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j Paper IF Citations

139 ãvTrVzRíãvKtíãPíSzTzíéKíwKsRrZzLzréKsLííuKuíéíRSKPíSzTzVvKwíRKTyvKRíUTzévLYK
TvSTvuKsLííuXsíRévKzéwvtTzíéSYYKViruseResearchWK2022WKdbbWKbjigij 6.4 0

138 rKRetrospectiveKíverviewKofKZikaKVirusKvvolutionKinKtheKãidwestKofKsrazilYYKMicrobiologyeSpectrumWK
2022WKeaabffcc 8.9 0

137 SrRSXtoVXcKepidemicKinKsrazilkKhowKvariantsKdisplacementKhaveKdrivenKdistinctKepidemicKwavesYYK
ViruseResearchWK2022WKbjihif 6.4 4

136 SrRSXtoVXcKSvRíLíxztrLKtRíSSXRvrtTzVzTYKTvSTzéxKzéKsRrZzLzréKsLííuKuíéíRSWK
ítTísvRXuvtvãsvRWKcabjYYKJournaleofeInfectionWK2021WK 18.9

135 uetectionKofKaKSrRSXtoVXcKvariantKofKconcernKinKSouthKrfricaYKNatureWK2021WKfjcWKediXeed 50.4 685

134 UntargetedKãetabolomicsKznsightsKintoKéewbornsKwithKtongenitalKZikaKznfectionYKPathogensWK2021WK
baWK 4.5 1

133 ShortKreportkKzntroductionKofKchikungunyaKvirusKvtSrKgenotypeKintoKtheKsrazilianKãidwestKandKitsK
dispersionKthroughKtheKrmericasYKPLoSeNeglectedeTropicaleDiseasesWK2021WKbfWKeaaajcja 4.8 2

132 wieldKandKclassroomKinitiativesKforKportableKsequenceXbasedKmonitoringKofKdengueKvirusKinKsrazilYK
NatureeCommunicationsWK2021WKbcWKccjg 17.4 3

131 PlasmaKlipidomeKprofilingKofKnewbornsKwithKantenatalKexposureKtoKZikaKvirusYKPLoSeNeglectede
TropicaleDiseasesWK2021WKbfWKeaaajdii 4.8 1

130 thikungunyaKvirusKvtSrKlineageKreintroductionKinKtheKnortheasternmostKregionKofKsrazilYK
InternationaleJournaleofeInfectiouseDiseasesWK2021WKbafWKbcaXbcd 10.5 0

129 SrRSXtoVXcKshiftingKtransmissionKdynamicsKandKhiddenKreservoirsKpotentiallyKlimitKefficacyKofKpublicK
healthKinterventionsKinKztalyYKCommunicationseBiologyWK2021WKeWKeij 6.7 13

128 vpidemiologicKyistoryKandKxeneticKuiversityKíriginsKofKthikungunyaKandKuengueKVirusesWKParaguayYK
EmergingeInfectiouseDiseasesWK2021WKchWKbdjdXbeae 10.2 0

127 WestKéileKVirusKinKsrazilYKPathogensWK2021WKbaWK 4.5 3

126 vpidemiologyKandKevolutionKofKZikaKvirusKinKãinasKxeraisWKSoutheastKsrazilYKInfectionreGeneticseande
EvolutionWK2021WKjbWKbaehif 4.5 4

125 varlyKtransmissionKofKSrRSXtoVXcKinKSouthKrfricakKrnKepidemiologicalKandKphylogeneticKreportYK
InternationaleJournaleofeInfectiouseDiseasesWK2021WKbadWKcdeXceb 10.5 37

124 ãultiXepitopeKbasedKvaccineKagainstKyellowKfeverKvirusKapplyingKimmunoinformaticsKapproachesYK
JournaleofeBiomoleculareStructureeandeDynamicsWK2021WKdjWKcbjXcdf 3.6 21

123 tlassificationKofKZikaKvirusKsequencesKwithKrespectKtoKtheirKspeciesKandKsubspeciesK2021WKcjXdh
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122 SixteenKnovelKlineagesKofKSrRSXtoVXcKinKSouthKrfricaYKNatureeMedicineWK2021WKchWKeeaXeeg 50.5 206

121 PromotingKResponsibleKResearchKandKznnovationKSRRzTKuuringKsrazilianKrctivitiesKofKxenomicKandK
vpidemiologicalKSurveillanceKofKrrbovirusesYKFrontierseinePubliceHealthWK2021WKjWKgjdhed 6 1

120 ShortKReportkKvarlyKgenomicKdetectionKofKSrRSXtoVXcKPYbKvariantKinKéortheastKsrazilYKPLoSe
NeglectedeTropicaleDiseasesWK2021WKbfWKeaaajfjb 4.8 5

119 xenomicKevidenceKofKSrRSXtoVXcKreinfectionKcaseKwithKtheKemergingKsYbYcKvariantKinKsrazilYKJournale
ofeInfectionWK2021WKidWKcdhXchj 18.9 7

118 ãolecularKsurveillanceKofKtheKonXgoingKSrRSXtíVXcKepidemicKinKRibeiraoKPretoKtityWKsrazilYK
InfectionreGeneticseandeEvolutionWK2021WKjdWKbaejhg 4.5 2

117 ãosquitoXsorneKViralKuiseaseskKtontrolKandKPreventionKinKtheKxenomicsKvraK2020WK 1

116 xenomeKuetectiveKtoronavirusKTypingKToolKforKrapidKidentificationKandKcharacterizationKofKnovelK
coronavirusKgenomesYKBioinformaticsWK2020WKdgWKdffcXdfff 7.2 89

115 xenomicKandKvpidemiologicalKSurveillanceKofKZikaKVirusKinKtheKrmazonKRegionYKCelleReportsWK2020WK
daWKcchfXccidYeh 10.6 24

114 TheKglobalKspreadKofKcabjXntoVkKaKmolecularKevolutionaryKanalysisYKPathogenseandeGlobaleHealthWK
2020WKbbeWKgeXgh 3.1 102

113 PersistenceKofKchikungunyaKvtSrKgenotypeKandKlocalKoutbreakKinKanKupperKmediumKclassK
neighborhoodKinKéortheastKsrazilYKPLoSeONEWK2020WKbfWKeaccgaji 3.7 3

112
éeonatalKsurveillanceKforKcongenitalKZikaKinfectionKduringKtheKcabgKmicrocephalyKoutbreakKinK
SalvadorWKsrazilkKZikaKvirusKdetectionKinKasymptomaticKnewbornsYKInternationaleJournaleofeGynecologye
andeObstetricsWK2020WKbeiKSupplKcWKjXbe

4 9

111 PanXomicsKfocusedKtoKtrickRsKcentralKdogmaK2020WKbXeb 1

110 PanXgenomicsKofKvirusKandKitsKapplicationsK2020WKcdhXcfa

109 tomputationalKscreeningKforKpotentialKdrugKcandidatesKagainstKtheKSrRSXtoVXcKmainKproteaseYK
FwvvvResearchWK2020WKjWKfbe 3.6 7

108 xenomicKdetectionKofKaKvirusKlineageKreplacementKeventKofKdengueKvirusKserotypeKcKinKsrazilWKcabjYK
MemoriaseDoeInstitutoeOswaldoeCruzWK2020WKbbfWKebjaecd 2.6 10

107 SevereKairportKsanitarianKcontrolKcouldKslowKdownKtheKspreadingKofKtíVzuXbjKpandemicsKinKsrazilYK
PeerJWK2020WKiWKejeeg 3.1 14

106
TheKobscuranceKofKtheKgreatestKsylvaticKyellowKfeverKepidemicKandKtheKcooperationKofKtheKPanK
rmericanKyealthKírganizationKduringKtheKtíVzuXbjKpandemicYKRevistaeDaeSociedadeeBrasileiraeDee
MedicinaeTropicalWK2020WKfdWKecacaahih

1.5 0

105 tompleteKgenomeKsequenceKofKhumanKTXcellKlymphotropicKtypeKbKfromKpatientsKwithKdifferentK
clinicalKprofilesWKincludingKinfectiveKdermatitisYKInfectionreGeneticseandeEvolutionWK2020WKhjWKbaebgg 4.5 2

(2020-2021)
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104 ReturnKofKtheKfounderKthikungunyaKvirusKtoKitsKplaceKofKintroductionKintoKsrazilKisKrevealedKbyK
genomicKcharacterizationKofKexanthematicKdiseaseKcasesYKEmergingeMicrobeseandeInfectionsWK2020WKjWKfdXfh18.9 7

103 xenomicKSurveillanceKofKYellowKweverKVirusKvpizooticKinKSˆ£oKPauloWKsrazilWKcabgKXKcabiYKPLoSe
PathogensWK2020WKbgWKebaaigjj 7.6 18

102 TheKongoingKtíVzuXbjKepidemicKinKãinasKxeraisWKsrazilkKinsightsKfromKepidemiologicalKdataKandK
SrRSXtoVXcKwholeKgenomeKsequencingYKEmergingeMicrobeseandeInfectionsWK2020WKjWKbiceXbide 18.9 26

101 YellowKfeverKtransmissionKinKnonXhumanKprimatesWKsahiaWKéortheasternKsrazilYKPLoSeNeglectede
TropicaleDiseasesWK2020WKbeWKeaaaieaf 4.8 6

100 WholeKxenomeKSequencingKofKSrRSXtoVXckKrdaptingKzlluminaKProtocolsKforKβuickKandKrccurateK
íutbreakKznvestigationKduringKaKPandemicYKGenesWK2020WKbbWK 4.2 39

99 toXtirculationKofKTwoKzndependentKtladesKandKPersistenceKofKtyzKVXvtSrKxenotypeKduringK
vpidemicKWavesKinKRioKdeK–aneiroWKSoutheastKsrazilYKPathogensWK2020WKjWK 4.5 2

98 PersistenceKofKchikungunyaKvtSrKgenotypeKandKlocalKoutbreakKinKanKupperKmediumKclassK
neighborhoodKinKéortheastKsrazilK2020WKbfWKeaccgaji

97 PersistenceKofKchikungunyaKvtSrKgenotypeKandKlocalKoutbreakKinKanKupperKmediumKclassK
neighborhoodKinKéortheastKsrazilK2020WKbfWKeaccgaji

96 PersistenceKofKchikungunyaKvtSrKgenotypeKandKlocalKoutbreakKinKanKupperKmediumKclassK
neighborhoodKinKéortheastKsrazilK2020WKbfWKeaccgaji

95 PersistenceKofKchikungunyaKvtSrKgenotypeKandKlocalKoutbreakKinKanKupperKmediumKclassK
neighborhoodKinKéortheastKsrazilK2020WKbfWKeaccgaji

94 rntiXgangliosideKantibodiesKinKpatientsKwithKZikaKvirusKinfectionXassociatedKxuillainXsarrˆ'KSyndromeK
inKsrazilYKPLoSeNeglectedeTropicaleDiseasesWK2019WKbdWKeaaahgjf 4.8 23

93 vmergenceKofKtheKrsianKlineageKofKZikaKvirusKinKrngolakKanKoutbreakKinvestigationYKLanceteInfectiouse
DiseasesreTheWK2019WKbjWKbbdiXbbeh 25.5 40

92 tirculationKofKchikungunyaKvirusKvastZtentralZSouthKrfricanKlineageKinKRioKdeK–aneiroWKsrazilYKPLoSe
ONEWK2019WKbeWKeacbhihb 3.7 16

91 rssessmentKofKxeneticKuiversityKofKyTLVXbKíRwXzKSequencesKtollectedKfromKPatientsKwithKuifferentK
tlinicalKProfilesYKAIDSeResearcheandeHumaneRetrovirusesWK2019WKdfWKiibXiie 1.6 2

90 rKcomputationalKmethodKforKtheKidentificationKofKuengueWKZikaKandKthikungunyaKvirusKspeciesKandK
genotypesYKPLoSeNeglectedeTropicaleDiseasesWK2019WKbdWKeaaahcdb 4.8 17

89 LipidomicKrnalysisKRevealsKSerumKrlterationKofKPlasmalogensKinKPatientsKznfectedKWithKZzKrKVirusYK
FrontierseineMicrobiologyWK2019WKbaWKhfd 5.7 22

88 xenomicWKepidemiologicalKandKdigitalKsurveillanceKofKthikungunyaKvirusKinKtheKsrazilianKrmazonYK
PLoSeNeglectedeTropicaleDiseasesWK2019WKbdWKeaaahagf 4.8 37

87 xenomeKuetectivekKanKautomatedKsystemKforKvirusKidentificationKfromKhighXthroughputKsequencingK
dataYKBioinformaticsWK2019WKdfWKihbXihd 7.2 109
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86 rcuteKVectorXsorneKViralKznfectionkKZikaKandKãinzíéKSurveillanceYKMicrobiologyeSpectrumWK2019WKhWK 8.9 9

85 YellowKweverKVirusKReemergenceKandKSpreadKinKSoutheastKsrazilWKcabgXcabjYKJournaleofeVirologyWK
2019WKjeWK 6.6 29

84 éeurodevelopmentalKdelayKinKnormocephalicKchildrenKwithKinKuteroKexposureKtoKZikaKvirusYKBMJe
PaediatricseOpenWK2019WKdWKeaaaeig 2.4 24

83
StructuralKTransformationKtoKrttainKResponsibleKszíSciencesKSSTrRszíScTkKProtocolKforKaKyorizonK
cacaKwundedKvuropeanKãulticenterKProjectKtoKPromoteKResponsibleKResearchKandKznnovationYKJMIRe
ResearcheProtocolsWK2019WKiWKebbhef

2 6

82 wirstKdetectionKofKhumanKTXlymphotropicKvirusKinKbloodKdonorsKinKseninKshowsKthatKtestingKisK
requiredKtoKimproveKbloodKsafetyYKISBTeScienceeSeriesWK2019WKbeWKbgdXbgi 1.1

81 ípsoclonusXmyoclonusXataxiaKsyndromeKassociatedKwithKchikungunyaKandKdengueKvirusK
coXinfectionYKInternationaleJournaleofeInfectiouseDiseasesWK2018WKhfWKbbXbe 10.5 5

80
xenomicKtomparisonKrmongKxlobalKzsolatesKofKSerovarsKtopenhageniKandKzcterohaemorrhagiaeK
zdentifiedKéaturalKxeneticKVariationKtausedKbyKanKzndelYKFrontierseineCellulareandeInfectione
MicrobiologyWK2018WKiWKbjd

5.9 18

79 xenomicKandKepidemiologicalKmonitoringKofKyellowKfeverKvirusKtransmissionKpotentialYKScienceWK2018
WKdgbWKijeXijj 33.3 184

78 ãeasuringKãosquitoXborneKViralKSuitabilityKinKãyanmarKandKzmplicationsKforKLocalKZikaKVirusK
TransmissionYKPLOSeCurrentsWK2018WKbaWK 5

77 TimeKtoKyarmonizeKuengueKéomenclatureKandKtlassificationYKVirusesWK2018WKbaWK 6.2 8

76 ReversibleKsensoryKpolyneuropathyKduringKanKarboviralKoutbreakKinKSalvadorWKsahiaWKsrazilYKJournale
ofetheeNeurologicaleSciencesWK2018WKdjbWKdXe 3.2 1

75 yTLVXbarKintroductionKintoKsrazilKandKitsKassociationKwithKtheKtransXrtlanticKslaveKtradeYKInfectionre
GeneticseandeEvolutionWK2017WKeiWKjfXbab 4.5 6

74 vstablishmentKandKcrypticKtransmissionKofKZikaKvirusKinKsrazilKandKtheKrmericasYKNatureWK2017WKfegWKeagXeba50.4 366

73 ãultiplexKPtRKmethodKforKãinzíéKandKzlluminaKsequencingKofKZikaKandKotherKvirusKgenomesK
directlyKfromKclinicalKsamplesYKNatureeProtocolsWK2017WKbcWKbcgbXbchg 18.8 529

72 ãolecularKvpidemiologyKuatabaseKforKSequenceKãanagementKandKuataKãiningYKMethodseine
MoleculareBiologyWK2017WKbficWKcfXdb 1.4 1

71 tueVKTXcellKtountKmayKnotKbeKaKUsefulKStrategyKtoKãonitorKrntiretroviralKTherapyKResponseKinK
yTLVXbZyzVKtoXinfectedKPatientsYKCurrenteHIVeResearchWK2017WKbfWKccfXcdb 1.3 13

70
ueepKSequencingKrnalysisKofKyumanKTKtellKLymphotropicKVirusKTypeKbKLongKTerminalKRepeatKfRK
RegionKfromKPatientsKwithKTropicalKSpasticKParaparesisZyumanKTKtellKLymphotropicKVirusKTypeK
bXrssociatedKãyelopathyKandKrsymptomaticKtarriersYKAIDSeResearcheandeHumaneRetrovirusesWK2016WK
dcWKchjXid

1.6 3

69 rnalysesKofKyTLVXbKsequencesKsuggestKinteractionKbetweenKíRwXzKmutationsKandKyrãZTSPK
outcomeYKInfectionreGeneticseandeEvolutionWK2016WKefWKecaXecf 4.5 9

(2016-2019)
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68 xuillainXsarrˆ'KSyndromeKrfterKZikaKVirusKznfectionKinKsrazilYKAmericaneJournaleofeTropicaleMedicinee
andeHygieneWK2016WKjfWKbbfhXbbga 3.2 69

67 vmergenceKofKtongenitalKZikaKSyndromekKViewpointKwromKtheKwrontKLinesYKAnnalseofeInternale
MedicineWK2016WKbgeWKgijXjb 8 70

66 ZikaKvirusKinKtheKrmericaskKvarlyKepidemiologicalKandKgeneticKfindingsYKScienceWK2016WKdfcWKdefXdej 33.3 703

65 ZikaKVirusKspreadingKinKSouthKrmericakKvvolutionaryKanalysisKofKemergingKneutralizingKresistantK
PhechjSerKstrainsYKAsianePacificeJournaleofeTropicaleMedicineWK2016WKjWKeefXfc 2.1 12

64 vpidemiologyKofKthikungunyaKVirusKinKsahiaWKsrazilWKcabeXcabfYKPLOSeCurrentsWK2016WKiWK 48

63 ãobileKrealXtimeKsurveillanceKofKZikaKvirusKinKsrazilYKGenomeeMedicineWK2016WKiWKjh 14.4 130

62 ZikaKvirusKcompleteKgenomeKfromKSalvadorWKsahiaWKsrazilYKInfectionreGeneticseandeEvolutionWK2016WKebWKbecXbef4.5 20

61 SickleKredKcellsKasKdangerKsignalsKonKproinflammatoryKgeneKexpressionWKleukotrieneKseKandK
interleukinXbKbetaKproductionKinKperipheralKbloodKmononuclearKcellYKCytokineWK2016WKidWKhfXie 4 26

60 ShortKcommunicationkKphylodynamicsKanalysisKofKtheKhumanKimmunodeficiencyKvirusKtypeKbK
envelopeKgeneKinKmotherKandKchildKpairsYKAIDSeResearcheandeHumaneRetrovirusesWK2015WKdbWKjbdXca 1.6 1

59 rminoXKandKtarboxylXTerminalKttRfKãutationsKinKsrazilianKyzVXbXznfectedKWomenKandKyomologyK
ãodelKofKpYLffβKttRfKãutantYKAIDSeResearcheandeHumaneRetrovirusesWK2015WKdbWKgifXjb 1.6

58 ãolecularKtharacterizationKofKtheKyumanKzmmunodeficiencyKVirusKTypeKbKinKWomenKandKTheirK
VerticallyKznfectedKthildrenYKAIDSeResearcheandeHumaneRetrovirusesWK2015WKdbWKbaegXfb 1.6 4

57 TheKoriginKofKyTLVXbKinKsouthernKsahiaKbyKphylogeneticWKmtuérKandK˛†XglobinKanalysisYKVirologye
ReportsWK2015WKfWKgdXhe 5

56 PalmitoylationKandKpiXmediatedKhumanKTXcellKleukemiaKvirusKtypeKbKtransmissionYKJournaleofe
VirologyWK2014WKiiWKcdbjXcc 6.6 9

55
ãolecularKcharacterizationKofKtheKhumanKTKcellKlymphotropicKvirusKtypeKcKlongKterminalKrepeatK
regionkKrKdiscussionKaboutKpossibleKinfluencesKatKviralKgeneKexpressionYKAIDSeResearcheandeHumane
RetrovirusesWK2014WKdaWKjcXg

1.6 4

54 yTLVXbKinKpregnantKwomenKfromKtheKSouthernKsahiaWKsrazilkKaKneglectedKconditionKdespiteKtheKhighK
prevalenceYKVirologyeJournalWK2014WKbbWKci 6.1 33

53 ãolecularKepidemiologyKandKclinicalKfeaturesKofKhumanKTKcellKlymphotropicKvirusKtypeKbKinfectionKinK
SpainYKAIDSeResearcheandeHumaneRetrovirusesWK2014WKdaWKifgXgc 1.6 8

52 znferencesKaboutKtheKglobalKscenarioKofKhumanKTXcellKlymphotropicKvirusKtypeKbKinfectionKusingKdataK
miningKofKviralKsequencesYKMemoriaseDoeInstitutoeOswaldoeCruzWK2014WKbajWKeeiXfb 2.6 3

51 xeneticKcharacterisationKofKLangerinKgeneKinKhumanKimmunodeficiencyKvirusXbXinfectedKwomenK
fromKsahiaWKsrazilYKMemoriaseDoeInstitutoeOswaldoeCruzWK2014WKbajWKcfaXf 2.6
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50 toXdependenceKofKyTLVXbKpbcKandKpiKfunctionsKinKvirusKpersistenceYKPLoSePathogensWK2014WKbaWKebaaeefe7.6 30

49 ãolecularKcharacterizationKofKyTLVXbKgpegKglycoproteinKfromKhealthKcarriersKandKyrãZTSPK
infectedKindividualsYKVirologyeJournalWK2013WKbaWKhf 6.1 8

48 ãolecularKstudyKofKysZKandKgpcbKhumanKTKcellKleukemiaKvirusKtypeKbKproteinsKisolatedKfromK
differentKclinicalKprofileKinfectedKindividualsYKAIDSeResearcheandeHumaneRetrovirusesWK2013WKcjWKbdhaXc 1.6 5

47 yumanKRetrovirusKtodonKUsageKfromKtRérKPointKofKViewkKTherapeuticKznsightsYKBioinformaticseande
BiologyeInsightsWK2013WKhWKddfXef 5.3 4

46 RegauskKcommunityXdrivenKdataKmanagementKandKanalysisKforKinfectiousKdiseasesYKBioinformaticsWK
2013WKcjWKbehhXia 7.2 25

45 ãolecularKcharacterizationKofKlongKterminalKrepeatKsequencesKfromKsrazilianKhumanK
immunodeficiencyKvirusKtypeKbKisolatesYKAIDSeResearcheandeHumaneRetrovirusesWK2013WKcjWKidhXeb 1.6 3

44 íralKhealthKprofileKinKpatientsKinfectedKwithKyTLVXbkKclinicalKfindingsWKproviralKloadWKandKmolecularK
analysisKfromKyTLVXbKinKsalivaYKJournaleofeMedicaleVirologyWK2012WKieWKbeciXdg 19.7 7

43 ãolecularKepidemiologyKofKendemicKhumanKTXlymphotropicKvirusKtypeKbKinKaKruralKcommunityKinK
xuineaXsissauYKPLoSeNeglectedeTropicaleDiseasesWK2012WKgWKebgja 4.8 18

42 rKpublicKyTLVXbKmolecularKepidemiologyKdatabaseKforKsequenceKmanagementKandKdataKminingYK
PLoSeONEWK2012WKhWKeecbcd 3.7 11

41 uetectionKofKdistinctKhumanKimmunodeficiencyKvirusKtypeKbKcirculatingKrecombinantKformsKinK
northeastKsrazilYKJournaleofeMedicaleVirologyWK2011WKidWKcaggXhc 19.7 14

40 LackKofKhighXlevelKresistanceKmutationsKinKyzVKtypeKbKswKrecombinantKstrainsKcirculatingKinKnortheastK
srazilYKAIDSeResearcheandeHumaneRetrovirusesWK2011WKchWKgcdXdb 1.6 11

39 SeroprevalenceKandKmolecularKepidemiologyKofKyTLVXbKisolatesKfromKyzVXbKcoXinfectedKwomenKinK
weiraKdeKSantanaWKsahiaWKsrazilYKAIDSeResearcheandeHumaneRetrovirusesWK2010WKcgWKbdddXj 1.6 14

38
LowerKprevalenceKofKhumanKimmunodeficiencyKvirusKtypeKbKsrazilianKsubtypeKsKfoundKinK
northeasternKsrazilKwithKslowerKprogressionKtoKrzuSYKAIDSeResearcheandeHumaneRetrovirusesWK2010WK
cgWKbcejXfe

1.6 13

37 wrequencyKdistributionKofKXbazxKoKTKandKyaezzzTKoKtKxLUTbKpolymorphismsKamongKdifferentK
srazilianKethnicKgroupsYKMoleculareBiologyeReportsWK2010WKdhWKhfXj 2.8 1

36 xeneticKvariabilityKofKhumanKimmunodeficiencyKvirusXbKinKsahiaKstateWKéortheastWKsrazilkKhighK
diversityKofKyzVKgenotypesYKJournaleofeMedicaleVirologyWK2009WKibWKdjbXj 19.7 17

35
PolymorphismsKatKxLUTbKgeneKareKnotKassociatedKwithKtheKdevelopmentKofKTSPZyrãKinKsrazilianK
yTLVXbKinfectedKindividualsKandKtheKdiscoveryKofKaKnewKpolymorphismKatKxLUTbKgeneYKJournaleofe
MedicaleVirologyWK2009WKibWKffcXh

19.7 5

34 rKstandardizedKframeworkKforKaccurateWKhighXthroughputKgenotypingKofKrecombinantKandK
nonXrecombinantKviralKsequencesYKNucleiceAcidseResearchWK2009WKdhWKWgdeXec 20.1 128

33 wasKghaKpromoterKpolymorphismKisKassociatedKtoKsusceptibilityWKclinicalKpresentationWKandKsurvivalKinK
adultKTKcellKleukemiaYKJournaleofeLeukocyteeBiologyWK2008WKidWKccaXc 6.5 40

(2008-2014)
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32 yTLVKtypeKbKmolecularKstudyKinKsrazilianKvillagesKwithKrfricanKcharacteristicsKgivingKsupportKtoKtheK
postXtolumbianKintroductionKhypothesisYKAIDSeResearcheandeHumaneRetrovirusesWK2008WKceWKghdXh 1.6 15

31
PhylogeneticKandKmolecularKanalysisKofKyTLVXbKisolatesKfromKaKmediumKsizedKtownKinKnorthernKofK
srazilkKtracingKaKcommonKoriginKofKtheKvirusKfromKtheKmostKendemicKcityKinKtheKcountryYKJournaleofe
MedicaleVirologyWK2008WKiaWKcaeaXf

19.7 24

30 yTLVXbKinfectionKinKbloodKdonorsKfromKtheKWesternKsrazilianKrmazonKregionkKseroprevalenceKandK
molecularKstudyKofKviralKisolatesYKJournaleofeMedicaleVirologyWK2008WKiaWKbjggXhb 19.7 7

29
torrelationKbetweenKpolymorphismsKatKinterleukinXgKbutKnotKatKinterleukinXbaKpromoterKandKtheK
riskKofKhumanKTKlymphotropicKvirusKtypeKzXassociatedKmyelopathyZtropicalKspasticKparaparesisKinK
srazilianKindividualsYKJournaleofeMedicaleVirologyWK2008WKiaWKcbebXg

19.7 18

28 xeneticKandKbiologicKcharacterizationKofKyzVKtypeKbKsubtypeKtKisolatesKfromKsouthKsrazilYKAIDSe
ResearcheandeHumaneRetrovirusesWK2007WKcdWKbdfXed 1.6 9

27
ReXmappingKtheKmolecularKfeaturesKofKtheKhumanKimmunodeficiencyKvirusKtypeKbKandKhumanKTXcellK
lymphotropicKvirusKtypeKbKsrazilianKsequencesKusingKaKbioinformaticsKunitKestablishedKinKSalvadorWK
sahiaWKsrazilWKtoKgiveKsupportKtoKtheKviralKepidemiologyKstudiesYKMemoriaseDoeInstitutoeOswaldoeCruzWK
2007WKbacWKbddXbdj

2.6 5

26 zdentificationKandKcharacterizationKofKpreviouslyKdescribedKepitopesKinKyzVXbKsubtypesKsWKtWKwKandKswK
inKsrazilYKBrazilianeJournaleofeInfectiouseDiseasesWK2007WKbbWKchXda 2.8

25 ãolecularKepidemiologyKofKyzVXbKinKSantaKtatarinaKStateKconfirmsKincreasesKofKsubtypeKtKinK
SouthernKsrazilYKJournaleofeMedicaleVirologyWK2007WKhjWKbeffXgd 19.7 37

24
TheKcloseKrelationshipKbetweenKSouthKrfricanKandKLatinKrmericanKyTLVKtypeKbKstrainsKcorroboratedK
inKaKmolecularKepidemiologicalKstudyKofKtheKyTLVKtypeKbKisolatesKfromKaKbloodKdonorKcohortYKAIDSe
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