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m Paper IF Citations

191 sKsecondKgenerationKhumanKhaplotypeKmapKofKoverKeYcKmillionKSNPsYKNatureWK2007WKffkWKjgcXhc 50.4 3647

190 yeneticKstudiesKofKbodyKmassKindexKyieldKnewKinsightsKforKobesityKbiologyYKNatureWK2015WKgcjWKckiXdbh 50.4 2687

189 sssociationKanalysesKofKdfkWikhKindividualsKrevealKcjKnewKlociKassociatedKwithKbodyKmassKindexYK
NaturegGeneticsWK2010WKfdWKkeiXfj 36.3 2267

188 ReplicationKofKgenomeXwideKassociationKsignalsKinKUKKsamplesKrevealsKriskKlociKforKtypeKdKdiabetesYK
ScienceWK2007WKechWKceehXfc 33.3 1823

187 NewKgeneticKlociKimplicatedKinKfastingKglucoseKhomeostasisKandKtheirKimpactKonKtypeKdKdiabetesKriskYK
NaturegGeneticsWK2010WKfdWKcbgXch 36.3 1673

186 LargeXscaleKassociationKanalysisKprovidesKinsightsKintoKtheKgeneticKarchitectureKandKpathophysiologyK
ofKtypeKdKdiabetesYKNaturegGeneticsWK2012WKffWKkjcXkb 36.3 1482

185 TwelveKtypeKdKdiabetesKsusceptibilityKlociKidentifiedKthroughKlargeXscaleKassociationKanalysisYKNatureg
GeneticsWK2010WKfdWKgikXjk 36.3 1449

184 vefiningKtheKroleKofKcommonKvariationKinKtheKgenomicKandKbiologicalKarchitectureKofKadultKhumanK
heightYKNaturegGeneticsWK2014WKfhWKccieXjh 36.3 1339

183 sKcomprehensiveKcWbbbKyenomesXbasedKgenomeXwideKassociationKmetaXanalysisKofKcoronaryKarteryK
diseaseYKNaturegGeneticsWK2015WKfiWKccdcXcceb 36.3 1290

182 sssociationKanalysesKidentifyKejKsusceptibilityKlociKforKinflammatoryKbowelKdiseaseKandKhighlightK
sharedKgeneticKriskKacrossKpopulationsYKNaturegGeneticsWK2015WKfiWKkikXkjh 36.3 1278

181 NewKgeneticKlociKlinkKadiposeKandKinsulinKbiologyKtoKbodyKfatKdistributionYKNatureWK2015WKgcjWKcjiXckh 50.4 920

180 uonditionalKandKjointKmultipleXSNPKanalysisKofKyWsSKsummaryKstatisticsKidentifiesKadditionalK
variantsKinfluencingKcomplexKtraitsYKNaturegGeneticsWK2012WKffWKehkXigWKScXe 36.3 813

179 yenomeXwideKtransXancestryKmetaXanalysisKprovidesKinsightKintoKtheKgeneticKarchitectureKofKtypeKdK
diabetesKsusceptibilityYKNaturegGeneticsWK2014WKfhWKdefXff 36.3 784

178 TheKUKcbKKprojectKidentifiesKrareKvariantsKinKhealthKandKdiseaseYKNatureWK2015WKgdhWKjdXkb 50.4 776

177 MetaXanalysisKidentifiesKceKnewKlociKassociatedKwithKwaistXhipKratioKandKrevealsKsexualKdimorphismK
inKtheKgeneticKbasisKofKfatKdistributionYKNaturegGeneticsWK2010WKfdWKkfkXhb 36.3 724

176 TheKgeneticKarchitectureKofKtypeKdKdiabetesYKNatureWK2016WKgehWKfcXfi 50.4 704

175 xineXmappingKtypeKdKdiabetesKlociKtoKsingleXvariantKresolutionKusingKhighXdensityKimputationKandK
isletXspecificKepigenomeKmapsYKNaturegGeneticsWK2018WKgbWKcgbgXcgce 36.3 675
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174 LargeXscaleKassociationKanalysesKidentifyKnewKlociKinfluencingKglycemicKtraitsKandKprovideKinsightK
intoKtheKunderlyingKbiologicalKpathwaysYKNaturegGeneticsWK2012WKffWKkkcXcbbg 36.3 621

173 MetaXanalysisKofKgenomeXwideKassociationKstudiesKidentifiesKeightKnewKlociKforKtypeKdKdiabetesKinK
eastKssiansYKNaturegGeneticsWK2011WKffWKhiXid 36.3 475

172 yenomeXwideKmetaXanalysisKidentifiesKccKnewKlociKforKanthropometricKtraitsKandKprovidesKinsightsK
intoKgeneticKarchitectureYKNaturegGeneticsWK2013WKfgWKgbcXcd 36.3 437

171 snKwxpandedKyenomeXWideKsssociationKStudyKofKTypeKdKviabetesKinKwuropeansYKDiabetesWK2017WKhhWKdjjjXdkbd0.9 414

170 RareKandKlowXfrequencyKcodingKvariantsKalterKhumanKadultKheightYKNatureWK2017WKgfdWKcjhXckb 50.4 412

169 yenomeXwideKassociationKstudyKinKindividualsKofKSouthKssianKancestryKidentifiesKsixKnewKtypeKdK
diabetesKsusceptibilityKlociYKNaturegGeneticsWK2011WKfeWKkjfXk 36.3 406

168 snKevaluationKofKstatisticalKapproachesKtoKrareKvariantKanalysisKinKgeneticKassociationKstudiesYK
GeneticgEpidemiologyWK2010WKefWKcjjXke 2.6 402

167 TheKmetabochipWKaKcustomKgenotypingKarrayKforKgeneticKstudiesKofKmetabolicWKcardiovascularWKandK
anthropometricKtraitsYKPLoSgGeneticsWK2012WKjWKecbbdike 6 395

166 yeneticKanalysisKofKoverKcKmillionKpeopleKidentifiesKgegKnewKlociKassociatedKwithKbloodKpressureK
traitsYKNaturegGeneticsWK2018WKgbWKcfcdXcfdg 36.3 386

165 LossXofXfunctionKmutationsKinKSLuebsjKprotectKagainstKtypeKdKdiabetesYKNaturegGeneticsWK2014WKfhWKegiXhe36.3 351

164 tayesianKrefinementKofKassociationKsignalsKforKcfKlociKinKeKcommonKdiseasesYKNaturegGeneticsWK2012WK
ffWKcdkfXebc 36.3 347

163 yWsMslKsoftwareKforKgenomeXwideKassociationKmetaXanalysisYKBMCgBioinformaticsWK2010WKccWKdjj 3.6 342

162 NovelKlociKforKadiponectinKlevelsKandKtheirKinfluenceKonKtypeKdKdiabetesKandKmetabolicKtraitslKaK
multiXethnicKmetaXanalysisKofKfgWjkcKindividualsYKPLoSgGeneticsWK2012WKjWKecbbdhbi 6 326

161 wxomeXwideKassociationKstudyKofKplasmaKlipidsKinKpebbWbbbKindividualsYKNaturegGeneticsWK2017WKfkWKcigjXcihh36.3 310

160 yeneticKfineKmappingKandKgenomicKannotationKdefinesKcausalKmechanismsKatKtypeKdKdiabetesK
susceptibilityKlociYKNaturegGeneticsWK2015WKfiWKcfcgXdg 36.3 292

159 MultiXethnicKgenomeXwideKassociationKstudyKforKatrialKfibrillationYKNaturegGeneticsWK2018WKgbWKcddgXcdee 36.3 277

158 yenomeXwideKassociationKanalysesKidentifiesKaKsusceptibilityKlocusKforKtuberculosisKonKchromosomeK
cjqccYdYKNaturegGeneticsWK2010WKfdWKiekXifc 36.3 276

157 yenomeXwideKassociationsKforKbirthKweightKandKcorrelationsKwithKadultKdiseaseYKNatureWK2016WKgejWKdfjXdgd50.4 266
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156 TheKgeneticsKofKbloodKpressureKregulationKandKitsKtargetKorgansKfromKassociationKstudiesKinKefdWfcgK
individualsYKNaturegGeneticsWK2016WKfjWKccicXccjf 36.3 251

155
NovelKinsightsKintoKtheKgeneticsKofKsmokingKbehaviourWKlungKfunctionWKandKchronicKobstructiveK
pulmonaryKdiseaseKSUKKtiLwVwTlKaKgeneticKassociationKstudyKinKUKKtiobankYKLancetgRespiratoryg
MedicinevtheWK2015WKeWKihkXjc

35.1 245

154 TheKimpactKofKlowXfrequencyKandKrareKvariantsKonKlipidKlevelsYKNaturegGeneticsWK2015WKfiWKgjkXki 36.3 229

153
–mpactKofKcommonKgeneticKdeterminantsKofKzemoglobinKsccKonKtypeKdKdiabetesKriskKandKdiagnosisK
inKancestrallyKdiverseKpopulationslKsKtransethnicKgenomeXwideKmetaXanalysisYKPLoSgMedicineWK2017WK
cfWKecbbdeje

11.6 223

152 RefiningKtheKaccuracyKofKvalidatedKtargetKidentificationKthroughKcodingKvariantKfineXmappingKinKtypeK
dKdiabetesYKNaturegGeneticsWK2018WKgbWKggkXgic 36.3 221

151 TheK–nfluenceKofKsgeKandKSexKonKyeneticKsssociationsKwithKsdultKtodyKSizeKandKShapelKsK
LargeXScaleKyenomeXWideK–nteractionKStudyYKPLoSgGeneticsWK2015WKccWKecbbgeij 6 220

150 TransethnicKmetaXanalysisKofKgenomewideKassociationKstudiesYKGeneticgEpidemiologyWK2011WKegWKjbkXdd 2.6 218

149 sKcatalogKofKgeneticKlociKassociatedKwithKkidneyKfunctionKfromKanalysesKofKaKmillionKindividualsYK
NaturegGeneticsWK2019WKgcWKkgiXkid 36.3 217

148 MosaicKlossKofKchromosomeKYKinKperipheralKbloodKisKassociatedKwithKshorterKsurvivalKandKhigherKriskK
ofKcancerYKNaturegGeneticsWK2014WKfhWKhdfXj 36.3 213

147 ProteinXalteringKvariantsKassociatedKwithKbodyKmassKindexKimplicateKpathwaysKthatKcontrolKenergyK
intakeKandKexpenditureKinKobesityYKNaturegGeneticsWK2018WKgbWKdhXfc 36.3 186

146 MaternalKandKfetalKgeneticKeffectsKonKbirthKweightKandKtheirKrelevanceKtoKcardioXmetabolicKriskK
factorsYKNaturegGeneticsWK2019WKgcWKjbfXjcf 36.3 181

145 TransXancestryKmetaXanalysesKidentifyKrareKandKcommonKvariantsKassociatedKwithKbloodKpressureK
andKhypertensionYKNaturegGeneticsWK2016WKfjWKccgcXcchc 36.3 181

144 NewKlociKforKbodyKfatKpercentageKrevealKlinkKbetweenKadiposityKandKcardiometabolicKdiseaseKriskYK
NaturegCommunicationsWK2016WKiWKcbfkg 17.4 180

143 LargeXscaleKanalysesKofKcommonKandKrareKvariantsKidentifyKcdKnewKlociKassociatedKwithKatrialK
fibrillationYKNaturegGeneticsWK2017WKfkWKkfhXkgd 36.3 176

142 yenomeXwideKassociationKanalysesKforKlungKfunctionKandKchronicKobstructiveKpulmonaryKdiseaseK
identifyKnewKlociKandKpotentialKdruggableKtargetsYKNaturegGeneticsWK2017WKfkWKfchXfdg 36.3 170

141 yenomeXwideKmetaXanalysisKidentifiesKsixKnovelKlociKassociatedKwithKhabitualKcoffeeKconsumptionYK
MoleculargPsychiatryWK2015WKdbWKhfiXhgh 15.1 167

140 StratifyingKtypeKdKdiabetesKcasesKbyKtM–KidentifiesKgeneticKriskKvariantsKinKLsMscKandKenrichmentK
forKriskKvariantsKinKleanKcomparedKtoKobeseKcasesYKPLoSgGeneticsWK2012WKjWKecbbdifc 6 162

139 NewKgeneticKsignalsKforKlungKfunctionKhighlightKpathwaysKandKchronicKobstructiveKpulmonaryK
diseaseKassociationsKacrossKmultipleKancestriesYKNaturegGeneticsWK2019WKgcWKfjcXfke 36.3 156
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138 yeneticKwvidenceKforKuausalKRelationshipsKtetweenKMaternalKObesityXRelatedKTraitsKandKtirthK
WeightYKJAMAgygJournalgofgthegAmericangMedicalgAssociationWK2016WKecgWKccdkXfb 27.4 149

137 yeneXlifestyleKinteractionKandKtypeKdKdiabeteslKtheKwP–uKinteractKcaseXcohortKstudyYKPLoSgMedicineWK
2014WKccWKecbbchfi 11.6 149

136 sKgenomeXwideKassociationKsearchKforKtypeKdKdiabetesKgenesKinKsfricanKsmericansYKPLoSgONEWK2012WK
iWKedkdbd 3.7 138

135 yeneticKvariantsKunderlyingKriskKofKendometriosislKinsightsKfromKmetaXanalysisKofKeightK
genomeXwideKassociationKandKreplicationKdatasetsYKHumangReproductiongUpdateWK2014WKdbWKibdXch 15.8 131

134 wxomeKsequencingKofKdbWikc´ casesKofKtypeKdKdiabetesKandKdfWffb´ controlsYKNatureWK2019WKgibWKicXih 50.4 129

133 yenomeXwideKassociationKstudyKidentifiesKaKnovelKlocusKcontributingKtoKtypeKdKdiabetesK
susceptibilityKinKSikhsKofKPunjabiKoriginKfromK–ndiaYKDiabetesWK2013WKhdWKcifhXgg 0.9 129

132 MutagenesisYKSmokingKisKassociatedKwithKmosaicKlossKofKchromosomeKYYKScienceWK2015WKefiWKjcXe 33.3 108

131 yenomeXwideKmetaXanalysisKuncoversKnovelKlociKinfluencingKcirculatingKleptinKlevelsYKNatureg
CommunicationsWK2016WKiWKcbfkf 17.4 107

130 yenomeXwideKmetaXanalysisKofKdfcWdgjKadultsKaccountingKforKsmokingKbehaviourKidentifiesKnovelK
lociKforKobesityKtraitsYKNaturegCommunicationsWK2017WKjWKcfkii 17.4 105

129 yenomeXwideKassociationKanalysisKidentifiesKsixKnewKlociKassociatedKwithKforcedKvitalKcapacityYK
NaturegGeneticsWK2014WKfhWKhhkXii 36.3 104

128
–nvestigatingKtheKuausalKRelationshipKofKuXReactiveKProteinKwithKedKuomplexKSomaticKandK
PsychiatricKOutcomeslKsKLargeXScaleKurossXuonsortiumKMendelianKRandomizationKStudyYKPLoSg
MedicineWK2016WKceWKecbbckih

11.6 100

127 –dentificationKofKtypeKdKdiabetesKlociKinKfeeWgfbKwastKssianKindividualsYKNatureWK2020WKgjdWKdfbXdfg 50.4 89

126 LargeKmetaXanalysisKofKgenomeXwideKassociationKstudiesKidentifiesKfiveKlociKforKleanKbodyKmassYK
NaturegCommunicationsWK2017WKjWKjb 17.4 88

125 NovelKtloodKPressureKLocusKandKyeneKviscoveryKUsingKyenomeXWideKsssociationKStudyKandK
wxpressionKvataKSetsKxromKtloodKandKtheKKidneyYKHypertensionWK2017WK 8.5 85

124 snKintegratedKepigenomicKanalysisKforKtypeKdKdiabetesKsusceptibilityKlociKinKmonozygoticKtwinsYK
NaturegCommunicationsWK2014WKgWKgick 17.4 85

123
–mprovedKimputationKaccuracyKofKrareKandKlowXfrequencyKvariantsKusingKpopulationXspecificK
highXcoverageKWySXbasedKimputationKreferenceKpanelYKEuropeangJournalgofgHumangGeneticsWK2017WK
dgWKjhkXjih

5.3 82

122 RegulatoryKvariantsKatKKLxcfKinfluenceKtypeKdKdiabetesKriskKviaKaKfemaleXspecificKeffectKonK
adipocyteKsizeKandKbodyKcompositionYKNaturegGeneticsWK2018WKgbWKgidXgjb 36.3 82

121 PleiotropicKgenesKforKmetabolicKsyndromeKandKinflammationYKMoleculargGeneticsgandgMetabolismWK
2014WKccdWKeciXej 3.7 81

(2014-2016)
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120 yenomeXWideKsssociationKStudyKofKSusceptibilityKtoK–diopathicKPulmonaryKxibrosisYKAmericang
JournalgofgRespiratorygandgCriticalgCaregMedicineWK2020WKdbcWKghfXgif 10.2 81

119 MultiethnicKgenomeXwideKmetaXanalysisKofKectopicKfatKdepotsKidentifiesKlociKassociatedKwithK
adipocyteKdevelopmentKandKdifferentiationYKNaturegGeneticsWK2017WKfkWKcdgXceb 36.3 80

118 PersonalizedKriskKpredictionKforKtypeKdKdiabeteslKtheKpotentialKofKgeneticKriskKscoresYKGeneticsging
MedicineWK2017WKckWKeddXedk 8.1 79

117 SixteenKnewKlungKfunctionKsignalsKidentifiedKthroughKcbbbKyenomesKProjectKreferenceKpanelK
imputationYKNaturegCommunicationsWK2015WKhWKjhgj 17.4 79

116 sKgenomicKapproachKtoKtherapeuticKtargetKvalidationKidentifiesKaKglucoseXloweringKyLPcRKvariantK
protectiveKforKcoronaryKheartKdiseaseYKSciencegTranslationalgMedicineWK2016WKjWKefcraih 17.5 77

115 –dentificationKandKfunctionalKcharacterizationKofKyhPudKcodingKvariantsKinfluencingKglycemicKtraitsK
defineKanKeffectorKtranscriptKatKtheKyhPudXstutccKlocusYKPLoSgGeneticsWK2015WKccWKecbbfjih 6 76

114 UgandaKyenomeKResourceKwnablesK–nsightsKintoKPopulationKzistoryKandKyenomicKviscoveryKinK
sfricaYKCellWK2019WKcikWKkjfXcbbdYeeh 56.2 76

113 yenomeXwideKassociationKstudyKofKtoxicKmetalsKandKtraceKelementsKrevealsKnovelKassociationsYK
HumangMoleculargGeneticsWK2015WKdfWKfiekXfg 5.6 75

112 WholeXyenomeKSequencingKuoupledKtoK–mputationKviscoversKyeneticKSignalsKforKsnthropometricK
TraitsYKAmericangJournalgofgHumangGeneticsWK2017WKcbbWKjhgXjjf 11 74

111 yeneticKinactivationKofKsNyPTLfKimprovesKglucoseKhomeostasisKandKisKassociatedKwithKreducedKriskK
ofKdiabetesYKNaturegCommunicationsWK2018WKkWKddgd 17.4 71

110 yenomeKwideKassociationKidentifiesKcommonKvariantsKatKtheKSwRP–NshaSwRP–NscKlocusKinfluencingK
plasmaKcortisolKandKcorticosteroidKbindingKglobulinYKPLoSgGeneticsWK2014WKcbWKecbbffif 6 71

109 MetaXanalysisKofKsexXspecificKgenomeXwideKassociationKstudiesYKGeneticgEpidemiologyWK2010WKefWKjfhXge 2.6 69

108
TransXethnicKmetaXregressionKofKgenomeXwideKassociationKstudiesKaccountingKforKancestryK
increasesKpowerKforKdiscoveryKandKimprovesKfineXmappingKresolutionYKHumangMoleculargGeneticsWK
2017WKdhWKehekXehgb

5.6 67

107 uystatinKuKandKuardiovascularKviseaselKsKMendelianKRandomizationKStudyYKJournalgofgthegAmericang
CollegegofgCardiologyWK2016WKhjWKkefXfg 15.1 65

106 MultiXancestryKgenomeXwideKgeneXsmokingKinteractionKstudyKofKejiWdidKindividualsKidentifiesKnewK
lociKassociatedKwithKserumKlipidsYKNaturegGeneticsWK2019WKgcWKhehXhfj 36.3 59

105 sKLargeXScaleKMultiXancestryKyenomeXwideKStudyKsccountingKforKSmokingKtehaviorK–dentifiesK
MultipleKSignificantKLociKforKtloodKPressureYKAmericangJournalgofgHumangGeneticsWK2018WKcbdWKeigXfbb 11 59

104 yenomeXwideKgeneticKanalysesKhighlightKmitogenXactivatedKproteinKkinaseKSMsPKTKsignalingKinKtheK
pathogenesisKofKendometriosisYKHumangReproductionWK2017WKedWKijbXike 5.7 59

103 viscoveryKandKxineXMappingKofKylycaemicKandKObesityXRelatedKTraitKLociKUsingKzighXvensityK
–mputationYKPLoSgGeneticsWK2015WKccWKecbbgdeb 6 59
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102 viscoveryKandKfineKmappingKofKserumKproteinKlociKthroughKtransethnicKmetaXanalysisYKAmericang
JournalgofgHumangGeneticsWK2012WKkcWKiffXge 11 58

101 yenomeXwideKenrichmentKanalysisKbetweenKendometriosisKandKobesityXrelatedKtraitsKrevealsKnovelK
susceptibilityKlociYKHumangMoleculargGeneticsWK2015WKdfWKccjgXkk 5.6 57

100 MultiXethnicKgenomeXwideKassociationKstudyKidentifiesKnovelKlocusKforKtypeKdKdiabetesK
susceptibilityYKEuropeangJournalgofgHumangGeneticsWK2016WKdfWKccigXjb 5.3 54

99 TransXethnicKkidneyKfunctionKassociationKstudyKrevealsKputativeKcausalKgenesKandKeffectsKonK
kidneyXspecificKdiseaseKaetiologiesYKNaturegCommunicationsWK2019WKcbWKdk 17.4 51

98 yeneticKlociKassociatedKwithKheartKrateKvariabilityKandKtheirKeffectsKonKcardiacKdiseaseKriskYKNatureg
CommunicationsWK2017WKjWKcgjbg 17.4 50

97 teyondKwndometriosisKyenomeXWideKsssociationKStudylKxromKyenomicsKtoKPhenomicsKtoKtheK
PatientYKSeminarsgingReproductivegMedicineWK2016WKefWKdfdXgf 1.4 50

96 sssociationKbetweenKendometriosisKandKtheKinterleukinKcsKS–LcsTKlocusYKHumangReproductionWK2015WK
ebWKdekXfj 5.7 49

95 wvaluatingKtheKPerformanceKofKxineXMappingKStrategiesKatKuommonKVariantKyWsSKLociYKPLoSg
GeneticsWK2015WKccWKecbbggeg 6 49

94 SharedKgeneticsKunderlyingKepidemiologicalKassociationKbetweenKendometriosisKandKovarianKcancerYK
HumangMoleculargGeneticsWK2015WKdfWKgkggXhf 5.6 48

93 TransXethnicKstudyKdesignKapproachesKforKfineXmappingYKEuropeangJournalgofgHumangGeneticsWK2016WK
dfWKceebXh 5.3 48

92 yenomeXWideKsssociationKStudyKofKtheKModifiedKStumvollK–nsulinKSensitivityK–ndexK–dentifiesKtuLdK
andKxsMcksdKasKNovelK–nsulinKSensitivityKLociYKDiabetesWK2016WKhgWKedbbXcc 0.9 47

91 sKprincipalKcomponentKmetaXanalysisKonKmultipleKanthropometricKtraitsKidentifiesKnovelKlociKforK
bodyKshapeYKNaturegCommunicationsWK2016WKiWKceegi 17.4 46

90 yeneticKanalysisKofKdyslexiaKcandidateKgenesKinKtheKwuropeanKcrossXlinguisticKNeurovysKcohortYK
EuropeangJournalgofgHumangGeneticsWK2014WKddWKhigXjb 5.3 46

89 TransXethnicKmetaXanalysisKofKwhiteKbloodKcellKphenotypesYKHumangMoleculargGeneticsWK2014WKdeWKhkffXhb5.6 45

88 TheKtransXancestralKgenomicKarchitectureKofKglycemicKtraitsYKNaturegGeneticsWK2021WKgeWKjfbXjhb 36.3 44

87 TransXethnicKxineKMappingKzighlightsKKidneyXxunctionKyenesKLinkedKtoKSaltKSensitivityYKAmericang
JournalgofgHumangGeneticsWK2016WKkkWKhehXhfh 11 44

86 ProteinXcodingKvariantsKimplicateKnovelKgenesKrelatedKtoKlipidKhomeostasisKcontributingKtoKbodyXfatK
distributionYKNaturegGeneticsWK2019WKgcWKfgdXfhk 36.3 44

85 yenomeXwideKassociationKmetaXanalysesKandKfineXmappingKelucidateKpathwaysKinfluencingK
albuminuriaYKNaturegCommunicationsWK2019WKcbWKfceb 17.4 43

(2019-2012)
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84 LargeXscaleKgenomeXwideKassociationKstudiesKandKmetaXanalysesKofKlongitudinalKchangeKinKadultK
lungKfunctionYKPLoSgONEWK2014WKkWKecbbiih 3.7 42

83 TransXethnicKMetaXanalysisKandKxunctionalKsnnotationK–lluminatesKthe´ yeneticKsrchitectureKofK
xastingKylucoseKandK–nsulinYKAmericangJournalgofgHumangGeneticsWK2016WKkkWKghXig 11 41

82 yeneticKoverlapKbetweenKendometriosisKandKendometrialKcancerlKevidenceKfromKcrossXdiseaseK
geneticKcorrelationKandKyWsSKmetaXanalysesYKCancergMedicineWK2018WKiWKckijXckji 4.8 40

81 sKpowerfulKapproachKtoKsubXphenotypeKanalysisKinKpopulationXbasedKgeneticKassociationKstudiesYK
GeneticgEpidemiologyWK2010WKefWKeegXfe 2.6 39

80 virectKanalysisKofKunphasedKSNPKgenotypeKdataKinKpopulationXbasedKassociationKstudiesKviaK
tayesianKpartitionKmodellingKofKhaplotypesYKGeneticgEpidemiologyWK2005WKdkWKkcXcbi 2.6 38

79 yenomeXwideKassociationKstudyKofKtypeKdKdiabetesKinKsfricaYKDiabetologiaWK2019WKhdWKcdbfXcdcc 10.3 36

78 SharedKyeneticKRiskKxactorsKscrossKuarbamazepineX–nducedKzypersensitivityKReactionsYKClinicalg
PharmacologygandgTherapeuticsWK2019WKcbhWKcbdjXcbeh 6.1 34

77 yenomeXwideKassociationKstudyKofKnevirapineKhypersensitivityKinKaKsubXSaharanKsfricanKz–VXinfectedK
populationYKJournalgofgAntimicrobialgChemotherapyWK2017WKidWKccgdXcchd 5.1 33

76
sKflexibleKtayesianKframeworkKforKmodelingKhaplotypeKassociationKwithKdiseaseWKallowingKforK
dominanceKeffectsKofKtheKunderlyingKcausativeKvariantsYKAmericangJournalgofgHumangGeneticsWK2006WK
ikWKhikXkf

11 31

75 MultiethnicKyenomeXWideKsssociationKStudyKofKviabeticKRetinopathyKUsingKLiabilityKThresholdK
ModelingKofKvurationKofKviabetesKandKylycemicKuontrolYKDiabetesWK2019WKhjWKffcXfgh 0.9 31

74 yenomeXwideKTransXethnicKMetaXanalysisK–dentifiesKSevenKyeneticKLociK–nfluencingKwrythrocyteK
TraitsKandKaKRoleKforKRtPMSKinKwrythropoiesisYKAmericangJournalgofgHumangGeneticsWK2017WKcbbWKgcXhe 11 30

73 SexXdimorphicKgeneticKeffectsKandKnovelKlociKforKfastingKglucoseKandKinsulinKvariabilityYKNatureg
CommunicationsWK2021WKcdWKdf 17.4 30

72 uhronicKobstructiveKpulmonaryKdiseaseKandKrelatedKphenotypeslKpolygenicKriskKscoresKinK
populationXbasedKandKcaseXcontrolKcohortsYKLancetgRespiratorygMedicinevtheWK2020WKjWKhkhXibj 35.1 29

71 yuidanceKforKtheKutilityKofKlinearKmodelsKinKmetaXanalysisKofKgeneticKassociationKstudiesKofKbinaryK
phenotypesYKEuropeangJournalgofgHumangGeneticsWK2017WKdgWKdfbXdfg 5.3 26

70 yWsSXidentifiedKlociKforKcoronaryKheartKdiseaseKareKassociatedKwithKintimaXmediaKthicknessKandK
plaqueKpresenceKatKtheKcarotidKarteryKbulbYKAtherosclerosisWK2015WKdekWKebfXcb 3.1 26

69 viscoveryKofKrareKvariantsKassociatedKwithKbloodKpressureKregulationKthroughKmetaXanalysisKofKcYeK
millionKindividualsYKNaturegGeneticsWK2020WKgdWKcecfXceed 36.3 26

68
MultipointKlinkageXdisequilibriumKmappingKnarrowsKlocationKintervalKandKidentifiesKmutationK
heterogeneityYKProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaWK
2003WKcbbWKceffdXh

11.5 25

67 visentanglingKtheKgeneticsKofKleanKmassYKAmericangJournalgofgClinicalgNutritionWK2019WKcbkWKdihXdji 7 24
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66 TheKpowerKofKgeneticKdiversityKinKgenomeXwideKassociationKstudiesKofKlipidsYKNatureWK2021WK 50.4 24

65 vecipheringKosteoarthritisKgeneticsKacrossKjdhWhkbKindividualsKfromKkKpopulationsYKCellWK2021WKcjfWKfijfXfjcjYeci56.2 24

64 yenomeXwideKvNsKmethylationKstudyKidentifiesKgenesKassociatedKwithKtheKcardiovascularK
biomarkerKyvxXcgYKHumangMoleculargGeneticsWK2016WKdgWKjciXdi 5.6 23

63 SequenceKdataKandKassociationKstatisticsKfromKcdWkfbKtypeKdKdiabetesKcasesKandKcontrolsYKScientificg
DataWK2017WKfWKcibcik 8.2 22

62 yeneticKburdenKassociatedKwithKvaryingKdegreesKofKdiseaseKseverityKinKendometriosisYKMolecularg
HumangReproductionWK2015WKdcWKgkfXhbd 4.4 22

61 zypertensionKandKreninXangiotensinKsystemKblockersKareKnotKassociatedKwithKexpressionKofK
angiotensinXconvertingKenzymeKdKSsuwdTKinKtheKkidneyYKEuropeangHeartgJournalWK2020WKfcWKfgjbXfgjj 9.5 22

60 wvaluatingKtheKcontributionKofKrareKvariantsKtoKtypeKdKdiabetesKandKrelatedKtraitsKusingKpedigreesYK
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaWK2018WKccgWKeikXejf 11.5 21

59 TransancestralKfineXmappingKofKfourKtypeKdKdiabetesKsusceptibilityKlociKhighlightsKpotentialKcausalK
regulatoryKmechanismsYKHumangMoleculargGeneticsWK2016WKdgWKdbibXdbjc 5.6 20

58 xunctionalKvalidityWKroleWKandKimplicationsKofKheavyKalcoholKconsumptionKgeneticKlociYKScienceg
AdvancesWK2020WKhWKeaaygbef 14.3 19

57 sKMetaXsnalysisKofKyenomeXWideKsssociationKStudiesKofKyrowthKvifferentiationKxactorXcgK
uoncentrationKinKtloodYKFrontiersgingGeneticsWK2018WKkWKki 4.5 19

56 VariabilityKofKgenomeXwideKvNsKmethylationKandKmRNsKexpressionKprofilesKinKreproductiveKandK
endocrineKdiseaseKrelatedKtissuesYKEpigeneticsWK2017WKcdWKjkiXkbj 5.7 19

55 NoKsssociationKofKuoronaryKsrteryKviseaseKwithKXXuhromosomalKVariantsKinKuomprehensiveK
–nternationalKMetaXsnalysisYKScientificgReportsWK2016WKhWKegdij 4.9 18

54 MultiXancestryKyWsSKofKtheKelectrocardiographicKPRKintervalKidentifiesKdbdKlociKunderlyingKcardiacK
conductionYKNaturegCommunicationsWK2020WKccWKdgfd 17.4 16

53 MetaXanalysisKofKexomeKarrayKdataKidentifiesKsixKnovelKgeneticKlociKforKlungKfunctionYKWellcomegOpeng
ResearchWK2018WKeWKf 4.8 16

52 ProgressKinKdefiningKtheKgeneticKcontributionKtoKtypeKdKdiabetesKsusceptibilityYKCurrentgOpinionging
GeneticsgandgDevelopmentWK2018WKgbWKfcXgc 4.9 15

51 yeneticsKofKuhronicKKidneyKviseaseKStagesKscrossKsncestrieslKTheKPsywKStudyYKFrontiersgingGeneticsWK
2019WKcbWKfkf 4.5 14

50 xunctionalKanalysisKofKepilepsyXassociatedKvariantsKinKSTXtPcaMunccjXcKusingKhumanizedK
uaenorhabditisKelegansYKEpilepsiaWK2020WKhcWKjcbXjdc 6.4 13

49 RankingKandKcharacterizationKofKestablishedKtM–KandKlipidKassociatedKlociKasKcandidatesKforK
geneXenvironmentKinteractionsYKPLoSgGeneticsWK2017WKceWKecbbhjcd 6 13

(2017-2021)
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48 SuOPsKandKMwTsXSuOPslKsoftwareKforKtheKanalysisKandKaggregationKofKgenomeXwideKassociationK
studiesKofKmultipleKcorrelatedKphenotypesYKBMCgBioinformaticsWK2017WKcjWKdg 3.6 12

47 viscoveryKandKfineXmappingKofKlociKassociatedKwithKMUxssKthroughKtransXethnicKmetaXanalysisKinK
uhineseKandKwuropeanKpopulationsYKJournalgofgLipidgResearchWK2017WKgjWKkifXkjc 6.3 12

46 wxomeXverivedKsdiponectinXsssociatedKVariantsK–mplicateKObesityKandKLipidKtiologyYKAmericang
JournalgofgHumangGeneticsWK2019WKcbgWKcgXdj 11 12

45 MsRVlKaKtoolKforKgenomeXwideKmultiXphenotypeKanalysisKofKrareKvariantsYKBMCgBioinformaticsWK2017WK
cjWKccb 3.6 12

44 snalysisKofKchromatinKorganizationKandKgeneKexpressionKinKTKcellsKidentifiesKfunctionalKgenesKforK
rheumatoidKarthritisYKNaturegCommunicationsWK2020WKccWKffbd 17.4 12

43 TheKgeneticKarchitectureKofKsporadicKandKmultipleKconsecutiveKmiscarriageYKNaturegCommunicationsWK
2020WKccWKgkjb 17.4 11

42
yenomeXwideKassociationKstudyKofKplasmaKlevelsKofKpolychlorinatedKbiphenylsKdiscloseKanK
associationKwithKtheKuYPdthKgeneKinKaKpopulationXbasedKsampleYKEnvironmentalgResearchWK2015WK
cfbWKkgXcbc

7.9 10

41 yeneticKvariationKinKtheKuYPcscKgeneKisKrelatedKtoKcirculatingKPutccjKlevelsKinKaKpopulationXbasedK
sampleYKEnvironmentalgResearchWK2014WKceeWKcegXfb 7.9 10

40 yeneticKStudiesKofKLeptinKuoncentrationsK–mplicateKLeptinKinKtheKRegulationKofKwarlyKsdiposityYK
DiabetesWK2020WKhkWKdjbhXdjcj 0.9 10

39 uombinedKgeneticKanalysisKofKjuvenileKidiopathicKarthritisKclinicalKsubtypesKidentifiesKnovelKriskKlociWK
targetKgenesKandKkeyKregulatoryKmechanismsYKAnnalsgofgthegRheumaticgDiseasesWK2020WK 2.4 10

38 LinkageKdisequilibriumKassessmentKviaKlogXlinearKmodelingKofKSNPKhaplotypeKfrequenciesYKGeneticg
EpidemiologyWK2003WKdgWKcbhXcf 2.6 9

37 WhatKuanKMachineKLearningKspproachesKinKyenomicsKTellKUsKaboutKtheKMolecularKtasisKofK
smyotrophicKLateralKSclerosisqYKJournalgofgPersonalizedgMedicineWK2020WKcbWK 3.6 9

36 MappingKvNsKinteractionKlandscapesKinKpsoriasisKsusceptibilityKlociKhighlightsKKLxfKasKaKtargetKgeneK
inKkqecYKBMCgBiologyWK2020WKcjWKfi 7.3 8

35 MultiXancestryKgeneticKstudyKofKtypeKdKdiabetesKhighlightsKtheKpowerKofKdiverseKpopulationsKforK
discoveryKandKtranslationYYKNaturegGeneticsWK2022WK 36.3 7

34 MetaXanalysisKofKexomeKarrayKdataKidentifiesKsixKnovelKgeneticKlociKforKlungKfunctionYKWellcomegOpeng
ResearchWeWKf 4.8 6

33 xunctionalKgenomicsKatlasKofKsynovialKfibroblastsKdefiningKrheumatoidKarthritisKheritabilityYKGenomeg
BiologyWK2021WKddWKdfi 18.3 6

32 –dentificationKofKnovelKputativeKrheumatoidKarthritisKsusceptibilityKgenesKviaKanalysisKofKrareK
variantsYKBMCgProceedingsWK2009WKeKSupplKiWKScec 2.3 5

31 yoverningKantimicrobialKresistancelKaKnarrativeKreviewKofKglobalKgovernanceKmechanismsYKJournalgofg
PublicgHealthgPolicyWK2020WKfcWKgcgXgdj 2.9 5
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30 UncoveringKgeneticKmechanismsKofKhypertensionKthroughKmultiXomicKanalysisKofKtheKkidneyYKNatureg
GeneticsWK2021WKgeWKhebXhei 36.3 5

29 yeneticKandKmethylationKvariationKinKtheKuYPdthKgeneKisKrelatedKtoKcirculatingKpWpRXddeKlevelsKinKaK
populationXbasedKsampleYKEnvironmentgInternationalWK2017WKkjWKdcdXdcj 12.9 4

28 –dentificationKofKtypeKdKdiabetesKlociKinKfeeWgfbKwastKssianKindividuals 4

27 TissueXSpecificKslterationKofKMetabolicKPathwaysK–nfluencesKylycemicKRegulation 4

26 xineXscaleKpopulationKstructureKinKtheKUKKtiobanklKimplicationsKforKgenomeXwideKassociationK
studiesYKHumangMoleculargGeneticsWK2020WKdkWKdjbeXdjcc 5.6 4

25 sKgenomeXwideKassociationKstudyKofK–gMKantibodyKagainstKphosphorylcholinelKsharedKgeneticsKandK
phenotypicKrelationshipKtoKchronicKlymphocyticKleukemiaYKHumangMoleculargGeneticsWK2018WKdiWKcjbkXcjcj5.6 3

24 sKtayesianKspproachKtoKtheKOverlapKsnalysisKofKwpidemiologicallyKLinkedKTraitsYKGeneticg
EpidemiologyWK2015WKekWKhdfXef 2.6 3

23 yenomeXwideKassociationKanalysisKandKreplicationKofKcoronaryKarteryKdiseaseKinKSouthKKoreaK
suggestsKaKcausalKvariantKcommonKtoKdiverseKpopulationsYKHeartgAsiaWK2010WKdWKcbfXj 1.9 3

22 yenomeXWideKsssociationKStudyKofKPeripheralKsrteryKviseaseYKCirculationgGenomicgandgPrecisiong
MedicineWK2021WKcfWKebbdjhd 5.2 3

21 viscoveryKandKfineXmappingKofKkidneyKfunctionKlociKinKfirstKgenomeXwideKassociationKstudyKinK
sfricansYKHumangMoleculargGeneticsWK2021WKebWKcggkXcghj 5.6 3

20 wpigenomeXwideKassociationKstudyKofKkidneyKfunctionKidentifiesKtransXethnicKandKethnicXspecificK
lociYKGenomegMedicineWK2021WKceWKif 14.4 3

19 yenomeXWideKsssociationKStudiesK2019WKgkiXggb 2

18
–dentificationKofKaKnovelKproinsulinXassociatedKSNPKandKdemonstrationKthatKproinsulinKisKunlikelyKtoK
beKaKcausalKfactorKinKsubclinicalKvascularKremodellingKusingKMendelianKrandomisationYK
AtherosclerosisWK2017WKdhhWKckhXdbf

3.1 2

17 NeuropeptideKSKreceptorKcKisKaKnonhormonalKtreatmentKtargetKinKendometriosisYKScienceg
TranslationalgMedicineWK2021WKceWK 17.5 2

16 –dentificationKofKgeneticKeffectsKunderlyingKtypeKdKdiabetesKinKSouthKssianKandKwuropeanK
populationsYYKCommunicationsgBiologyWK2022WKgWKedk 6.7 2

15 MetaXanalysisKofKexomeKarrayKdataKidentifiesKsixKnovelKgeneticKlociKforKlungKfunctionYKWellcomegOpeng
ResearchWeWKf 4.8 1

14 ObesityKasKaKcauseKofKkidneyKdiseaseKâ��KinsightsKfromKMendelianKrandomisationKstudies 1

13 PharmacogeneticsKofKTNxKinhibitor´ responseKinKrheumatoidKarthritisKutilizingKtheKtwoXcomponentK
diseaseKactivityKscoreYKPharmacogenomicsWK2020WKdcWKccgcXccgh 2.6 1

(2020-2021)
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12 uoalescentKmethodsKforKfineXscaleKdiseaseXgeneKmappingYKMethodsgingMoleculargBiologyWK2007WKeihWKcdeXfb1.4 1

11 TransXethnicKMendelianKrandomizationKstudyKrevealsKcausalKrelationshipsKbetweenKcardioXmetabolicK
factorsKandKchronicKkidneyKdisease 1

10 yeneticKPredispositionKtoKuoronaryKsrteryKviseaseKinKTypeKdKviabetesKMellitusYKCirculationgGenomicg
andgPrecisiongMedicineWK2020WKceWKebbdihk 5.2 1

9 TransXwthnicKMendelianKRandomizationKStudyKRevealsKuausalKRelationshipsKtetweenK
uardiometabolicKxactorsKandKuhronicKKidneyKviseaseYKSSRNgElectronicgJournalW 1 1

8 TransXethnicKMendelianXrandomizationKstudyKrevealsKcausalKrelationshipsKbetweenKcardiometabolicK
factorsKandKchronicKkidneyKdiseaseYKInternationalgJournalgofgEpidemiologyWK2021WK 7.8 1

7 vifferentialKandKsharedKgeneticKeffectsKonKkidneyKfunctionKbetweenKdiabeticKandKnonXdiabeticK
individualsYKCommunicationsgBiologyWK2022WKgWK 6.7 1

6 yenomeXWideKassociationKbetweenKwYscKandKsspirinXinducedKpepticKulcerationYKEBioMedicineWK2021
WKifWKcbeidj 8.8 0

5 uopyKnumberKvariationsKinKMclassicalMKobesityKcandidateKgenesKareKnotKfrequentlyKassociatedKwithK
severeKearlyXonsetKobesityKinKchildrenYKJournalgofgPediatricgEndocrinologygandgMetabolismWK2017WKebWKgbiXgcg1.6

4 StructuralKanalysisKofKcellXsurfaceKglycopeptidesKwhichKbindKtoKwheatKgermKagglutininYKBiochemicalg
SocietygTransactionsWK1984WKcdWKhggXhgg 5.1

3 SuppressorKsllelesKinKMultipleKSclerosislK–nheritanceKandK–nteractionsYKPLoSgGeneticsWK2005WKpreprintWKecgb6

2 sssessingKtheKimpactKofKalcoholKconsumptionKonKtheKgeneticKcontributionKtoKmeanKcorpuscularK
volumeYKHumangMoleculargGeneticsWK2021WKebWKdbfbXdbgc 5.6

1 snpQTlKflexibleWKreproducibleWKandKcomprehensiveKqualityKcontrolKandKimputationKofKgenomicKdataYYK
F1000ResearchWK2021WKcbWKghi 3.6
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