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h Paper IF Citations

142 venomeIevolutionIofIaInonparasiticIsecondaryIheterotrophUItheIdiatomIWWISciencehAdvancesUI2022UIgUIeabidYfd14.3 2

141 xdentificationIofItheIsexVdeterminingIfactorIinItheIliverwortIMarchantiaIpolymorphaIrevealsIuniqueI
evolutionIofIsexIchromosomesIinIaIhaploidIsystemWICurrenthBiologyUI2021UI 6.3 5

140 venomeIsequencingIofItheIöxtSIryanobacteriaIcollectionIwithIaIfocusIonItheIheterocystVformingI
cladeWIDNAhResearchUI2021UIagUI 4.5 5

139
rompleteIsequenceIandIstructureIofItheIgenomeIofItheIharmfulIalgalIbloomVformingI
cyanobacteriumIPlanktothrixIagardhiiIöxtSVaYcIandIdetailedIanalysisIofIsecondaryImetaboliteIgeneI
clustersWIHarmfulhAlgaeUI2021UIZYZUIZYZhca

5.3 2

138 OryzavenomeaWZiIsatabaseIofIsiverseIvenotypesIinIWildIOryzaISpeciesWIRiceUI2021UIZcUIac 5.8 4

137 rhromatinIOrganizationIinItarlyI andIPlantsIRevealsIanIpncestralIpssociationIbetweenIwbzafmebUI
TransposonsUIandIronstitutiveIweterochromatinWICurrenthBiologyUI2020UIbYUIdfbVdggWef 6.3 72

136 WholeVexomeIsequencingIofIfhIxenograftsIasIaIpotentialIapproachIforItheIidentificationIofIgeneticI
variantsIassociatedIwithIsensitivityItoIcytotoxicIanticancerIdrugsWIPLoShONEUI2020UIZdUIeYabheZc 3.7 1

135
ReclassificationIofIqieblIandISprˆ¶erIaYYbIasIaIlaterIheterotypicIsynonymIofIsonkerIZhaeIQppprovedI
 istsIZhgYRIemendWIzeisIWIaYYZWIInternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologyUI
2020UIfYUIacebVacee

2.2 4

134 subspWIsubspWInovWUIisolatedIfromIriceIgrainIsilageWIInternationalhJournalhofhSystematichandh
EvolutionaryhMicrobiologyUI2020UIfYUIbZZZVbZZe 2.2 2

133 veneratingIPublicationVReadyIProkaryoticIvenomeIpnnotationsIwithIsupSTWIMethodshinhMolecularh
BiologyUI2019UIZheaUIaZdVaae 1.4 5

132
 argeVscaleIgenomeIanalysisIofIbovineIcommensalIrevealsIthatIbovineVadaptedIlineagesIareIservingI
asIevolutionaryIsourcesIofItheIemergenceIofIhumanIintestinalIpathogenicIstrainsWIGenomehResearch
UI2019UIahUIZchdVZdYd

9.7 18

131
ReclassificationIofIPaenibacillusIthermophilusIZhouIetIalWIaYZbIasIaIlaterIheterotypicIsynonymIofI
PaenibacillusImaceransIQSchardingerIZhYdRIpshIetIalWIZhhcWIInternationalhJournalhofhSystematichandh
EvolutionaryhMicrobiologyUI2019UIehUIcZfVcaZ

2.2 0

130  actobacillusIsalitoleransIspWInovWUIaInovelIlacticIacidIbacteriumIisolatedIfromIspentImushroomI
substratesWIInternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologyUI2019UIehUIhecVheh 2.2 3

129 supSTiIaIflexibleIprokaryoticIgenomeIannotationIpipelineIforIfasterIgenomeIpublicationWI
BioinformaticsUI2018UIbcUIZYbfVZYbh 7.2 371

128 söpIsataIqankIofIyapaniIbYthIanniversaryWINucleichAcidshResearchUI2018UIceUIsbYVsbd 20.1 38

127 sraftIvenomeISequenceIofItheIöitrogenVuixingIandIwormogoniaVxnducingIryanobacteriumIStrainI
WzVZUIxsolatedIfromItheIroralloidIRootsIofWIGenomehAnnouncementsUI2018UIeUI 6

126  actobacillusIparagasseriIspWInovWUIaIsisterItaxonIofI actobacillusIgasseriUIbasedIonIwholeVgenomeI
sequenceIanalysesWIInternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologyUI2018UIegUIbdZaVbdZf2.2 18
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125 PotentialIofIOryzaIofficinalisItoIaugmentItheIcoldItoleranceIgeneticImechanismsIofIOryzaIsativaIbyI
networkIcomplementationWIScientifichReportsUI2018UIgUIZebce 4.9 16

124 PlantIvenomeIsataqaseIyapanIQPvsqjRWIMethodshinhMolecularhBiologyUI2017UIZdbbUIcdVff 1.4 7

123 xnsightsIintoI andIPlantItvolutionIvarneredIfromItheIMarchantiaIpolymorphaIvenomeWICellUI2017UI
ZfZUIagfVbYcWeZd 56.2 538

122 ryanoqasei´ aIlargeVscaleIupdateIonIitsIaYthIanniversaryWINucleichAcidshResearchUI2017UIcdUIsddZVsddc 20.1 64

121 MethodsIforIanalyzingInextVgenerationIsequencingIdataIxXWvenomeIannotationUIvisualizationUIandI
registrationItoIssqyIWIJapanesehJournalhofhLactichAcidhBacteriaUI2017UIagUIbVZZ 0

120 söpIsataIqankIofIyapanWINucleichAcidshResearchUI2017UIcdUIsadVsbZ 20.1 58

119 venomeVwideIassociationIstudyIandIgenomicIpredictionIinIcitrusiIPotentialIofIgenomicsVassistedI
breedingIforIfruitIqualityItraitsWIScientifichReportsUI2017UIfUIcfaZ 4.9 69

118 venomicIcharacterizationIreconfirmsItheItaxonomicIstatusIofWIBiosciencehofhMicrobiotavhFoodhandh
HealthUI2017UIbeUIZahVZbc 3.2 1

117 sraftISequencingIofItheIweterozygousIsiploidIvenomeIofISatsumaIQIMarcWRIUsingIaIwybridI
pssemblyIppproachWIFrontiershinhGeneticsUI2017UIgUIZgY 4.5 36

116 rompleteIvenomeISequenceIofIaIroastalIryanobacteriumUIspWIStrainIöxtSVhfYWIGenomeh
AnnouncementsUI2017UIdUI 2

115 söppodiIsöpIpolymorphismIannotationIdatabaseIfromInextVgenerationIsequenceIreadIarchivesWI
PLoShONEUI2017UIZaUIeYZfaaeh 3.7 2

114 MethodsIforIanalyzingInextVgenerationIsequencingIdataIVxxWIlongVreadIassemblyIWIJapanesehJournalh
ofhLactichAcidhBacteriaUI2016UIafUIZYZVZZY 0

113 MethodsIforIanalyzingInextVgenerationIsequencingIdataIVxxxWIPostVassemblyIanalysisWIJapaneseh
JournalhofhLactichAcidhBacteriaUI2016UIafUIZgfVZhd 0

112 MethodsIforIanalyzingInextVgenerationIsequencingIdataVxWIgenomeIassemblyIWIJapanesehJournalhofh
LactichAcidhBacteriaUI2016UIafUIcZVda 0

111 venomeIsequenceIandIoverviewIofIShrbIinItheIeighthIclassIofItheIphylumWIStandardshinhGenomich
SciencesUI2016UIZZUIhY 6

110 rompleteIgenomeIsequenceIofIcyanobacteriumIuischerellaIspWIöxtSVbfdcUIprovidingI
thermoresistantIoptogeneticItoolsWIJournalhofhBiotechnologyUI2016UIaaYUIcdVe 3.7 17

109 OryzavenomeiIvenomeIsiversityIsatabaseIofIWildIOryzaISpeciesWIPlanthandhCellhPhysiologyUI2016UI
dfUIeZ 4.9 26

108 rompleteIgenomeIsequenceIofIcyanobacteriumIöostocIspWIöxtSVbfdeUIaIpotentiallyIusefulIstrainI
forIphytochromeVbasedIbioengineeringWIJournalhofhBiotechnologyUI2016UIaZgUIdZVa 3.7 11

(2016-2018)
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107 TheIöamingIofIöamesiIvuidelinesIforIveneIöomenclatureIinIMarchantiaWIPlanthandhCellhPhysiologyUI
2016UIdfUIadfVeZ 4.9 38

106 söpIdataIbankIofIyapanIQssqyRIprogressIreportWINucleichAcidshResearchUI2016UIccUIsdZVf 20.1 58

105 rompleteIvenomeISequenceIofIryanobacteriumI eptolyngbyaIspWIöxtSVbfddWIGenomeh
AnnouncementsUI2016UIcUI 5

104 wybridIOriginsIofIritrusIVarietiesIxnferredIfromIsöpIMarkerIpnalysisIofIöuclearIandIOrganelleI
venomesWIPLoShONEUI2016UIZZUIeYZeeheh 3.7 55

103 qeIhappyIwithIyourIPerlIscriptsWIIkushugakuhKenkyuUI2016UIZgUIafVbb 0.1

102 rompleteIvenomeISequenceIofIpurantimicrobiumIminutumITypeIStrainIzörTUIaIPlanktonicI
UltramicrobacteriumIxsolatedIfromIRiverIWaterWIGenomehAnnouncementsUI2016UIcUI 13

101 supSTIandIspvpiIwebVbasedIintegratedIgenomeIannotationItoolsIandIresourcesWIBiosciencehofh
MicrobiotavhFoodhandhHealthUI2016UIbdUIZfbVZgc 3.2 117

100 rompleteIgenomeIsequenceIandIanalysisIofI actobacillusIhokkaidonensisI OOraeYQTRUIaI
psychrotrophicIlacticIacidIbacteriumIisolatedIfromIsilageWIBMChGenomicsUI2015UIZeUIacY 4.5 26

99
TheIprabidopsisITprIPositionIVieweriIaIhighVresolutionImapIofItransformationVcompetentIartificialI
chromosomeIQTprRIclonesIalignedIwithItheIprabidopsisIthalianaIrolumbiaVYIgenomeWIPlanthJournalUI
2015UIgbUIZZZcVaa

6.9 2

98 TheIssqyIyapaneseIvenotypeVphenotypeIprchiveIforIgeneticIandIphenotypicIhumanIdataWINucleich
AcidshResearchUI2015UIcbUIsZgVaa 20.1 45

97  ossIofIcytochromeIcMIstimulatesIcyanobacterialIheterotrophicIgrowthIinItheIdarkWIPlanthandhCellh
PhysiologyUI2015UIdeUIbbcVcd 4.9 21

96 SllYhbhIisIinducedIbyISlrYhefIinItheIcyanobacteriumISynechocystisIspWIPrregYbIandIisIessentialIforI
growthIunderIvariousIstressIconditionsWIPlanthPhysiologyhandhBiochemistryUI2014UIgZUIbeVcb 5.4 7

95 SpqRtaiIaIdatabaseIconnectingIplantItSTXfullVlengthIcsöpIclonesIwithIprabidopsisIinformationWI
PlanthandhCellhPhysiologyUI2014UIddUIed 4.9 6

94 zlebsormidiumIflaccidumIgenomeIrevealsIprimaryIfactorsIforIplantIterrestrialIadaptationWINatureh
CommunicationsUI2014UIdUIbhfg 17.4 362

93 ryanoqaseIandIRhizoqaseiIdatabasesIofImanuallyIcuratedIannotationsIforIcyanobacterialIandI
rhizobialIgenomesWINucleichAcidshResearchUI2014UIcaUIseeeVfY 20.1 53

92 sraftIvenomeISequenceIofI actobacillusIoryzaeIStrainISvahbTWIGenomehAnnouncementsUI2014UIaUI 1

91 TowardIricherImetadataIforImicrobialIsequencesiIreplacingIstrainVlevelIörqxItaxonomyItaxidsIwithI
qioProjectUIqioSampleIandIpssemblyIrecordsWIStandardshinhGenomichSciencesUI2014UIhUIZafdVf 26

90 ssqyIprogressIreportiIaInewIsubmissionIsystemIforIleadingItoIaIcorrectIannotationWINucleichAcidsh
ResearchUI2014UIcaUIsccVh 20.1 32
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89 rompleteIvenomeISequenceIofIqifidobacteriumIlongumIZYdVpUIaIStrainIwithIwighITransformationI
tfficiencyWIGenomehAnnouncementsUI2014UIaUI 15

88 MudiUIaIwebItoolIforIidentifyingImutationsIbyIbioinformaticsIanalysisIofIwholeVgenomeIsequenceWI
GeneshTohCellsUI2014UIZhUIdZfVaf 2.3 14

87 PlantIvenomeIsataqaseIyapanIQPvsqjRiIaIportalIwebsiteIforItheIintegrationIofIplantI
genomeVrelatedIdatabasesWIPlanthandhCellhPhysiologyUI2014UIddUIeg 4.9 30

86 sraftIvenomeISequenceIofIWeissellaIoryzaeISvadTUIxsolatedIfromIuermentedIRiceIvrainsWIGenomeh
AnnouncementsUI2014UIaUI 7

85 venomeVwideIanalysisIofIintraspecificIsöpIpolymorphismIinIPMicroVTomPUIaImodelIcultivarIofI
tomatoIQSolanumIlycopersicumRWIPlanthandhCellhPhysiologyUI2014UIddUIccdVdc 4.9 49

84 ssqyIreadIannotationIpipelineiIaIcloudIcomputingVbasedIpipelineIforIhighVthroughputIanalysisIofI
nextVgenerationIsequencingIdataWIDNAhResearchUI2013UIaYUIbgbVhY 4.5 63

83 TheIxnternationalIöucleotideISequenceIsatabaseIrollaborationWINucleichAcidshResearchUI2013UIcZUIsaZVc 20.1 98

82 wasqiIaIheritabilityIdatabaseIacrossImultipleIspeciesIbyIannotatingItraitVassociatedIgenomicIlociWI
NucleichAcidshResearchUI2013UIcZUIsggYVc 20.1 5

81 rommonalitiesIandIdifferencesIamongIsymbiosisIislandsIofIthreeIMesorhizobiumIlotiIstrainsWI
MicrobeshandhEnvironmentsUI2013UIagUIafdVg 2.6 13

80 ssqyInewIsystemIandIserviceIrefactoringWINucleichAcidshResearchUI2013UIcZUIsadVh 20.1 26

79 rompleteIgenomeIsequenceIofIqradyrhizobiumIspWISabbaZiIinsightsIintoIsymbiosisIevolutionIinIsoilI
oligotrophsWIMicrobeshandhEnvironmentsUI2012UIafUIbYeVZd 2.6 46

78 TheIxnternationalIöucleotideISequenceIsatabaseIrollaborationWINucleichAcidshResearchUI2012UIcYUIsbbVf 20.1 86

77 TheItomatoIgenomeIsequenceIprovidesIinsightsIintoIfleshyIfruitIevolutionWINatureUI2012UIcgdUIebdVcZ 50.4 2138

76 TheIsöpIsataIqankIofIyapanIlaunchesIaInewIresourceUItheIssqyIOmicsIprchiveIofIfunctionalI
genomicsIexperimentsWINucleichAcidshResearchUI2012UIcYUIsbgVca 20.1 39

75 TheIintegralImembraneIproteinIStöZIisIrequiredIforIsymbioticInitrogenIfixationIinI otusIjaponicusI
nodulesWIPlanthandhCellhPhysiologyUI2012UIdbUIaadVbe 4.9 76

74 SurveyIofItheIgeneticIinformationIcarriedIinItheIgenomeIofItucalyptusIcamaldulensisWIPlanth
BiotechnologyUI2011UIagUIcfZVcgY 1.3 27

73 TheIgenomicIstandardsIconsortiumiIbringingIstandardsItoIlifeIforImicrobialIecologyWIISMEhJournalUI
2011UIdUIZdedVf 11.9 48

72 TheIandIsqr SIqiowackathoniIinteroperableIbioinformaticsIWebIservicesIforIintegratedI
applicationsWIJournalhofhBiomedicalhSemanticsUI2011UIaUIc 2.2 15

(2011-2014)
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71 ssqyIprogressIreportWINucleichAcidshResearchUI2011UIbhUIsaaVf 20.1 34

70 TheIxnternationalIöucleotideISequenceIsatabaseIrollaborationWINucleichAcidshResearchUI2011UIbhUIsZdVg 20.1 75

69 putocatalyticIdifferentiationIofIepigeneticImodificationsIwithinItheIprabidopsisIgenomeWIEMBOh
JournalUI2010UIahUIbcheVdYe 13 102

68 ssqyIlaunchesIaInewIarchiveIdatabaseIwithIanalyticalItoolsIforInextVgenerationIsequenceIdataWI
NucleichAcidshResearchUI2010UIbgUIsbbVg 20.1 63

67 ryanoqaseiItheIcyanobacteriaIgenomeIdatabaseIupdateIaYZYWINucleichAcidshResearchUI2010UIbgUIsbfhVgZ20.1 128

66 rompleteIgenomicIstructureIofItheIcultivatedIriceIendophyteIpzospirillumIspWIqdZYWIDNAhResearchUI
2010UIZfUIbfVdY 4.5 136

65 SöPIdiscoveryIandIlinkageImapIconstructionIinIcultivatedItomatoWIDNAhResearchUI2010UIZfUIbgZVhZ 4.5 81

64 qiologicalIdatabasesIatIsöpIsataIqankIofIyapanIinItheIeraIofInextVgenerationIsequencingI
technologiesWIAdvanceshinhExperimentalhMedicinehandhBiologyUI2010UIegYUIZadVbd 3.6 10

63 MeetingIReportiIKMetagenomicsUIMetadataIandIMetaVanalysisKIQMbRIWorkshopIatItheIPacificI
SymposiumIonIqiocomputingIaYZYWIStandardshinhGenomichSciencesUI2010UIaUIbdfVeY 2

62 pnIinterspecificIlinkageImapIofISSRIandIintronicIpolymorphismImarkersIinItomatoWITheoreticalhandh
AppliedhGeneticsUI2010UIZaZUIfbZVh 6 81

61 TheIsqr SIqiowackathoniIstandardizationIandIinteroperabilityIforIbioinformaticsIwebIservicesIandI
workflowsWITheIsqr SIqiowackathonIronsortiumSWIJournalhofhBiomedicalhSemanticsUI2010UIZUIg 2.2 24

60 sevelopmentIofIaIbacterialIcellIenrichmentImethodIandIitsIapplicationItoItheIcommunityIanalysisI
inIsoybeanIstemsWIMicrobialhEcologyUI2009UIdgUIfYbVZc 4.4 85

59 wostIplantIgenomeIovercomesItheIlackIofIaIbacterialIgeneIforIsymbioticInitrogenIfixationWINatureUI
2009UIceaUIdZcVf 50.4 77

58 pIlargeIscaleIanalysisIofIproteinVproteinIinteractionsIinItheInitrogenVfixingIbacteriumI
MesorhizobiumIlotiWIDNAhResearchUI2008UIZdUIZbVab 4.5 63

57 venomeIstructureIofItheIlegumeUI otusIjaponicusWIDNAhResearchUI2008UIZdUIaafVbh 4.5 558

56 ronstructionIofIsignatureVtaggedImutantIlibraryIinIMesorhizobiumIlotiIasIaIpowerfulItoolIforI
functionalIgenomicsWIDNAhResearchUI2008UIZdUIahfVbYg 4.5 32

55 rharacterizationIofItheIsoybeanIgenomeIusingItSTVderivedImicrosatelliteImarkersWIDNAhResearchUI
2007UIZcUIafZVgZ 4.5 110

54 rompleteIgenomicIstructureIofItheIbloomVformingItoxicIcyanobacteriumIMicrocystisIaeruginosaI
öxtSVgcbWIDNAhResearchUI2007UIZcUIacfVde 4.5 202
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53 vainVofVfunctionIphenotypesIofIchemicallyIsyntheticIr pVpTpbXtSRVrelatedIQr tRIpeptidesIinI
prabidopsisIthalianaIandIOryzaIsativaWIPlanthandhCellhPhysiologyUI2007UIcgUIZgaZVd 4.9 129

52 pIlargeVscaleIproteinIproteinIinteractionIanalysisIinISynechocystisIspWIPrregYbWIDNAhResearchUI2007
UIZcUIaYfVZe 4.5 149

51 venomeVwideIanalysesIofItheIstructuralIgeneIfamiliesIinvolvedIinItheIlegumeVspecificI
dVdeoxyisoflavonoidIbiosynthesisIofI otusIjaponicusWIDNAhResearchUI2007UIZcUIadVbe 4.5 38

50 venomeIsequencingIandIgenomeIresourcesIinImodelIlegumesWIPlanthPhysiologyUI2007UIZccUIdggVhb 6.6 50

49
pInucleoporinIisIrequiredIforIinductionIofIraaTIspikingIinIlegumeInoduleIdevelopmentIandI
essentialIforIrhizobialIandIfungalIsymbiosisWIProceedingshofhthehNationalhAcademyhofhScienceshofhtheh
UnitedhStateshofhAmericaUI2006UIZYbUIbdhVec

11.5 317

48 venomeVwideIanalysisIofIpTPVbindingIcassetteIQpqrRIproteinsIinIaImodelIlegumeIplantUI otusI
japonicusiIcomparisonIwithIprabidopsisIpqrIproteinIfamilyWIDNAhResearchUI2006UIZbUIaYdVag 4.5 62

47 TheIsulfateItransporterISSTZIisIcrucialIforIsymbioticInitrogenIfixationIinI otusIjaponicusIrootI
nodulesWIPlanthCellUI2005UIZfUIZeadVbe 11.6 173

46 romprehensiveIstructuralIanalysisIofItheIgenomeIofIredIcloverIQTrifoliumIpratenseI WRWIDNAh
ResearchUI2005UIZaUIbYZVec 4.5 120

45 romparisonIofItheItranscriptIprofilesIfromItheIrootIandItheInodulatingIrootIofItheImodelIlegumeI
 otusIjaponicusIbyIserialIanalysisIofIgeneIexpressionWIMolecularhPlantxMicrobehInteractionsUI2005UIZgUIcgfVhg3.6 54

44 pctivationItaggingIapproachIinIaImodelIlegumeUI otusIjaponicusWIJournalhofhPlanthResearchUI2005UI
ZZgUIbhZVh 2.6 31

43 PromoterItrappingIinI otusIjaponicusIrevealsInovelIrootIandInoduleIvUSIexpressionIdomainsWIPlanth
andhCellhPhysiologyUI2005UIceUIZaYaVZa 4.9 17

42 txpressionIprofilingVbasedIidentificationIofIrOaVresponsiveIgenesIregulatedIbyIrrMZIcontrollingIaI
carbonVconcentratingImechanismIinIrhlamydomonasIreinhardtiiWIPlanthPhysiologyUI2004UIZbdUIZdhdVeYf 6.6 163

41 sistinctiveIfeaturesIofIplantIorgansIcharacterizedIbyIglobalIanalysisIofIgeneIexpressionIinI
prabidopsisWIDNAhResearchUI2004UIZZUIZZVad 4.5 23

40 rharacteristicsIofItheI otusIjaponicusIgeneIrepertoireIdeducedIfromIlargeVscaleIexpressedI
sequenceItagIQtSTRIanalysisWIPlanthMolecularhBiologyUI2004UIdcUIcYdVZc 4.6 58

39 tstablishmentIofIpubliclyIavailableIcsöpImaterialIandIinformationIresourceIofIrhlamydomonasI
reinhardtiiIQrhlorophytaRItoIfacilitateIgeneIfunctionIanalysisWIPhycologiaUI2004UIcbUIfaaVfae 2.7 22

38 StructuralIanalysisIofIaI otusIjaponicusIgenomeWIxxxWISequenceIfeaturesIandImappingIofIsixtyVtwoI
TprIclonesIwhichIcoverItheIeWfIMbIregionsIofItheIgenomeWIDNAhResearchUI2003UIZYUIafVbb 4.5 25

37
rOMPpRxSOöIOuIRöpItXPRtSSxOöIPROux tSIqtTWttöITwtITWOIvtötRpTxOöSIOuIPORPwYRpI
YtZOtöSxSIQRwOsOPwYTpRUIqpStsIOöItXPRtSStsIStQUtörtITpvIuRtQUtörYIpöp YSxSWI
JournalhofhPhycologyUI2003UIbhUIhabVhbY

3 90

36 PlantIrecognitionIofIsymbioticIbacteriaIrequiresItwoI ysMIreceptorVlikeIkinasesWINatureUI2003UIcadUIdgdVha50.4 893

(2003-2007)
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35 StructuralIanalysisIofIfourIlargeIplasmidsIharboringIinIaIunicellularIcyanobacteriumUISynechocystisI
spWIPrrIegYbWIDNAhResearchUI2003UIZYUIaaZVg 4.5 100

34
pIclusterIofIgenesIencodesItheItwoItypesIofIchalconeIisomeraseIinvolvedIinItheIbiosynthesisIofI
generalIflavonoidsIandIlegumeVspecificIdVdeoxyQisoRflavonoidsIinI otusIjaponicusWIPlanthPhysiologyUI
2003UIZbZUIhcZVdZ

6.6 156

33 StructuralIanalysisIofIaI otusIjaponicusIgenomeWIVWISequenceIfeaturesIandImappingIofIsixtyVfourI
TprIclonesIwhichIcoverItheIeWcImbIregionsIofItheIgenomeWIDNAhResearchUI2003UIZYUIaffVgd 4.5 46

32 rompleteIgenomeIstructureIofIvloeobacterIviolaceusIPrrIfcaZUIaIcyanobacteriumIthatIlacksI
thylakoidsIQsupplementRWIDNAhResearchUI2003UIZYUIZgZVaYZ 4.5 39

31 rompleteIgenomeIstructureIofIvloeobacterIviolaceusIPrrIfcaZUIaIcyanobacteriumIthatIlacksI
thylakoidsWIDNAhResearchUI2003UIZYUIZbfVcd 4.5 209

30 StructuralIanalysisIofIaI otusIjaponicusIgenomeWIxVWISequenceIfeaturesIandImappingIofI
seventyVthreeITprIclonesIwhichIcoverItheIfWdImbIregionsIofItheIgenomeWIDNAhResearchUI2003UIZYUIZZdVaa4.5 32

29 pnalysisIofIgeneIexpressionIinIprabidopsisIthalianaIbyIarrayIhybridizationIwithIgenomicIsöpI
fragmentsIalignedIalongIchromosomalIregionsWIPlanthJournalUI2002UIbYUIacfVdd 6.9 7

28 rompleteIgenomicIsequenceIofInitrogenVfixingIsymbioticIbacteriumIqradyrhizobiumIjaponicumI
USspZZYWIDNAhResearchUI2002UIhUIZghVhf 4.5 637

27 rompleteIgenomeIstructureIofItheIthermophilicIcyanobacteriumIThermosynechococcusIelongatusI
qPVZWIDNAhResearchUI2002UIhUIZabVbY 4.5 255

26 StructuralIanalysisIofIaI otusIjaponicusIgenomeWIxxWISequenceIfeaturesIandImappingIofIsixtyVfiveI
TprIclonesIwhichIcoverItheIeWdVmbIregionsIofItheIgenomeWIDNAhResearchUI2002UIhUIebVfY 4.5 48

25 rompleteIgenomeIstructureIofItheIthermophilicIcyanobacteriumIThermosynechococcusIelongatusI
qPVZIQsupplementRWIDNAhResearchUI2002UIhUIZbdVcg 4.5 27

24 rompleteIgenomicIsequenceIofInitrogenVfixingIsymbioticIbacteriumIqradyrhizobiumIjaponicumI
USspZZYIQsupplementRWIDNAhResearchUI2002UIhUIaadVde 4.5 61

23 RoleIofItheIputativeImembraneVboundIendoVZUcVbetaVglucanaseIzORRxvpöIinIcellIelongationIandI
celluloseIsynthesisIinIprabidopsisIthalianaWIPlanthandhCellhPhysiologyUI2001UIcaUIadZVeb 4.9 178

22 SequenceIandIanalysisIofIchromosomeIdIofItheIplantIprabidopsisIthalianaWINatureUI2000UIcYgUIgabVe 50.4 137

21 pnalysisIofItheIgenomeIsequenceIofItheIfloweringIplantIprabidopsisIthalianaWINatureUI2000UIcYgUIfheVgZd50.4 7262

20 SequenceIandIanalysisIofIchromosomeIbIofItheIplantIprabidopsisIthalianaWINatureUI2000UIcYgUIgaYVa 50.4 153

19 venerationIofIfZbfInonVredundantIexpressedIsequenceItagsIfromIaIlegumeUI otusIjaponicusWIDNAh
ResearchUI2000UIfUIZafVbY 4.5 76
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