandLpreliminaryLXZrayLcrystallographicLanalysisLofLaLTrichodermaLreeseiL
betaZmannanaseLfromLglycosideLhydrolaseLfamilyLe[LActaeCrystallographicaeSectioneD:eBiologicale
CrystallographyYL1999YLeeYLa`ehZf`

1

38 ydentificationLandLquantitationLofLphosphorusLmetabolitesLinLyeastLneutralLpxLextractsLbyLnuclearL
magneticLresonanceLspectroscopy[LAnalyticaleBiochemistryYL1999YLbgbYLgaZi 3.1 30

37 ynLvivoLsynthesisLofLcomplexLNZglycansLbyLexpressionLofLhumanLNZacetylglucosaminyltransferaseLyLinL
theLfilamentousLfungusLTrichodermaLreesei[LFEBSeLettersYL1999YLdebYLcfeZg` 3.8 33

36 uvidenceLthatLtheLgeneLY}R`g`cLofLSaccharomycesLcerevisiaeLencodesLaLxylitolLdehydrogenase[L
FEBSeLettersYL1999YLdegYLaceZh 3.8 74

35 ysolationLofLaLTrichodermaLreeseiLctNqLencodingLwTPjLaZtZmannoseZaZphosphateL
guanyltransferaseLinvolvedLinLearlyLstepsLofLproteinLglycosylation[LCurrenteGeneticsYL1998YLccYLddeZe` 2.9 13

34
RecentLadvancesLinLtheLmaltingLandLbrewingLindustryarasedLonLaLlectureLheldLatLtheLsymposiumL
‘riotechnologyLinLadvancedLfoodLandLfeedLprocessingTYLatLtheLhthLuuropeanLsongressLonL
riotechnologyLUusrhVLinLrudapestYLxungaryYLqugustLaiig[a[LJournaleofeBiotechnologyYL1998YLfeYLheZih

3.7 100

33 uxpressionLpatternsLofLtenLhemicellulaseLgenesLofLtheLfilamentousLfungusLTrichodermaLreeseiLonL
variousLcarbonLsources[LJournaleofeBiotechnologyYL1997YLegYLafgZagi 3.7 135

32 tifferentialLexpressionLofLtheLvegetativeLandLsporeZboundLhydrophobinsLofLTrichodermaL
reeseiZZcloningLandLcharacterizationLofLtheLhfbbLgene[LFEBSeJournalYL1997YLbdhYLdaeZbc 74

31 ctNqLcloningLofLaLTrichodermaLreeseiLcellulaseLandLdemonstrationLofLendoglucanaseLactivityLbyL
expressionLinLyeast[LFEBSeJournalYL1997YLbdiYLehdZia 138

30 }accaseLfromLtheLwhiteZrotLfungusLTrametesLversicolorjLctNqLcloningLofLlccaLandLexpressionLinL
PichiaLpastoris[LCurrenteGeneticsYL1997YLcbYLdbeZc` 2.9 119

29 UseLofLaLmodifiedLalcoholLdehydrogenaseYLqtxaYLpromoterLinLconstructionLofLdiacetylL
nonZproducingLbrewerTsLyeast[LJournaleofeBiotechnologyYL1996YLdiYLa`aZi 3.7 19

28 RedoxLbalancesLinLrecombinantLSaccharomycesLcerevisiae[LAnnalseofetheeNeweYorkeAcademyeofe
SciencesYL1996YLghbYLbhfZif 6.5 8

27 TheLalphaZglucuronidaseZencodingLgeneLofLTrichodermaLreesei[LGeneYL1996YLagbYLagaZb 3.8 23

26 weneticLandLbiochemicalLcharacterizationLofLtheLTrichodermaLreeseiLhydrophobinLxvry[LFEBSe
JournalYL1996YLbceYLbdhZee 80

25 ThreeLalphaZgalactosidaseLgenesLofLTrichodermaLreeseiLclonedLbyLexpressionLinLyeast[LFEBSeJournalYL
1996YLbd`YLa`dZaa 72

24 qcetylLxylanLesteraseLfromLTrichodermaLreeseiLcontainsLanLactiveZsiteLserineLresidueLandLaL
celluloseZbindingLdomain[LFEBSeJournalYL1996YLbcgYLeecZf` 76
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23 qLshortZchainLdehydrogenaseLgeneLfromLPichiaLstipitisLhavingLtZarabinitolLdehydrogenaseLactivity[L
YeastYL1995YLaaYLhciZdg 3.4 23

22 ProductionLofLrecombinantLproteinsLinLtheLfilamentousLfungusLTrichodermaLreesei[LCurrenteOpinione
ineBiotechnologyYL1995YLfYLecdZg 11.4 73

21 ProteinLproductionLbyLtheLfilamentousLfungusLTrichodermaLreeseijLsecretionLofLactiveLantibodyL
molecules[LCanadianeJournaleofeBotanyYL1995YLgcYLhheZhi` 4

20 MolecularLcloningLandLanalysisLofLtheLyeastLflocculationLgeneLv}Oa[LYeastYL1994YLa`YLbaaZbe 3.4 137

19 qLnovelYLsmallLendoglucanaseLgeneYLegleYLfromLTrichodermaLreeseiLisolatedLbyLexpressionLinLyeast[L
MoleculareMicrobiologyYL1994YLacYLbaiZbh 4.1 122

18 ufficientLproductionLofLantibodyLfragmentsLbyLtheLfilamentousLfungusLTrichodermaLreesei[LNaturee
BiotechnologyYL1993YLaaYLeiaZe 44.5 70

17 ysolationLofLTrichodermaLreeseiLgenesLhighlyLexpressedLonLglucoseZcontainingLmediajL
characterizationLofLtheLtefaLgeneLencodingLtranslationLelongationLfactorLaLalpha[LGeneYL1993YLacfYLcacZh3.8 46

16 uxpressionLandLcharacterisationLofLchymosinLpxLoptimaLmutantsLproducedLinLTrichodermaLreesei[L
JournaleofeBiotechnologyYL1993YLbhYLfiZhc 3.7 10

15 tualLrelationshipsLofLxylitolLandLalcoholLdehydrogenasesLinLfamiliesLofLtwoLproteinLtypes[LFEBSe
LettersYL1993YLcbdYLiZad 3.8 38

14 StructureYLfunctionYLandLgeneticsLofLcellulases[LBiotechnologyYL1992YLbaYLdagZde 13

13 SecretionLofLaLchymosinZinsulinLfusionLinLTrichodermaLreesei[LBiochemicaleSocietyeTransactionsYL1991
YLaiYLbdhS 5.1

12 ProteinLengineeringLofLtheLsurfaceLloopsLofLchymosin[LBiochemicaleSocietyeTransactionsYL1991YLaiYLbfeS 5.1 1

11 ModifyingLtheLsubstrateLspecificityLofLchymosin[LBiochemicaleSocietyeTransactionsYL1991YLaiYLbfgS 5.1 2

10 weneticLengineeringLofLTrichodermaLtoLproduceLstrainsLwithLnovelLcellulaseLprofiles[LEnzymeeande
MicrobialeTechnologyYL1991YLacYLbbgZcc 3.8 75

9 XylitolLproductionLbyLrecombinantLSaccharomycesLcerevisiae[LBioutechnologyYL1991YLiYLa`i`Ze 159

8 PilotLscaleLproductionLofLaLTrichodermaLreeseiLendoZbetaZglucanaseLbyLbrewerTsLyeast[LJournaleofe
BiotechnologyYL1991YLagYLaccZdf 3.7 17

7 ProteinLengineeringLofLchymosinLandLexpressionLinLTrichodermaLreesei[LBiochemicaleSocietye
TransactionsYL1991YLaiYLffcZf 5.1 7

6 unzymeLproductionLbyLrecombinantLTrichodermaLreeseiLstrains[LJournaleofeBiotechnologyYL1991YLagYLceZdi3.7 90

(1991-1995)
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5 PilotLscaleLproductionLofLaLheterologousLTrichodermaLreeseiLcellulaseLbyLSaccharomycesLcerevisiae[L
JournaleofeBiotechnologyYL1990YLacYLbfgZgh 3.7 54

4 ufficientLsecretionLofLtwoLfungalLcellobiohydrolasesLbyLSaccharomycesLcerevisiae[LGeneYL1988YLfcYLa`cZab3.8 161

3 qLversatileLtransformationLsystemLforLtheLcellulolyticLfilamentousLfungusLTrichodermaLreesei[LGeneYL
1987YLfaYLaeeZfd 3.8 509

2 xomologyLbetweenLcellulaseLgenesLofLTrichodermaLreeseijLcompleteLnucleotideLsequenceLofLtheL
endoglucanaseLyLgene[LGeneYL1986YLdeYLbecZfc 3.8 267

1 ynabilityLofLstyreneLtoLinduceLnondisjunctionLinLtrosophilaLorLaLpositiveLmicronucleusLtestLinLtheL
shineseLhamster[LToxicologyeLettersYL1980YLfYLaaiZbc 4.4 21
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