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j Paper IF Citations

177
InsightsNintoNtheNgeneticNarchitectureNofNhaematologicalNtraitsNfromNdeepNphenotypingNandN
wholedgenomeNsequencingNforNtwoNMediterraneanNisolatedNpopulationseeNScientifichReportscN2022cN
hicNhhjh

4.9 0

176 HigherNbodyNmassNindexNraisesNimmatureNplateletNcountqNpotentialNcontributionNtoNobesitydrelatedN
thrombosiseeNPlateletscN2022cNhdhg 3.6 1

175 MachineNlearningNoptimizedNpolygenicNscoresNforNbloodNcellNtraitsNidentifyNsexdspecificNtrajectoriesN
andNgeneticNcorrelationsNwithNdiseaseeeNCellhGenomicscN2022cNicNNone 1

174 InvestigatingNGeneticNandNOtherN~eterminantsNofNFirstdOnsetNMyocardialNInfarctionNinNMalaysiaqN
ProtocolNforNtheNMalaysianNxcuteNVascularN ventsNRiskNStudyeeNJMIRhResearchhProtocolscN2022cNhhcNejhool2 1

173 MeasurementNandNinitialNcharacterizationNofNleukocyteNtelomereNlengthNinNknkcgnkNparticipantsNinN
UKNyiobankeNNaturehAgingcN2022cNicNhngdhnp 5

172 xssociationNofNshorterNleucocyteNtelomereNlengthNwithNriskNofNfrailtyeeNJournalhofhCachexiawh
SarcopeniahandhMusclecN2022cN 10.3 1

171 ~osedresponseNrelationshipsNforNvitaminN~NandNalldcauseNmortalityNdNxuthorsUNreplyeeNLancethDiabetesh
andhEndocrinologywthecN2022cNhgcNhlodhlp 18.1

170 ModifiableNtraitscNhealthyNbehaviourscNandNleukocyteNtelomereNlengthqNaNpopulationdbasedNstudyNinN
UKNyiobankeNThehLancethHealthyhLongevitycN2022cNjcNejihdejjh 9.5 3

169 IntegrativeNanalysisNofNtheNplasmaNproteomeNandNpolygenicNriskNofNcardiometabolicNdiseaseseNNatureh
MetabolismcN2021cNjcNhknmdhkoj 14.6 6

168 SalicylicNxcidNandNRiskNofNzolorectalNzancerqNxNTwodSampleNMendelianNRandomizationNStudyeN
NutrientscN2021cNhjcN 6.7 1

167
~ietaryNFattyNxcidscNMacronutrientNSubstitutionscNFoodNSourcesNandNIncidenceNofNzoronaryNHeartN
~iseaseqNFindingsNFromNtheN PIzdzV~NzasedzohortNStudyNxcrossNNineN uropeanNzountrieseNJournalh
ofhthehAmericanhHearthAssociationcN2021cNhgcNeghpohk

6 3

166 MilkNintakeNandNincidentNstrokeNandNcoronaryNheartNdiseaseNinNpopulationsNofN uropeanNdescentqNxN
MendelianNRandomizationNstudyeNBritishhJournalhofhNutritioncN2021cNhdil 3.6 0

165 PolygenicNbasisNandNbiomedicalNconsequencesNofNtelomereNlengthNvariationeNNaturehGeneticscN2021cN
ljcNhkildhkjj 36.3 15

164
 stimatingNdosedresponseNrelationshipsNforNvitaminN~NwithNcoronaryNheartNdiseasecNstrokecNandN
alldcauseNmortalityqNobservationalNandNMendelianNrandomisationNanalyseseNLancethDiabeteshandh
EndocrinologywthecN2021cNpcNojndokm

18.1 17

163 HighdthroughputNmultivariableNMendelianNrandomizationNanalysisNprioritizesNapolipoproteinNyNasN
keyNlipidNriskNfactorNforNcoronaryNarteryNdiseaseeNInternationalhJournalhofhEpidemiologycN2021cNlgcNopjdpgh 7.8 12

162 xctionableNdruggableNgenomedwideNMendelianNrandomizationNidentifiesNrepurposingNopportunitiesN
forNzOVI~dhpeNNaturehMedicinecN2021cNincNmmodmnm 50.5 19

161 WholedgenomeNsequencingNassociationNanalysisNofNquantitativeNredNbloodNcellNphenotypesqNTheN
NHLyINTOPMedNprogrameNAmericanhJournalhofhHumanhGeneticscN2021cNhgocNonkdopj 11 5
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160 SzOR iNriskNpredictionNalgorithmsqNnewNmodelsNtoNestimateNhgdyearNriskNofNcardiovascularNdiseaseNinN
 uropeeNEuropeanhHearthJournalcN2021cNkicNikjpdiklk 9.5 58

159 PlasmaNProteomicsNofNRenalNFunctionqNxNTransdethnicNMetadanalysisNandNMendelianNRandomizationN
StudyeNJournalhofhthehAmericanhSocietyhofhNephrology:hJASNcN2021cN 12.7 1

158
PlantNfoodscNdietaryNfibreNandNriskNofNischaemicNheartNdiseaseNinNtheN uropeanNProspectiveN
InvestigationNintoNzancerNandNNutritionNV PIzWNcohorteNInternationalhJournalhofhEpidemiologycN2021cN
lgcNihidiii

7.8 5

157 PlasmaNVitaminNzNandNTypeNiN~iabetesqNGenomedWideNxssociationNStudyNandNMendelianN
RandomizationNxnalysisNinN uropeanNPopulationseNDiabeteshCarecN2021cNkkcNpodhgm 14.6 21

156 MetabolicNprofilingNofNangiopoietindlikeNproteinNjNandNkNinhibitionqNaNdrugdtargetNMendelianN
randomizationNanalysiseNEuropeanhHearthJournalcN2021cNkicNhhmgdhhmp 9.5 11

155 xNcrossdplatformNapproachNidentifiesNgeneticNregulatorsNofNhumanNmetabolismNandNhealtheNNatureh
GeneticscN2021cNljcNlkdmk 36.3 18

154 PolygenicNriskNscoresNinNcardiovascularNriskNpredictionqNxNcohortNstudyNandNmodellingNanalyseseNPLoSh
MedicinecN2021cNhocNehggjkpo 11.6 27

153 xNgenomedwideNmetadanalysisNyieldsNkmNnewNlociNassociatingNwithNbiomarkersNofNironNhomeostasiseN
CommunicationshBiologycN2021cNkcNhlm 6.7 11

152  ffectsNofNadiposityNonNtheNhumanNplasmaNproteomeqNobservationalNandNMendelianNrandomisationN
estimateseNInternationalhJournalhofhObesitycN2021cNklcNiiihdiiip 5.5 2

151 ShorterNleukocyteNtelomereNlengthNisNassociatedNwithNadverseNzOVI~dhpNoutcomesqNxNcohortNstudyN
inNUKNyiobankeNEBioMedicinecN2021cNngcNhgjkol 8.8 13

150 MitochondrialN~NxNvariantsNmodulateNNdformylmethioninecNproteostasisNandNriskNofNlatedonsetN
humanNdiseaseseNNaturehMedicinecN2021cNincNhlmkdhlnl 50.5 4

149 GenomedwideNanalysisNofNbloodNlipidNmetabolitesNinNoverNlgggNSouthNxsiansNrevealsNbiologicalN
insightsNatNcardiometabolicNdiseaseNlocieNBMChMedicinecN2021cNhpcNiji 11.4 3

148 TheNbloodNmetabolomeNofNincidentNkidneyNcancerqNxNcasedcontrolNstudyNnestedNwithinNtheNMetKidN
consortiumeNPLoShMedicinecN2021cNhocNehggjnom 11.6 1

147 WholedgenomeNsequencingNinNdiverseNsubjectsNidentifiesNgeneticNcorrelatesNofNleukocyteNtraitsqNTheN
NHLyINTOPMedNprogrameNAmericanhJournalhofhHumanhGeneticscN2021cNhgocNhojmdholh 11 1

146 RiskNfactorsNandNpredictionNmodelsNforNincidentNheartNfailureNwithNreducedNandNpreservedNejectionN
fractioneNESChHearthFailurecN2021cN 3.7 2

145 WholeNgenomeNsequenceNanalysisNofNplateletNtraitsNinNtheNNHLyINtransdomicsNforNprecisionNmedicineN
initiativeeNHumanhMolecularhGeneticscN2021cN 5.6 2

144 LipoproteinVaWNinNxlzheimercNxtheroscleroticcNzerebrovascularcNThromboticcNandNValvularN~iseaseqN
MendelianNRandomizationNInvestigationeNCirculationcN2020cNhkhcNhoimdhoio 16.7 29

143 TheNinfluenceNofNrareNvariantsNinNcirculatingNmetabolicNbiomarkerseNPLoShGeneticscN2020cNhmcNehggomgl 6 3

(2020-2021)
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142 xssociationNofNplasmaNbiomarkersNofNfruitNandNvegetableNintakeNwithNincidentNtypeNiNdiabetesqN
 PIzdInterxctNcasedcohortNstudyNinNeightN uropeanNcountrieseNBMJwhThecN2020cNjngcNmihpk 5.9 24

141 GlycemicNindexcNglycemicNloadcNandNriskNofNcoronaryNheartNdiseaseqNaNpand uropeanNcohortNstudyeN
AmericanhJournalhofhClinicalhNutritioncN2020cNhhicNmjhdmkj 7 10

140
TheNassociationsNofNmajorNfoodsNandNfibreNwithNrisksNofNischaemicNandNhaemorrhagicNstrokeqNaN
prospectiveNstudyNofNkho´ jipNparticipantsNinNtheN PIzNcohortNacrossNnineN uropeanNcountrieseN
EuropeanhHearthJournalcN2020cNkhcNimjidimkg

9.5 28

139 GenomedwideNxssociationNxnalysisNinNHumansNLinksNNucleotideNMetabolismNtoNLeukocyteNTelomereN
LengtheNAmericanhJournalhofhHumanhGeneticscN2020cNhgmcNjopdkgk 11 40

138 LifestyleNfactorsNandNriskNofNmultimorbidityNofNcancerNandNcardiometabolicNdiseasesqNaNmultinationalN
cohortNstudyeNBMChMedicinecN2020cNhocNl 11.4 43

137 NeurologydrelatedNproteinNbiomarkersNareNassociatedNwithNcognitiveNabilityNandNbrainNvolumeNinN
olderNageeNNaturehCommunicationscN2020cNhhcNogg 17.4 8

136 xz NinhibitionNandNcardiometabolicNriskNfactorscNlungNandNgeneNexpressioncNandNplasmaNxz iNlevelsqN
aNMendelianNrandomizationNstudyeNRoyalhSocietyhOpenhSciencecN2020cNncNiggplo 3.3 6

135 GenomicNandNdrugNtargetNevaluationNofNpgNcardiovascularNproteinsNinNjgcpjhNindividualseNNatureh
MetabolismcN2020cNicNhhjldhhko 14.6 61

134
TheNassociationNbetweenNcirculatingNildhydroxyvitaminN~NmetabolitesNandNtypeNiNdiabetesNinN
 uropeanNpopulationsqNx´ metadanalysisNandNMendelianNrandomisationNanalysiseNPLoShMedicinecN2020cN
hncNehggjjpk

11.6 15

133 TheNPolygenicNandNMonogenicNyasisNofNyloodNTraitsNandN~iseaseseNCellcN2020cNhoicNhihkdhijheehh 56.2 96

132 ~iscoveryNofNrareNvariantsNassociatedNwithNbloodNpressureNregulationNthroughNmetadanalysisNofNhejN
millionNindividualseNNaturehGeneticscN2020cNlicNhjhkdhjji 36.3 26

131 LargeNgenomedwideNassociationNstudyNidentifiesNthreeNnovelNriskNvariantsNforNrestlessNlegsN
syndromeeNCommunicationshBiologycN2020cNjcNngj 6.7 11

130 ValidationNofNaNGenomedWideNPolygenic´ ScoreNforNzoronaryNxrtery´ ~iseaseNin´ SouthNxsianseNJournalh
ofhthehAmericanhCollegehofhCardiologycN2020cNnmcNngjdnhk 15.1 22

129 ~evelopmentNandNvalidationNofNaNuniversalNbloodNdonorNgenotypingNplatformqNaNmultinationalN
prospectiveNstudyeNBloodhAdvancescN2020cNkcNjkpldjlgm 7.8 7

128 TransdethnicNandNxncestrydSpecificNylooddzellNGeneticsNinNnkmcmmnNIndividualsNfromNlNGlobalN
PopulationseNCellcN2020cNhoicNhhpodhihjeehk 56.2 88

127 PhenomedwideNMendelianNrandomizationNmappingNtheNinfluenceNofNtheNplasmaNproteomeNonN
complexNdiseaseseNNaturehGeneticscN2020cNlicNhhiidhhjh 36.3 75

126 MetadanalysisNofNupNtoNmiickgpNindividualsNidentifiesNkgNnovelNsmokingNbehaviourNassociatedN
geneticNlocieNMolecularhPsychiatrycN2020cNilcNijpidikgp 15.1 45

125 GenomedwideNassociationNmetadanalysesNandNfinedmappingNelucidateNpathwaysNinfluencingN
albuminuriaeNNaturehCommunicationscN2019cNhgcNkhjg 17.4 43
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124 TargetNgenescNvariantscNtissuesNandNtranscriptionalNpathwaysNinfluencingNhumanNserumNurateNlevelseN
NaturehGeneticscN2019cNlhcNhklpdhknk 36.3 122

123 xssociationNofNTriglyceridedLoweringNLPLNVariantsNandNL~LdzdLoweringNL~LRNVariantsNWithNRiskNofN
zoronaryNHeartN~iseaseeNJAMAhxhJournalhofhthehAmericanhMedicalhAssociationcN2019cNjihcNjmkdjnj 27.4 263

122 PhenoScannerNViqNanNexpandedNtoolNforNsearchingNhumanNgenotypedphenotypeNassociationseN
BioinformaticscN2019cNjlcNkolhdkolj 7.2 260

121 xNcatalogNofNgeneticNlociNassociatedNwithNkidneyNfunctionNfromNanalysesNofNaNmillionNindividualseN
NaturehGeneticscN2019cNlhcNplndpni 36.3 217

120 zonsumptionNofNMeatcNFishcN~airyNProductscNandN ggsNandNRiskNofNIschemicNHeartN~iseaseeNCirculation
cN2019cNhjpcNiojldiokl 16.7 52

119 xnNUnbiasedNLipidNPhenotypingNxpproachNToNStudyNtheNGeneticN~eterminantsNofNLipidsNandNTheirN
xssociationNwithNzoronaryNHeartN~iseaseNRiskNFactorseNJournalhofhProteomehResearchcN2019cNhocNijpndikhg5.6 38

118 xssociationNofNPlasmaNVitaminN~NMetabolitesNWithNIncidentNTypeNiN~iabetesqN PIzdInterxctN
zasedzohortNStudyeNJournalhofhClinicalhEndocrinologyhandhMetabolismcN2019cNhgkcNhipjdhjgj 5.6 17

117 yodyNmassNindexNandNallNcauseNmortalityNinNHUNTNandNUKNyiobankNstudiesqNlinearNandNnondlinearN
mendelianNrandomisationNanalyseseNBMJwhThecN2019cNjmkcNlhgki 5.9 58

116 xssessingNtheNcausalNassociationNofNglycineNwithNriskNofNcardiodmetabolicNdiseaseseNNatureh
CommunicationscN2019cNhgcNhgmg 17.4 38

115 MendelianNRandomizationNStudyNofNandNzardiovascularN~iseaseeNNewhEnglandhJournalhofhMedicinecN
2019cNjogcNhgjjdhgki 59.2 116

114  ffectNofNcommunicatingNphenotypicNandNgeneticNriskNofNcoronaryNheartNdiseaseNalongsideN
webdbasedNlifestyleNadviceqNtheNINFORMNRandomisedNzontrolledNTrialeNHeartcN2019cNhglcNpoidpop 5.1 14

113 xssociationNofNmenopausalNcharacteristicsNandNriskNofNcoronaryNheartNdiseaseqNaNpand uropeanN
casedcohortNanalysiseNInternationalhJournalhofhEpidemiologycN2019cNkocNhinldhiol 7.8 23

112 InterleukindmNReceptorNSignalingNandNxbdominalNxorticNxneurysmNGrowthNRateseNCirculationh
GenomichandhPrecisionhMedicinecN2019cNhicNeggikhj 5.2 25

111 NewNgeneticNsignalsNforNlungNfunctionNhighlightNpathwaysNandNchronicNobstructiveNpulmonaryN
diseaseNassociationsNacrossNmultipleNancestrieseNNaturehGeneticscN2019cNlhcNkohdkpj 36.3 156

110 IdentificationNofNNovelNVariantsNxssociatedNwithNFetalNHemoglobinNLevelsNinNHealthyN~onorsNVtheN
INT RVxLNstudyWeNBloodcN2019cNhjkcNiikjdiikj 2.2

109 ProteindcodingNvariantsNimplicateNnovelNgenesNrelatedNtoNlipidNhomeostasisNcontributingNtoNbodydfatN
distributioneNNaturehGeneticscN2019cNlhcNklidkmp 36.3 44

108 LipoproteinNsignaturesNofNcholesterylNesterNtransferNproteinNandNHMGdzoxNreductaseNinhibitioneN
PLoShBiologycN2019cNhncNejggglni 9.7 15

107 GenomicNriskNscoreNoffersNpredictiveNperformanceNcomparableNtoNclinicalNriskNfactorsNforNischaemicN
strokeeNNaturehCommunicationscN2019cNhgcNlohp 17.4 54

(2019-2019)
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106 GeneticN~eterminantsNofNLipidsNandNzardiovascularN~iseaseNOutcomesqNxNWidedxngledNMendelianN
RandomizationNInvestigationeNCirculationhGenomichandhPrecisionhMedicinecN2019cNhicNegginhh 5.2 41

105 GenomedwideNanalysisNidentifiesNmolecularNsystemsNandNhkpNgeneticNlociNassociatedNwithNincomeeN
NaturehCommunicationscN2019cNhgcNlnkh 17.4 42

104 ~evelopmentNandNevaluationNofNaNtransfusionNmedicineNgenomeNwideNgenotypingNarrayeNTransfusioncN
2019cNlpcNhghdhhh 2.9 12

103 zardiovascularNRiskNFactorsNxssociatedNWithNVenousNThromboembolismeNJAMAhCardiologycN2019cNkcNhmjdhnj16.2 102

102  xomeNzhipNMetadanalysisNFineNMapsNzausalNVariantsNandN lucidatesNtheNGeneticNxrchitectureNofN
RareNzodingNVariantsNinNSmokingNandNxlcohol´ UseeNBiologicalhPsychiatrycN2019cNolcNpkmdpll 7.9 35

101 ProGeMqNaNframeworkNforNtheNprioritizationNofNcandidateNcausalNgenesNatNmolecularNquantitativeN
traitNlocieNNucleichAcidshResearchcN2019cNkncNej 20.1 45

100 RefiningNtheNaccuracyNofNvalidatedNtargetNidentificationNthroughNcodingNvariantNfinedmappingNinNtypeN
iNdiabeteseNNaturehGeneticscN2018cNlgcNllpdlnh 36.3 221

99 RiskNthresholdsNforNalcoholNconsumptionqNcombinedNanalysisNofNindividualdparticipantNdataNforN
lppNphiNcurrentNdrinkersNinNojNprospectiveNstudieseNLancetwhThecN2018cNjphcNhlhjdhlij 40 530

98 GenomedwideNassociationNstudyNinNnpcjmmN uropeandancestryNindividualsNinformsNtheNgeneticN
architectureNofNildhydroxyvitaminN~NlevelseNNaturehCommunicationscN2018cNpcNimg 17.4 174

97 GenomedwideNmappingNofNplasmaNproteinNQTLsNidentifiesNputativelyNcausalNgenesNandNpathwaysNforN
cardiovascularNdiseaseeNNaturehCommunicationscN2018cNpcNjimo 17.4 111

96 GenomicNatlasNofNtheNhumanNplasmaNproteomeeNNaturecN2018cNllocNnjdnp 50.4 529

95 xssociationNofNLPxNVariantsNWithNRiskNofNzoronaryN~iseaseNandNtheNImplicationsNforN
LipoproteinVaWdLoweringNTherapiesqNxNMendelianNRandomizationNxnalysiseNJAMAhCardiologycN2018cNjcNmhpdmin16.2 235

94 ProteindalteringNvariantsNassociatedNwithNbodyNmassNindexNimplicateNpathwaysNthatNcontrolNenergyN
intakeNandNexpenditureNinNobesityeNNaturehGeneticscN2018cNlgcNimdkh 36.3 186

93 MultiancestryNgenomedwideNassociationNstudyNofNligcgggNsubjectsNidentifiesNjiNlociNassociatedNwithN
strokeNandNstrokeNsubtypeseNNaturehGeneticscN2018cNlgcNlikdljn 36.3 536

92 SeparateNandNcombinedNassociationsNofNobesityNandNmetabolicNhealthNwithNcoronaryNheartNdiseaseqNaN
pand uropeanNcasedcohortNanalysiseNEuropeanhHearthJournalcN2018cNjpcNjpndkgm 9.5 146

91 zohortdwideNdeepNwholeNgenomeNsequencingNandNtheNallelicNarchitectureNofNcomplexNtraitseNNatureh
CommunicationscN2018cNpcNkmnk 17.4 19

90 MetabolomicNzonsequencesNofNGeneticNInhibitionNofNPzSKpNzomparedNWithNStatinNTreatmenteN
CirculationcN2018cNhjocNikppdilhi 16.7 36

89 GenomicNRiskNPredictionNofNzoronaryNxrteryN~iseaseNinNkogcgggNxdultsqNImplicationsNforNPrimaryN
PreventioneNJournalhofhthehAmericanhCollegehofhCardiologycN2018cNnicNhoojdhopj 15.1 285
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88 GeneticNanalysisNofNoverNhNmillionNpeopleNidentifiesNljlNnewNlociNassociatedNwithNbloodNpressureN
traitseNNaturehGeneticscN2018cNlgcNhkhidhkil 36.3 386

87 xlcoholNintakeNinNrelationNtoNnondfatalNandNfatalNcoronaryNheartNdiseaseNandNstrokeqN PIzdzV~N
casedcohortNstudyeNBMJwhThecN2018cNjmhcNkpjk 5.9 44

86 xutomatedNtypingNofNredNbloodNcellNandNplateletNantigensqNaNwholedgenomeNsequencingNstudyeN
LancethHaematologywthecN2018cNlcNeikhdeilh 14.6 35

85 RareNandNlowdfrequencyNcodingNvariantsNalterNhumanNadultNheighteNNaturecN2017cNlkicNhomdhpg 50.4 412

84 PolygenicNRiskNScoreNIdentifiesNSubgroupNWithNHigherNyurdenNofNxtherosclerosisNandNGreaterN
RelativeNyenefitNFromNStatinNTherapyNinNtheNPrimaryNPreventionNSettingeNCirculationcN2017cNhjlcNigphdihgh16.7 244

83 GeneticNinvalidationNofNLpdPLxNasNaNtherapeuticNtargetqNLargedscaleNstudyNofNfiveNfunctionalN
LpdPLxdloweringNalleleseNEuropeanhJournalhofhPreventivehCardiologycN2017cNikcNkpidlgk 3.9 16

82 SystematicN valuationNofNPleiotropyNIdentifiesNmNFurtherNLociNxssociatedNWith´ zoronaryN
xrtery´ ~iseaseeNJournalhofhthehAmericanhCollegehofhCardiologycN2017cNmpcNoijdojm 15.1 146

81 xNcomparisonNofNzoxNandNlogisticNregressionNforNuseNinNgenomedwideNassociationNstudiesNofNcohortN
andNcasedcohortNdesigneNEuropeanhJournalhofhHumanhGeneticscN2017cNilcNolkdomi 5.3 23

80 FifteenNnewNriskNlociNforNcoronaryNarteryNdiseaseNhighlightNarterialdwalldspecificNmechanismseNNatureh
GeneticscN2017cNkpcNhhhjdhhhp 36.3 184

79 WholedGenomeNSequencingNzoupledNtoNImputationN~iscoversNGeneticNSignalsNforNxnthropometricN
TraitseNAmericanhJournalhofhHumanhGeneticscN2017cNhggcNomldook 11 74

78  xomedwideNassociationNstudyNofNplasmaNlipidsNinNujggcgggNindividualseNNaturehGeneticscN2017cNkpcNhnlodhnmm36.3 310

77 IdentificationNofNnovelNriskNlociNforNrestlessNlegsNsyndromeNinNgenomedwideNassociationNstudiesNinN
individualsNofN uropeanNancestryqNaNmetadanalysiseNLancethNeurologywhThecN2017cNhmcNopodpgn 24.1 121

76 NewNyloodNPressuredxssociatedNLociNIdentifiedNinNMetadxnalysesNofNknlNgggNIndividualseNCirculation:h
CardiovascularhGeneticscN2017cNhgcN 33

75 xssociationNanalysesNbasedNonNfalseNdiscoveryNrateNimplicateNnewNlociNforNcoronaryNarteryNdiseaseeN
NaturehGeneticscN2017cNkpcNhjoldhjph 36.3 361

74 zoffeeN~rinkingNandNMortalityNinNhgN uropeanNzountriesqNxNMultinationalNzohortNStudyeNAnnalshofh
InternalhMedicinecN2017cNhmncNijmdikn 8 127

73 PlateletNfunctionNisNmodifiedNbyNcommonNsequenceNvariationNinNmegakaryocyteNsuperNenhancerseN
NaturehCommunicationscN2017cNocNhmglo 17.4 30

72 RareNVariantNxnalysisNofNHumanNandNRodentNObesityNGenesNinNIndividualsNwithNSevereNzhildhoodN
ObesityeNScientifichReportscN2017cNncNkjpk 4.9 31

71 SequenceNdataNandNassociationNstatisticsNfromNhicpkgNtypeNiNdiabetesNcasesNandNcontrolseNScientifich
DatacN2017cNkcNhnghnp 8.2 22

(2017-2018)
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70 xssociationNofNGeneticNVariantsNRelatedNtoNz TPNInhibitorsNandNStatinsNWithNLipoproteinNLevelsNandN
zardiovascularNRiskeNJAMAhxhJournalhofhthehAmericanhMedicalhAssociationcN2017cNjhocNpkndplm 27.4 169

69 IdentificationNofNnewNsusceptibilityNlociNforNtypeNiNdiabetesNandNsharedNetiologicalNpathwaysNwithN
coronaryNheartNdiseaseeNNaturehGeneticscN2017cNkpcNhklgdhkln 36.3 136

68 TransdancestryNmetadanalysesNidentifyNrareNandNcommonNvariantsNassociatedNwithNbloodNpressureN
andNhypertensioneNNaturehGeneticscN2016cNkocNhhlhdhhmh 36.3 181

67 TheNxllelicNLandscapeNofNHumanNyloodNzellNTraitNVariationNandNLinksNtoNzommonNzomplexN~iseaseeN
CellcN2016cNhmncNhkhldhkipeehp 56.2 637

66 TheNInternationalNHumanN pigenomeNzonsortiumqNxNylueprintNforNScientificNzollaborationNandN
~iscoveryeNCellcN2016cNhmncNhhkldhhkp 56.2 232

65 xNgenomicNapproachNtoNtherapeuticNtargetNvalidationNidentifiesNaNglucosedloweringNGLPhRNvariantN
protectiveNforNcoronaryNheartNdiseaseeNSciencehTranslationalhMedicinecN2016cNocNjkhranm 17.5 77

64 PhenoScannerqNaNdatabaseNofNhumanNgenotypedphenotypeNassociationseNBioinformaticscN2016cNjicNjigndjigp7.2 430

63 RareNvariantNinNscavengerNreceptorNyINraisesNH~LNcholesterolNandNincreasesNriskNofNcoronaryNheartN
diseaseeNSciencecN2016cNjlhcNhhmmdnh 33.3 325

62 xssociationNofNMultipleNyiomarkersNofNIronNMetabolismNandNTypeNiN~iabetesqNTheN PIzdInterxctN
StudyeNDiabeteshCarecN2016cNjpcNlnidoh 14.6 48

61 yeyondNMendelianNrandomizationqNhowNtoNinterpretNevidenceNofNsharedNgeneticNpredictorseNJournalh
ofhClinicalhEpidemiologycN2016cNmpcNigodhm 5.7 54

60 TheNgeneticNarchitectureNofNtypeNiNdiabeteseNNaturecN2016cNljmcNkhdkn 50.4 704

59 ParitycNbreastfeedingNandNriskNofNcoronaryNheartNdiseaseqNxNpand uropeanNcasedcohortNstudyeN
EuropeanhJournalhofhPreventivehCardiologycN2016cNijcNhnlldhnml 3.9 39

58 zodingNVariationNinNxNGPTLkcNLPLcNandNSV PhNandNtheNRiskNofNzoronaryN~iseaseeNNewhEnglandh
JournalhofhMedicinecN2016cNjnkcNhhjkdkk 59.2 325

57 NatriureticNpeptidesNandNintegratedNriskNassessmentNforNcardiovascularNdiseaseqNanN
individualdparticipantddataNmetadanalysiseNLancethDiabeteshandhEndocrinologywthecN2016cNkcNokgdp 18.1 108

56 ~iscoveryNandNrefinementNofNgeneticNlociNassociatedNwithNcardiometabolicNriskNusingNdenseN
imputationNmapseNNaturehGeneticscN2016cNkocNhjgjdhjhi 36.3 51

55 xssociationNofNzardiometabolicNMultimorbidityNWithNMortalityeNJAMAhxhJournalhofhthehAmericanh
MedicalhAssociationcN2015cNjhkcNlidmg 27.4 365

54 TheNyangladeshNRiskNofNxcuteNVascularN ventsNVyRxV WNStudyqNobjectivesNandNdesigneNEuropeanh
JournalhofhEpidemiologycN2015cNjgcNlnndon 12.1 16

53 zardiometabolicNeffectsNofNgeneticNupregulationNofNtheNinterleukinNhNreceptorNantagonistqNaN
MendelianNrandomisationNanalysiseNLancethDiabeteshandhEndocrinologywthecN2015cNjcNikjdlj 18.1 81
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52
zontributionNofNcommonNnondsynonymousNvariantsNinNPzSKhNtoNbodyNmassNindexNvariationNandNriskN
ofNobesityqNaNsystematicNreviewNandNmetadanalysisNwithNevidenceNfromNupNtoNjjhNhnlNindividualseN
HumanhMolecularhGeneticscN2015cNikcNjloidpk

5.6 34

51 NetworkNMendelianNrandomizationqNusingNgeneticNvariantsNasNinstrumentalNvariablesNtoNinvestigateN
mediationNinNcausalNpathwayseNInternationalhJournalhofhEpidemiologycN2015cNkkcNkokdpl 7.8 144

50
zomparativeNvalidityNofNvitaminNzNandNcarotenoidsNasNindicatorsNofNfruitNandNvegetableNintakeqNaN
systematicNreviewNandNmetadanalysisNofNrandomisedNcontrolledNtrialseNBritishhJournalhofhNutritioncN
2015cNhhkcNhjjhdkg

3.6 15

49
InformationNandNRiskNModificationNTrialNVINFORMWqNdesignNofNaNrandomisedNcontrolledNtrialNofN
communicatingNdifferentNtypesNofNinformationNaboutNcoronaryNheartNdiseaseNriskcNalongsideNlifestyleN
advicecNtoNachieveNchangeNinNhealthdrelatedNbehavioureNBMChPublichHealthcN2015cNhlcNomo

4.1 9

48 xssociationNofNdietarycNcirculatingcNandNsupplementNfattyNacidsNwithNcoronaryNriskqNaNsystematicN
reviewNandNmetadanalysiseNAnnalshofhInternalhMedicinecN2014cNhmgcNjpodkgm 8 763

47 InflammatoryNcytokinesNandNriskNofNcoronaryNheartNdiseaseqNnewNprospectiveNstudyNandNupdatedN
metadanalysiseNEuropeanhHearthJournalcN2014cNjlcNlnodop 9.5 344

46 LeucocyteNtelomereNlengthNandNriskNofNtypeNiNdiabetesNmellitusqNnewNprospectiveNcohortNstudyNandN
literaturedbasedNmetadanalysiseNPLoShONEcN2014cNpcNehhikoj 3.7 144

45 LeucocyteNtelomereNlengthNandNriskNofNcardiovascularNdiseaseqNsystematicNreviewNandNmetadanalysiseN
BMJwhThecN2014cNjkpcNgkiin 5.9 501

44 xssessingNriskNpredictionNmodelsNusingNindividualNparticipantNdataNfromNmultipleNstudieseNAmericanh
JournalhofhEpidemiologycN2014cNhnpcNmihdji 3.8 36

43 GlycatedNhemoglobinNmeasurementNandNpredictionNofNcardiovascularNdiseaseeNJAMAhxhJournalhofhtheh
AmericanhMedicalhAssociationcN2014cNjhhcNhiildjj 27.4 136

42 MendelianNrandomizationNanalysisNwithNmultipleNgeneticNvariantsNusingNsummarizedNdataeNGenetich
EpidemiologycN2013cNjncNmlodml 2.6 1047

41 FunctionalNILmRNjloxlaNalleleNimpairsNclassicalNILdmNreceptorNsignalingNandNinfluencesNriskNofNdiverseN
inflammatoryNdiseaseseNPLoShGeneticscN2013cNpcNehggjkkk 6 170

40 GU SSdingNpolygenicNassociationsNwithNmultipleNphenotypesNusingNaNGPUdbasedNevolutionaryN
stochasticNsearchNalgorithmeNPLoShGeneticscN2013cNpcNehggjmln 6 45

39 InterleukindmNreceptorNpathwaysNinNcoronaryNheartNdiseaseqNaNcollaborativeNmetadanalysisNofNoiN
studieseNLancetwhThecN2012cNjnpcNhigldhj 40 522

38 UseNofNMendelianNrandomisationNtoNassessNpotentialNbenefitNofNclinicalNinterventioneNBMJwhThecN2012cN
jklcNenjil 5.9 133

37 LipiddrelatedNmarkersNandNcardiovascularNdiseaseNpredictioneNJAMAhxhJournalhofhthehAmericanhMedicalh
AssociationcN2012cNjgncNikppdlgm 27.4 271

36 zdreactiveNproteincNfibrinogencNandNcardiovascularNdiseaseNpredictioneNNewhEnglandhJournalhofh
MedicinecN2012cNjmncNhjhgdig 59.2 750

35 xdultNheightNandNtheNriskNofNcausedspecificNdeathNandNvascularNmorbidityNinNhNmillionNpeopleqN
individualNparticipantNmetadanalysiseNInternationalhJournalhofhEpidemiologycN2012cNkhcNhkhpdjj 7.8 178

(2012-2015)
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34 LargedscaleNgenedcentricNanalysisNidentifiesNnovelNvariantsNforNcoronaryNarteryNdiseaseeNPLoShGenetics
cN2011cNncNehggiimg 6 175

33 GeneticNdeterminantsNofNmajorNbloodNlipidsNinNPakistanisNcomparedNwithN uropeanseNCirculation:h
CardiovascularhGeneticscN2010cNjcNjkodln 20

32 TriglyceridedmediatedNpathwaysNandNcoronaryNdiseaseqNcollaborativeNanalysisNofNhghNstudieseNLancetwh
ThecN2010cNjnlcNhmjkdp 40 520

31
xssociationNofNtheNppihejNlocusNwithNriskNofNfirstdeverNmyocardialNinfarctionNinNPakistanisqN
casedcontrolNstudyNinNSouthNxsiaNandNupdatedNmetadanalysisNofN uropeanseNArteriosclerosiswh
ThrombosiswhandhVascularhBiologycN2010cNjgcNhkmndnj

9.4 45

30
xrrayNzGHNinNpatientsNwithNlearningNdisabilityNVmentalNretardationWNandNcongenitalNanomaliesqN
updatedNsystematicNreviewNandNmetadanalysisNofNhpNstudiesNandNhjcpimNsubjectseNGeneticshinh
MedicinecN2009cNhhcNhjpdkm

8.1 164

29 SevenNlipoproteinNlipaseNgeneNpolymorphismscNlipidNfractionscNandNcoronaryNdiseaseqNaNHuG N
associationNreviewNandNmetadanalysiseNAmericanhJournalhofhEpidemiologycN2008cNhmocNhijjdkm 3.8 98

28 RelativeNandNabsoluteNriskNofNcolorectalNcancerNforNindividualsNwithNaNfamilyNhistoryqNaNmetadanalysiseN
EuropeanhJournalhofhCancercN2006cNkicNihmdin 7.5 295

27 zohortdwideNdeepNwholeNgenomeNsequencingNandNtheNallelicNarchitectureNofNcomplexNtraits 1

26 GeneticNdeterminantsNofNlipidsNandNcardiovascularNdiseaseNoutcomesqNaNwidedangledNMendelianN
randomizationNinvestigation 1

25 zonsequencesNofNnaturalNperturbationsNinNtheNhumanNplasmaNproteome 10

24 RefiningNtheNaccuracyNofNvalidatedNtargetNidentificationNthroughNcodingNvariantNfinedmappingNinNtypeN
iNdiabetes 4

23 GeneticNanalysisNofNoverNoneNmillionNpeopleNidentifiesNljlNnovelNlociNforNbloodNpressure 4

22 IntegrativeNanalysisNofNtheNplasmaNproteomeNandNpolygenicNriskNofNcardiometabolicNdiseases 4

21 GeneticNxnalysesNofNyloodNzellNStructureNforNyiologicalNandNPharmacologicalNInference 3

20 TheNPolygenicNandNMonogenicNyasisNofNyloodNTraitsNandN~iseases 3

19 zrossdplatformNgeneticNdiscoveryNofNsmallNmoleculeNproductsNofNmetabolismNandNapplicationNtoN
clinicalNoutcomes 8

18 HighdthroughputNmultivariableNMendelianNrandomizationNanalysisNprioritizesNapolipoproteinNyNasN
keyNlipidNriskNfactorNforNcoronaryNarteryNdisease 1

17 LearningNpolygenicNscoresNforNhumanNbloodNcellNtraits 1
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16 GenomicNevaluationNofNcirculatingNproteinsNforNdrugNtargetNcharacterisationNandNprecisionNmedicine 5

15 xz NinhibitionNandNcardiometabolicNriskNfactorscNlungNxz iNandNTMPRSSiNgeneNexpressioncNandN
plasmaNxz iNlevelsqNaNMendelianNrandomizationNstudy 4

14  ffectsNofNadiposityNonNtheNhumanNplasmaNproteomeqNObservationalNandNMendelianNrandomizationNestimates 1

13 GenomedwideNanalysisNofNbloodNlipidNmetabolitesNinNoverNlcgggNSouthNxsiansNrevealsNbiologicalN
insightsNatNcardiometabolicNdiseaseNloci 1

12 xctionableNdruggableNgenomedwideNMendelianNrandomizationNidentifiesNrepurposingNopportunitiesN
forNzOVI~dhp 1

11 WholeNgenomeNsequencingNassociationNanalysisNofNquantitativeNredNbloodNcellNphenotypesqNtheN
NHLyINTOPMedNprogram 1

10 ProGeMqNxNframeworkNforNtheNprioritisationNofNcandidateNcausalNgenesNatNmolecularNquantitativeN
traitNloci 2

9 GenomicNriskNpredictionNofNcoronaryNarteryNdiseaseNinNnearlyNlggcgggNadultsqNimplicationsNforNearlyN
screeningNandNprimaryNprevention 17

8 LipoproteinNSignaturesNofNzholesterylN sterNTransferNProteinNandNHMGdzoxNReductaseNInhibition 1

7 NewNgeneticNsignalsNforNlungNfunctionNhighlightNpathwaysNandNpleiotropycNandNchronicNobstructiveN
pulmonaryNdiseaseNassociationsNacrossNmultipleNancestries 5

6 ProteindzodingNVariantsNImplicateNNovelNGenesNRelatedNtoNLipidNHomeostasisNzontributingNtoNyodyN
FatN~istribution 1

5 InterleukindmNReceptorNSignallingNandNxbdominalNxorticNxneurysmNGrowthNRates 1

4 GeneticNanalysisNidentifiesNmolecularNsystemsNandNbiologicalNpathwaysNassociatedNwithNhouseholdNincome 1

3 PhenomedwideNMendelianNrandomizationNmappingNtheNinfluenceNofNtheNplasmaNproteomeNonN
complexNdiseases 21

2 ~iscoveryNandNsystematicNcharacterizationNofNriskNvariantsNandNgenesNforNcoronaryNarteryNdiseaseNinN
overNaNmillionNparticipants 5

1 QualityNcontrolNandNremovalNofNtechnicalNvariationNofNNMRNmetabolicNbiomarkerNdataNinN~higcgggN
UKNyiobankNparticipants 3
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