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thepNationalpAcademypofpSciencespofpthepUnitedpStatespofpAmericafR2004fRkjkfRrqogrj 11.5 136

45 DynamicRDNARmethylationRreconfigurationRduringRseedRdevelopmentRandRgerminationhRGenomep
BiologyfR2017fRkrfRkqk 18.3 132

44 UniqueRcellgtypegspecificRpatternsRofRDNARmethylationRinRtheRrootRmeristemhRNaturepPlantsfR2016fRlfRkpjor11.5 125

43 CompensationRandRinteractionRbetweenRRISBZkRandRRPBFRduringRgrainRfillingRinRricehRPlantpJournalfR
2009fRosfRsjrglj 6.9 119

42 ReducingRriceRseedRstorageRproteinRaccumulationRleadsRtoRchangesRinRnutrientRqualityRandRstorageR
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17 TowardsRaRdeeperRintegratedRmultigomicsRapproachRinRtheRrootRsystemRtoRdevelopRclimategresilientR
ricehRMolecularpBreedingfR2019fRmsfRk 3.4 9

16 RNARsilencingRinducedRbyRanRartificialRsequenceRthatRpreventsRproperRtranscriptionRterminationRinR
ricehRPlantpPhysiologyfR2012fRkpjfRpjkgkl 6.6 6

15 LowgcostRRNARextractionRmethodRforRhighlyRscalableRtranscriptomeRstudieshRBreedingpSciencefR2020fR
qjfRnrkgnrp 2 4

14 RNARsilencingRisRinducedRbyRtheRexpressionRofRforeignRrecombinantRproductsRinRtransgenicRricehR
PlantpSciencefR2014fRllofRkmrgnp 5.3 3

13 TheRtranscriptomicRlandscapesRofRriceRcultivarsRwithRdiverseRrootRsystemRarchitecturesRgrownRinR
uplandRfieldRconditionshRPlantpJournalfR2021fRkjpfRkkqqgkksj 6.9 3

(2021-2013)

3



12 iPOTstRInternetRofRThingsgbasedRpotRsystemRcontrollingRoptionalRtreatmentRofRsoilRwaterRconditionR
forRplantRphenotypingRunderRdroughtRstresshRPlantpJournalfR2021fRkjqfRkopsgkorj 6.9 3

11 ReductionRofRkmRkDRprolaminsRincreasesRrecombinantRproteinRyieldRandRrecoveryRrateRinRriceR
endospermhRPlantpSignalingpandpBehaviorfR2012fRqfRknjlgm 2.5 2

10 WholegGenomeRBisulfiteRSequencingRandREpigeneticRVariationRinRCerealRMethylomeshRMethodspinp
MolecularpBiologyfR2020fRljqlfRkksgklr 1.4 2

9 RiceRproteinsRandRessentialRaminoRacidsR2019fRkjsgkmj 2

8 ReinventionRofRhermaphroditismRviaRactivationRofRaRRADIALISglikeRgeneRinRhexaploidRpersimmonhhR
NaturepPlantsfR2022fR 11.5 2

7 RNAgDirectedRDNARMethylationRLinksRViralRDiseaseRandRPlantRArchitectureRinRRicehRMolecularpPlantfR
2020fRkmfRrkngrkp 14.4 1

6 TheRtranscriptomicRlandscapesRofRdiverseRriceRcultivarsRgrownRunderRmildRdroughtRconditions 1

5 TheoreticalRandRAppliedREpigeneticsRinRPlantsR2018fRlpoglrp

4 CommonRallelesRofRCMTlRandRNRPEkRareRmajorRdeterminantsRofRCHHRmethylationRvariationRinR
ArabidopsisRthalianaR2019fRkofRekjjrnsl

3 CommonRallelesRofRCMTlRandRNRPEkRareRmajorRdeterminantsRofRCHHRmethylationRvariationRinR
ArabidopsisRthalianaR2019fRkofRekjjrnsl

2 CommonRallelesRofRCMTlRandRNRPEkRareRmajorRdeterminantsRofRCHHRmethylationRvariationRinR
ArabidopsisRthalianaR2019fRkofRekjjrnsl

1 CommonRallelesRofRCMTlRandRNRPEkRareRmajorRdeterminantsRofRCHHRmethylationRvariationRinR
ArabidopsisRthalianaR2019fRkofRekjjrnsl

Taiji Kawakatsu

4


