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i Paper IF Citations

98 wnalyzingNhumanNknockoutsNtoNvalidateN PRgkgNasNaNtherapeuticNtargetNforNreductionNofNbodyNmassN
indexddNPLoShGeneticsbN2022bNgnbNegfgffoi 6 0

97 IdentificationNofNgeneticNeffectsNunderlyingNtypeNhNdiabetesNinNSouthNwsianNandN~uropeanN
populationsddNCommunicationshBiologybN2022bNkbNiho 6.7 2

96 MulticancestryNgeneticNstudyNofNtypeNhNdiabetesNhighlightsNtheNpowerNofNdiverseNpopulationsNforN
discoveryNandNtranslationddNNaturehGeneticsbN2022bN 36.3 7

95 zeficiencyNofNmacrophageNPHwyTRgNimpairsNefferocytosisNandNpromotesNatheroscleroticNplaqueN
necrosisdNJournalhofhClinicalhInvestigationbN2021bNgigbN 15.9 10

94  eneticNanalysisNinN~uropeanNancestryNindividualsNidentifiesNkgmNlociNassociatedNwithNliverNenzymesdN
NaturehCommunicationsbN2021bNghbNhkmo 17.4 7

93 zeterminantsNofNpenetranceNandNvariableNexpressivityNinNmonogenicNmetabolicNconditionsNacrossN
mmbgnjNexomesdNNaturehCommunicationsbN2021bNghbNikfk 17.4 5

92  enomecwideNanalysisNofNbloodNlipidNmetabolitesNinNoverNkfffNSouthNwsiansNrevealsNbiologicalN
insightsNatNcardiometabolicNdiseaseNlocidNBMChMedicinebN2021bNgobNhih 11.4 3

91 ~valuatingNdrugNtargetsNthroughNhumanNlosscofcfunctionNgeneticNvariationdNNaturebN2020bNkngbNjkocjlj 50.4 53

90 TheNmutationalNconstraintNspectrumNquantifiedNfromNvariationNinNgjgbjklNhumansdNNaturebN2020bN
kngbNjijcjji 50.4 2278

89 TheNeffectNofNLRRKhNlosscofcfunctionNvariantsNinNhumansdNNaturehMedicinebN2020bNhlbNnlocnmm 50.5 47

88 ziscoveryNofNignNnewNriskNlociNforNtypeNhNdiabetesNandNrelatedNvascularNoutcomesNamongNgdjNmillionN
participantsNinNaNmulticancestryNmetacanalysisdNNaturehGeneticsbN2020bNkhbNlnfclog 36.3 140

87 wNmissenseNvariantNinNMitochondrialNwmidoximeNReducingNyomponentNgNgeneNandNprotectionN
againstNliverNdiseasedNPLoShGeneticsbN2020bNglbNegffnlho 6 49

86  eneticNInterleukinNlNSignalingNzeficiencyNwttenuatesNyardiovascularNRiskNinNylonalNHematopoiesisdN
CirculationbN2020bNgjgbNghjcgig 16.7 120

85 ziscoveryNofNrareNvariantsNassociatedNwithNbloodNpressureNregulationNthroughNmetacanalysisNofNgdiN
millionNindividualsdNNaturehGeneticsbN2020bNkhbNgigjcgiih 36.3 26

84 HeterozygousN eneNzeficiencyNandNRiskNofNyoronaryNwrteryNziseasedNCirculationhGenomichandh
PrecisionhMedicinebN2020bNgibNjgmcjhi 5.2 21

83 ValidatingNaNnoncinvasivebNwLTcbasedNnoncalcoholicNfattyNliverNphenotypeNinNtheNmillionNveteranN
programdNPLoShONEbN2020bNgkbNefhimjif 3.7 5

82  eneticNPredispositionNtoNyoronaryNwrteryNziseaseNinNTypeNhNziabetesNMellitusdNCirculationhGenomich
andhPrecisionhMedicinebN2020bNgibNeffhmlo 5.2 1
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81 MetacanalysisNofNupNtoNlhhbjfoNindividualsNidentifiesNjfNnovelNsmokingNbehaviourNassociatedN
geneticNlocidNMolecularhPsychiatrybN2020bNhkbNhiohchjfo 15.1 45

80 ~xomeNsequencingNofNhfbmog´ casesNofNtypeNhNdiabetesNandNhjbjjf´ controlsdNNaturebN2019bNkmfbNmgcml 50.4 129

79 RareNProteincTruncatingNVariantsNinNwPOxbNLowerNLowczensityNLipoproteinNyholesterolbNandN
ProtectionNwgainstNyoronaryNHeartNziseasedNCirculationhGenomichandhPrecisionhMedicinebN2019bNghbNeffhiml5.2 30

78 yXyLghNzerivedN’romN~ndothelialNyellsNPromotesNwtherosclerosisNtoNzriveNyoronaryNwrteryN
ziseasedNCirculationbN2019bNgiobNgiincgijf 16.7 35

77  enomecwideNassociationNstudyNofNperipheralNarteryNdiseaseNinNtheNMillionNVeteranNProgramdNNatureh
MedicinebN2019bNhkbNghmjcghmo 50.5 73

76 ProteinccodingNvariantsNimplicateNnovelNgenesNrelatedNtoNlipidNhomeostasisNcontributingNtoNbodycfatN
distributiondNNaturehGeneticsbN2019bNkgbNjkhcjlo 36.3 44

75 zNwNSequenceNVariationNinN~ncodingNtheNwctivinNReceptorcLikeNKinaseNmNInfluencesNxodyN’atN
zistributionNandNProtectsNwgainstNTypeNhNziabetesdNDiabetesbN2019bNlnbNhhlchij 0.9 12

74 wnalysisNofNpredictedNlosscofcfunctionNvariantsNinNUKNxiobankNidentifiesNvariantsNprotectiveNforN
diseasedNNaturehCommunicationsbN2018bNobNglgi 17.4 55

73 RefiningNtheNaccuracyNofNvalidatedNtargetNidentificationNthroughNcodingNvariantNfinecmappingNinNtypeN
hNdiabetesdNNaturehGeneticsbN2018bNkfbNkkockmg 36.3 221

72 PhenotypicNyonsequencesNofNaN eneticNPredispositionNtoN~nhancedNNitricNOxideNSignalingdN
CirculationbN2018bNgimbNhhhchih 16.7 53

71 wssociationNofNLPwNVariantsNWithNRiskNofNyoronaryNziseaseNandNtheNImplicationsNforN
LipoproteinWaXcLoweringNTherapiespNwNMendelianNRandomizationNwnalysisdNJAMAhCardiologybN2018bNibNlgoclhm16.2 235

70 ProteincalteringNvariantsNassociatedNwithNbodyNmassNindexNimplicateNpathwaysNthatNcontrolNenergyN
intakeNandNexpenditureNinNobesitydNNaturehGeneticsbN2018bNkfbNhlcjg 36.3 186

69 MultiancestryNgenomecwideNassociationNstudyNofNkhfbfffNsubjectsNidentifiesNihNlociNassociatedNwithN
strokeNandNstrokeNsubtypesdNNaturehGeneticsbN2018bNkfbNkhjckim 36.3 536

68 ’PkhlVwSyULwRNyXyRjNLIMITSNwTH~ROSyL~ROSISNxYNMwINTwININ NwRT~RIwLNINT~ RITYdN
NephrologyhDialysishTransplantationbN2018bNiibNihglcihgl 4.3 1

67  eneticsNofNbloodNlipidsNamongN~iffbfffNmulticethnicNparticipantsNofNtheNMillionNVeteranNProgramdN
NaturehGeneticsbN2018bNkfbNgkgjcgkhi 36.3 260

66  enomecwideNassociationNanalysisNidentifiesNnovelNbloodNpressureNlociNandNoffersNbiologicalNinsightsN
intoNcardiovascularNriskdNNaturehGeneticsbN2017bNjobNjficjgk 36.3 313

65 RareNandNlowcfrequencyNcodingNvariantsNalterNhumanNadultNheightdNNaturebN2017bNkjhbNgnlcgof 50.4 412

64 wssociationNofNRareNandNyommonNVariationNinNtheNLipoproteinNLipaseN eneNWithNyoronaryNwrteryN
ziseasedNJAMAhwhJournalhofhthehAmericanhMedicalhAssociationbN2017bNigmbNoimcojl 27.4 109
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63 yommonNcodingNvariantNinNincreasesNtheNriskNforNlargeNarteryNstrokedNProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericabN2017bNggjbNilgicilgn 11.5 28

62 SystematicN~valuationNofNPleiotropyNIdentifiesNlN’urtherNLociNwssociatedNWith´ yoronaryN
wrtery´ ziseasedNJournalhofhthehAmericanhCollegehofhCardiologybN2017bNlobNnhicnil 15.1 146

61 wpolipoproteinWaXNisoformNsizebNlipoproteinWaXNconcentrationbNandNcoronaryNarteryNdiseasepNaN
mendelianNrandomisationNanalysisdNLancethDiabeteshandhEndocrinologyvthebN2017bNkbNkhjckii 18.1 111

60 HumanNknockoutsNandNphenotypicNanalysisNinNaNcohortNwithNaNhighNrateNofNconsanguinitydNNaturebN
2017bNkjjbNhikchio 50.4 208

59 LossNofNyardioprotectiveN~ffectsNatNtheNLocusNasNaNResultNofN enecSmokingNInteractionsdNCirculationbN
2017bNgikbNhiilchiki 16.7 36

58 ’ifteenNnewNriskNlociNforNcoronaryNarteryNdiseaseNhighlightNarterialcwallcspecificNmechanismsdNNatureh
GeneticsbN2017bNjobNgggicgggo 36.3 184

57 wN PTLiNzeficiencyNandNProtectionNwgainstNyoronaryNwrteryNziseasedNJournalhofhthehAmericanh
CollegehofhCardiologybN2017bNlobNhfkjchfli 15.1 226

56  eneticNvariationNatNglqhjdhNisNassociatedNwithNsmallNvesselNstrokedNAnnalshofhNeurologybN2017bNngbNinicioj9.4 51

55 ~xomecwideNassociationNstudyNofNplasmaNlipidsNinNtiffbfffNindividualsdNNaturehGeneticsbN2017bNjobNgmkncgmll36.3 310

54 NewNxloodNPressurecwssociatedNLociNIdentifiedNinNMetacwnalysesNofNjmkNfffNIndividualsdNCirculation:h
CardiovascularhGeneticsbN2017bNgfbN 33

53
ImpactNofNcommonNgeneticNdeterminantsNofNHemoglobinNwgcNonNtypeNhNdiabetesNriskNandNdiagnosisN
inNancestrallyNdiverseNpopulationspNwNtransethnicNgenomecwideNmetacanalysisdNPLoShMedicinebN2017bN
gjbNegffhini

11.6 223

52
LipoproteinWaXNandNRiskNofNMyocardialNInfarctionNandNzeathNinNyhronicNKidneyNziseasepN’indingsN
’romNtheNyRIyNStudyNWyhronicNRenalNInsufficiencyNyohortXdNArteriosclerosisvhThrombosisvhandhVascularh
BiologybN2017bNimbNgomgcgomn

9.4 31

51 SystolicNxloodNPressureNandNRiskNofNTypeNhNziabetespNwNMendelianNRandomizationNStudydNDiabetesbN
2017bNllbNkjickkf 0.9 22

50 SequenceNdataNandNassociationNstatisticsNfromNghbojfNtypeNhNdiabetesNcasesNandNcontrolsdNScientifich
DatabN2017bNjbNgmfgmo 8.2 22

49 IdentificationNofNnewNsusceptibilityNlociNforNtypeNhNdiabetesNandNsharedNetiologicalNpathwaysNwithN
coronaryNheartNdiseasedNNaturehGeneticsbN2017bNjobNgjkfcgjkm 36.3 136

48 wnalysisNofNproteinccodingNgeneticNvariationNinNlfbmflNhumansdNNaturebN2016bNkilbNhnkcog 50.4 6940

47 TranscancestryNmetacanalysesNidentifyNrareNandNcommonNvariantsNassociatedNwithNbloodNpressureN
andNhypertensiondNNaturehGeneticsbN2016bNjnbNggkgcgglg 36.3 181

46 TheNgeneticsNofNbloodNpressureNregulationNandNitsNtargetNorgansNfromNassociationNstudiesNinNijhbjgkN
individualsdNNaturehGeneticsbN2016bNjnbNggmgcggnj 36.3 251
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45 wNgenomicNapproachNtoNtherapeuticNtargetNvalidationNidentifiesNaNglucosecloweringN LPgRNvariantN
protectiveNforNcoronaryNheartNdiseasedNSciencehTranslationalhMedicinebN2016bNnbNijgraml 17.5 77

44 UsingNMendelianNRandomizationNstudiesNtoNwssessNyausalityNandNIdentifyNNewNTherapeuticNTargetsN
inNyardiovascularNMedicinedNCurrenthGenetichMedicinehReportsbN2016bNjbNhfmchgh 2.2 4

43  enomecwideNassociationNstudiesNinNtheNJapaneseNpopulationNidentifyNsevenNnovelNlociNforNtypeNhN
diabetesdNNaturehCommunicationsbN2016bNmbNgfkig 17.4 99

42 LociNassociatedNwithNischaemicNstrokeNandNitsNsubtypesNWSi NXpNaNgenomecwideNassociationNstudydN
LancethNeurologyvhThebN2016bNgkbNgmjcgnj 24.1 159

41 RareNvariantNinNscavengerNreceptorNxINraisesNHzLNcholesterolNandNincreasesNriskNofNcoronaryNheartN
diseasedNSciencebN2016bNikgbNggllcmg 33.3 325

40 yausalNwssessmentNofNSerumNUrateNLevelsNinNyardiometabolicNziseasesNThroughNaNMendelianN
RandomizationNStudydNJournalhofhthehAmericanhCollegehofhCardiologybN2016bNlmbNjfmcjgl 15.1 101

39 ’romNLociNtoNxiologypN’unctionalN enomicsNofN enomecWideNwssociationNforNyoronaryNziseasedN
CirculationhResearchbN2016bNggnbNknlclfl 15.7 36

38 TransancestralNfinecmappingNofNfourNtypeNhNdiabetesNsusceptibilityNlociNhighlightsNpotentialNcausalN
regulatoryNmechanismsdNHumanhMolecularhGeneticsbN2016bNhkbNhfmfchfng 5.6 20

37 TheNgeneticNarchitectureNofNtypeNhNdiabetesdNNaturebN2016bNkilbNjgcjm 50.4 704

36 PhenotypicNyharacterizationNofN enetically´ LoweredNHumanNLipoproteinWaXNLevelsdNJournalhofhtheh
AmericanhCollegehofhCardiologybN2016bNlnbNhmlgchmmh 15.1 127

35 ziagnosticNYieldNandNylinicalNUtilityNofNSequencingN’amilialNHypercholesterolemiaN enesNinNPatientsN
WithNSevereNHypercholesterolemiadNJournalhofhthehAmericanhCollegehofhCardiologybN2016bNlmbNhkmncno 15.1 458

34 yommonNandNRareN eneticNVariationNinNyyRhbNyyRkbNorNyXiyRgNandNRiskNofNwtheroscleroticN
yoronaryNHeartNziseaseNandN lucometabolicNTraitsdNCirculation:hCardiovascularhGeneticsbN2016bNobNhkfcn 14

33 yodingNVariationNinNwN PTLjbNLPLbNandNSV~PgNandNtheNRiskNofNyoronaryNziseasedNNewhEnglandh
JournalhofhMedicinebN2016bNimjbNggijcjj 59.2 325

32 LowcfrequencyNandNcommonNgeneticNvariationNinNischemicNstrokepNTheNM~TwSTROK~NcollaborationdN
NeurologybN2016bNnlbNghgmchl 6.5 98

31 LossNofN’unctionNofN wLNThNLowersNHighczensityNLipoproteinsNinNHumansbNNonhumanNPrimatesbNandN
RodentsdNCellhMetabolismbN2016bNhjbNhijcjk 24.6 78

30
~pigenomecwideNassociationNofNzNwNmethylationNmarkersNinNperipheralNbloodNfromNIndianNwsiansN
andN~uropeansNwithNincidentNtypeNhNdiabetespNaNnestedNcaseccontrolNstudydNLancethDiabeteshandh
EndocrinologyvthebN2015bNibNkhlckij

18.1 277

29 TranscancestryNgenomecwideNassociationNstudyNidentifiesNghNgeneticNlociNinfluencingNbloodNpressureN
andNimplicatesNaNroleNforNzNwNmethylationdNNaturehGeneticsbN2015bNjmbNghnhcghoi 36.3 223

28 wNcomprehensiveNgbfffN enomescbasedNgenomecwideNassociationNmetacanalysisNofNcoronaryNarteryN
diseasedNNaturehGeneticsbN2015bNjmbNgghgcggif 36.3 1290
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27 ~xomeNsequencingNidentifiesNrareNLzLRNandNwPOwkNallelesNconferringNriskNforNmyocardialNinfarctiondN
NaturebN2015bNkgnbNgfhcl 50.4 463

26  enomecwideNmetacanalysisNidentifiesNsixNnovelNlociNassociatedNwithNhabitualNcoffeeNconsumptiondN
MolecularhPsychiatrybN2015bNhfbNljmclkl 15.1 167

25 PhysicalNactivitybNsmokingbNandNgeneticNpredispositionNtoNobesityNinNpeopleNfromNPakistanpNtheN
PROMISNstudydNBMChMedicalhGeneticsbN2015bNglbNggj 2.1 21

24 yholesterolNesterNtransferNproteinNinhibitionNbyNTwcnookNinNpatientsNwithNmildNdyslipidaemiaNWTULIPXpN
aNrandomisedbNdoublecblindbNplaceboccontrolledNphaseNhNtrialdNLancetvhThebN2015bNinlbNjkhclf 40 140

23 wssociationNofNHzLNcholesterolNeffluxNcapacityNwithNincidentNcoronaryNheartNdiseaseNeventspNaN
prospectiveNcaseccontrolNstudydNLancethDiabeteshandhEndocrinologyvthebN2015bNibNkfmcgi 18.1 300

22 NewNgeneticNlociNlinkNadiposeNandNinsulinNbiologyNtoNbodyNfatNdistributiondNNaturebN2015bNkgnbNgnmcgol 50.4 920

21  eneticNstudiesNofNbodyNmassNindexNyieldNnewNinsightsNforNobesityNbiologydNNaturebN2015bNkgnbNgomchfl 50.4 2687

20 InactivatingNmutationsNinNNPygLgNandNprotectionNfromNcoronaryNheartNdiseasedNNewhEnglandhJournalh
ofhMedicinebN2014bNimgbNhfmhcnh 59.2 307

19 ~pidemiologyNandNpublicNhealthNpolicyNofNtobaccoNuseNandNcardiovascularNdisordersNinNlowcNandN
middlecincomeNcountriesdNArteriosclerosisvhThrombosisvhandhVascularhBiologybN2014bNijbNgnggco 9.4 15

18 zefiningNtheNroleNofNcommonNvariationNinNtheNgenomicNandNbiologicalNarchitectureNofNadultNhumanN
heightdNNaturehGeneticsbN2014bNjlbNggmicnl 36.3 1339

17  enomecwideNtranscancestryNmetacanalysisNprovidesNinsightNintoNtheNgeneticNarchitectureNofNtypeNhN
diabetesNsusceptibilitydNNaturehGeneticsbN2014bNjlbNhijcjj 36.3 784

16 ’requencyNandNdeterminantsNofNintracranialNatheroscleroticNstrokeNinNurbanNPakistandNJournalhofh
StrokehandhCerebrovascularhDiseasesbN2014bNhibNhgmjchgnh 2.8 6

15 wNnovelNMMPghNlocusNisNassociatedNwithNlargeNarteryNatheroscleroticNstrokeNusingNaNgenomecwideN
agecatconsetNinformedNapproachdNPLoShGeneticsbN2014bNgfbNegffjjlo 6 63

14 ziscoveryNandNrefinementNofNlociNassociatedNwithNlipidNlevelsdNNaturehGeneticsbN2013bNjkbNghmjcghni 36.3 1904

13 LargecscaleNassociationNanalysisNidentifiesNnewNriskNlociNforNcoronaryNarteryNdiseasedNNaturehGeneticsbN
2013bNjkbNhkcii 36.3 1172

12  enomecwideNassociationNstudyNidentifiesNaNnovelNlocusNcontributingNtoNtypeNhNdiabetesN
susceptibilityNinNSikhsNofNPunjabiNoriginNfromNIndiadNDiabetesbN2013bNlhbNgmjlckk 0.9 129

11 LargecscaleNassociationNanalysisNprovidesNinsightsNintoNtheNgeneticNarchitectureNandNpathophysiologyN
ofNtypeNhNdiabetesdNNaturehGeneticsbN2012bNjjbNongcof 36.3 1482

10  enomecwideNassociationNstudyNinNindividualsNofNSouthNwsianNancestryNidentifiesNsixNnewNtypeNhN
diabetesNsusceptibilityNlocidNNaturehGeneticsbN2011bNjibNonjco 36.3 406
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9
TheNPakistanNRiskNofNMyocardialNInfarctionNStudypNaNresourceNforNtheNstudyNofNgeneticbNlifestyleNandN
otherNdeterminantsNofNmyocardialNinfarctionNinNSouthNwsiadNEuropeanhJournalhofhEpidemiologybN2009bN
hjbNihocin

12.1 67

8 ziscoveryNofNignNnovelNlociNforNtypechNdiabetesNandNrelatedNmicrocNandNmacrovascularNoutcomesN
amongNgdjNmillionNparticipantsNinNaNmulticethnicNmetacanalysis 13

7  enomecwideNanalysisNofNbloodNlipidNmetabolitesNinNoverNkbfffNSouthNwsiansNrevealsNbiologicalN
insightsNatNcardiometabolicNdiseaseNloci 1

6  eneticNdiscoveryNandNtranslationalNdecisionNsupportNfromNexomeNsequencingNofNhfbmogNtypeNhN
diabetesNcasesNandNhjbjjfNcontrolsNfromNfiveNancestries 2

5 HumanNlosscofcfunctionNvariantsNsuggestNthatNpartialNLRRKhNinhibitionNisNaNsafeNtherapeuticNstrategyN
forNParkinsonâ��sNdisease 7

4 wNmissenseNvariantNinNMitochondrialNwmidoximeNReducingNyomponentNgNgeneNandNprotectionN
againstNliverNdisease 4

3 TissuecSpecificNwlterationNofNMetabolicNPathwaysNInfluencesN lycemicNRegulation 4

2 wNtranscancestryNgenomecwideNassociationNstudyNofNunexplainedNchronicNwLTNelevationNasNaNproxyN
forNnonalcoholicNfattyNliverNdiseaseNwithNhistologicalNandNradiologicalNvalidation 5

1 wNmultiancestryNgenomecwideNassociationNstudyNofNunexplainedNchronicNwLTNelevationNasNaNproxyNforN
nonalcoholicNfattyNliverNdiseaseNwithNhistologicalNandNradiologicalNvalidationdNNaturehGeneticsb 36.3 2
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