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j Paper IF Citations

102 MarkerNeffectsNandNheritabilityNestimatesNusingNadditivebdominanceNgenomicNarchitecturesNviaN
artificialNneuralNnetworksNinNxoffeaNcanephoraccNPLoSlONEaN2022aNflaNeegkgejj 3.7 0

101
GenomicsNofNresponseNtoNporcineNreproductiveNandNrespiratoryNsyndromeNvirusNinNpurebredNandN
crossbredNsowsoNantibodyNresponseNandNperformanceNfollowingNnaturalNinfectionNvscNvaccinationcN
JournalloflAnimallScienceaN2021aNnnaN

0.7 2

100
GutNmicrobiomeNassociationsNwithNoutcomeNfollowingNcobinfectionNwithNporcineNreproductiveNandN
respiratoryNsyndromeNvirusNVPRRSVWNandNporcineNcircovirusNtypeNgNVPxVgWNinNpigsNimmunizedNwithNaN
PRRSNmodifiedNliveNvirusNvaccinecNVeterinarylMicrobiologyaN2021aNgjiaNfenefm

3.3 2

99
fglNvntibodyNResponseNasNanNIndicatorNTraitNforNImprovedNReproductiveNPerformanceNyuringNaN
PRRSVNOutbreakoNGeneticNxorrelationsNofNSdPNRatioNwithNReproductiveNTraitsNinNLandraceNandNyurocN
SowscNJournalloflAnimallScienceaN2021aNnnaNfnbge

0.7 78

98 fjhNxharacteristicsNofNvnimalNScienceNGraduateNStudentsNvssociatedNwithNTheirNProfessionalN
InterestNinNStatisticsNandNxareerNPathcNJournalloflAnimallScienceaN2021aNnnaNfijbfij 0.7 78

97 fgmNyifferencesNinNPRRSVNResilienceNforNReproductiveNPerformanceNwetweenNLandraceNandNyurocN
SowscNJournalloflAnimallScienceaN2021aNnnaNfmbfn 0.7 78

96 ieNNovelNGenomicNRegionsNvssociatedNwithNIggNvntibodyNResponseNtoNPRRSVNVaccinationNRevealedN
byNíaplotypebbasedNGWvScNJournalloflAnimallScienceaN2021aNnnaNhfbhg 0.7

95 fgnNGenomicNRelationshipNwetweenNPRRSVNWildbtypeNInfectionNandNPRRSVNVaccinationNforNvntibodyN
ResponseNandNReproductiveNPerformancecNJournalloflAnimallScienceaN2021aNnnaNfmbfm 0.7 78

94 fmnN’undamentalsaNxommonNMistakesaNandNGraduateNzducationNinNStatisticscNJournalloflAnimall
ScienceaN2021aNnnaNfeibfej 0.7 78

93 fhgNLackNofNRandomizationNandNItsNImpactNonNStatisticalNPowerNandNValidityNofNStatisticalNvnalysescN
JournalloflAnimallScienceaN2021aNnnaNlkblk 0.7 78

92
zffectsNofNincreasingNdietaryNoilNinclusionNfromNdifferentNsourcesNonNgrowthNperformanceaNcarcassN
andNmeatNqualityNtraitsaNandNfattyNacidNprofileNinNgeneticallyNleanNimmunocastratedNmaleNpigscN
LivestocklScienceaN2021aNgimaNfeijfj

1.7 3

91 TranscriptomeNchangesNinNnewbornNgoatsâ��NskeletalNmuscleNasNaNresultNofNmaternalNfeedNrestrictionNatN
differentNstagesNofNgestationcNLivestocklScienceaN2021aNgimaNfeijeh 1.7 1

90 IntramuscularNcollagenNcharacteristicsNandNexpressionNofNrelatedNgenesNinNskeletalNmuscleNofNcullN
cowsNreceivingNaNhighbenergyNdietcNMeatlScienceaN2021aNfllaNfeminj 6.4 3

89 íostNGeneticsNofNResponseNtoNPorcineNReproductiveNandNRespiratoryNSyndromeNinNSowsoN
ReproductiveNPerformancecNFrontierslinlGeneticsaN2021aNfgaNlelmle 4.5 1

88
íostNGeneticsNofNResponseNtoNPorcineNReproductiveNandNRespiratoryNSyndromeNinNSowsoNvntibodyN
ResponseNasNanNIndicatorNTraitNforNImprovedNReproductiveNPerformancecNFrontierslinlGeneticsaN2021aN
fgaNlelmlh

4.5 2

87 PhenotypicNandNgenomicNrelationshipsNbetweenNvulvaNscoreNcategoriesNandNreproductiveN
performanceNinNfirstbparityNsowscNJournalloflAnimallSciencelandlBiotechnologyaN2021aNfgaNl 6 1

86 yietaryNnucleotideNsupplementationNasNanNalternativeNtoNinbfeedNantibioticsNinNweanedNpigletscN
AnimalaN2021aNfjaNfeeegf 3.1 1
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85
’urtherNhostbgenomicNcharacterizationNofNtotalNantibodyNresponseNtoNPRRSVNvaccinationNandNitsN
relationshipNwithNreproductiveNperformanceNinNcommercialNsowsoNgenomebwideNhaplotypeNandN
zygosityNanalysescNGeneticslSelectionlEvolutionaN2021aNjhaNnf

4.9 0

84 GeneticNimprovementNofNlivestockaNfromNconventionalNbreedingNtoNbiotechnologicalNapproachesN
2020aNhnhbiej 2

83
weginningNtoNofferNdrinkingNwaterNatNbirthNincreasesNtheNspeciesNrichnessNandNtheNabundanceNofN
’aecalibacteriumNandNwifidobacteriumNinNtheNgutNofNpreweanedNdairyNcalvescNJournalloflDairylScience
aN2020aNfehaNigkgbigli

4 4

82 GeneticNandNgenomicNcharacterizationNofNvulvaNsizeNtraitsNinNYorkshireNandNLandraceNgiltscNBMCl
GeneticsaN2020aNgfaNgm 2.6 2

81 VaginalNmicrobiotaNdivergesNinNsowsNwithNlowNandNhighNreproductiveNperformanceNafterNporcineN
reproductiveNandNrespiratoryNsyndromeNvaccinationcNScientificlReportsaN2020aNfeaNheik 4.9 6

80 fjNíostNgeneticsNofNantibodyNresponseNtoNPRRSNvaccinationNandNinfectionNinNgrowingNpigscNJournallofl
AnimallScienceaN2020aNnmaNfnbfn 0.7

79 fhNGeneticNselectionNusingNpooledNsemencNJournalloflAnimallScienceaN2020aNnmaNkbk 0.7

78 gemNyoNpredictionNequationsNwithNhighNRbsquaredNinNlowNsampleNsizeNstudiesNhaveNhighNpredictiveN
abilitytcNJournalloflAnimallScienceaN2020aNnmaNlfblf 0.7

77
glNGenomicNrelationshipNbetweenNantibodyNresponseNtoNporcineNreproductiveNandNrespiratoryN
syndromeNvirusNvaccinationNandNreproductiveNperformanceNinNcommercialNsowscNJournalloflAnimall
ScienceaN2020aNnmaNgebgf

0.7 0

76 ngNPhenotypicNandNgenomicNrelationshipsNbetweenNvulvaNscoreNandNreproductiveNperformanceNinN
firstbparityNsowscNJournalloflAnimallScienceaN2020aNnmaNglbgm 0.7

75 geNVaginalNmicrobiomeNcompositionNisNassociatedNwithNsowNlongevitycNJournalloflAnimallScienceaN
2020aNnmaNghbgi 0.7

74 PSXbifNLatebwreakingNvbstractoNSelfbreportedNstatisticalNtrainingNofNgraduateNstudentsNassociatedN
withNconfidenceNinNperformingNstatisticalNanalysescNJournalloflAnimallScienceaN2020aNnmaNhjmbhjm 0.7

73 PSVIIbmNmiRNvsNexplainNtheNvariationNinNmuscleNandNbloodNtranscriptomesNofNbeefNcalvesNbornNfromN
damsNwithNorNwithoutNenergyNrestrictionNduringNlateNgestationcNJournalloflAnimallScienceaN2020aNnmaNfkjbfkj0.7

72
PSVIIbnNPostNtranscriptionalNmodificationsNmayNleadNtoNchangesNinNnewbornNgoatsâ��NskeletalNmuscleN
proteomeNasNaNconsequenceNofNmaternalNfeedNrestrictionNatNdifferentNstagesNofNgestationcNJournallofl
AnimallScienceaN2020aNnmaNfklbfkm

0.7

71 PSVbffNvccuraciesNofNgenomicNpredictionNforNreproductiveNtraitsNinNPRRSVbinfectedNsowscNJournallofl
AnimallScienceaN2020aNnmaNfkhbfkh 0.7

70
PSVIIbgNyifferentiallyNexpressedNgenesNandNtheirNbiologicalNfunctionNinNskeletalNmuscleNofNcalvesN
bornNfromNcowsNwithNorNwithoutNproteinNsupplementationNduringNmidbgestationcNJournalloflAnimall
ScienceaN2020aNnmaNfkjbfkk

0.7

69
PSVIIbfeNSkeletalNmuscleNtranscriptomeNrevealsNgeneNexpressionNdifferencesNinNnewbornNgoatsUNasNaN
resultNofNmaternalNfeedNrestrictionNatNdifferentNstagesNofNgestationcNJournalloflAnimallScienceaN2020aN
nmaNfklbfkl

0.7

68 PSVbfjNGenomicNbasisNofNreproductiveNperformanceNinNPRRSVbinfectedNsowscNJournalloflAnimall
ScienceaN2020aNnmaNfkgbfkh 0.7
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67 nhNGenomicNbasisNofNantibodyNresponseNtoNporcineNreproductiveNandNrespiratoryNsyndromeNvirusN
vaccinationcNJournalloflAnimallScienceaN2020aNnmaNgmbgm 0.7

66 zvaluationNofNaNcommercialNgeneticNtestNforNfescueNtoxicosisNinNpregnantNvngusNbeefNcattlecN
TranslationallAnimallScienceaN2020aNiaNtxaafmf 1.4 2

65
InvestigatingNtheNrelationshipNbetweenNvaginalNmicrobiotaNandNhostNgeneticsNandNtheirNimpactNonN
immuneNresponseNandNfarrowingNtraitsNinNcommercialNgiltscNJournalloflAnimallBreedinglandlGeneticsaN
2020aNfhlaNmibfeg

2.9 8

64
GeneticNvnalysisNofNvntibodyNResponseNtoNPorcineNReproductiveNandNRespiratoryNSyndromeN
VaccinationNasNanNIndicatorNTraitNforNReproductiveNPerformanceNinNxommercialNSowscNFrontierslinl
GeneticsaN2020aNffaNfeff

4.5 9

63 GenomicNvnalysisNofNIgGNvntibodyNResponseNtoNxommonNPathogensNinNxommercialNSowsNinN
íealthbxhallengedNíerdscNFrontierslinlGeneticsaN2020aNffaNjnhmei 4.5 1

62 weefNcattleNthatNrespondNdifferentlyNtoNfescueNtoxicosisNhaveNdistinctNgastrointestinalNtractN
microbiotacNPLoSlONEaN2020aNfjaNeeggnfng 3.7 5

61 íighb’atNyietsNLedNtoNOTUbLevelNShiftsNinN’ecalNSamplesNofNíealthyNvdultNyogscNFrontierslinl
MicrobiologyaN2020aNffaNjkifke 5.7 5

60 PSIIIbhNGenesNandNfunctionsNassociatedNwithNtoleranceNtoNfescueNtoxicosisNinNvngusNcowscNJournallofl
AnimallScienceaN2019aNnlaNfklbfkl 0.7 78

59 fjjNzvaluationNofNcytokineNresponseNasNanNindicatorNofNgeneticNresistanceNtoNfescueNtoxicosisNinN
purebredNvngusNcattlecNJournalloflAnimallScienceaN2019aNnlaNijbik 0.7 78

58 kmNGenomicNpredictionNaccuraciesNofNvulvaNsizeNtraitsNinNLandraceNandNYorkshireNgiltscNJournallofl
AnimallScienceaN2019aNnlaNhnbhn 0.7 78

57 hljNIdentificationNofNQTLNassociatedNwithNantibodyNresponseNtoNcommonNinfectiousNdiseasesNinN
commercialNsowscNJournalloflAnimallScienceaN2019aNnlaNhhbhi 0.7 78

56
zffectNofNmaternalNfeedNrestrictionNinNdairyNgoatsNatNdifferentNstagesNofNgestationNonNskeletalNmuscleN
developmentNandNenergyNmetabolismNofNkidsNatNtheNtimeNofNbirthscNAnimallReproductionlScienceaN
2019aNgekaNikbjn

2.1 4

55
GeneticNanalysisNofNreproductiveNperformanceNinNsowsNduringNporcineNreproductiveNandNrespiratoryN
syndromeNVPRRSWNandNporcineNepidemicNdiarrheaNVPzyWNoutbreakscNJournalloflAnimallSciencelandl
BiotechnologyaN2019aNfeaNgg

6 11

54 RelationshipNbetweenNtheNtestisNsizeNinNmaleNpigsNandNreproductiveNtraitsNinNtheirNprogenycNLivestockl
ScienceaN2019aNggmaNlgblj 1.7

53 PSIIIbmNGenomicNpredictionNofNreproductiveNperformanceNofNcommercialNsowsNinNhealthNchallengedN
herdscNJournalloflAnimallScienceaN2019aNnlaNfkkbfkk 0.7 78

52 PSIIIbjNvccuracyNofNgenomicNpredictionNofNantibodyNresponseNtoNcommonNinfectiousNdiseasesNinN
commercialNsowscNJournalloflAnimallScienceaN2019aNnlaNfkmbfkn 0.7 78

51 QuantileNRegressionNvppliedNtoNGenomebznabledNPredictionNofNTraitsNRelatedNtoN’loweringNTimeNinN
theNxommonNweancNAgronomyaN2019aNnaNlnk 3.6 4

50 vNVisionNforNyevelopmentNandNUtilizationNofNíighbThroughputNPhenotypingNandNwigNyataNvnalyticsN
inNLivestockcNFrontierslinlGeneticsaN2019aNfeaNffnl 4.5 35
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49 TheNeffectNofNaNporcineNreproductiveNandNrespiratoryNsyndromeNoutbreakNonNgeneticNparametersN
andNreactionNnormsNforNreproductiveNperformanceNinNpigsfcNJournalloflAnimallScienceaN2019aNnlaNffefbfffk0.7 5

48 zvaluatingNphosphorusNreleaseNbyNphytaseNinNdietsNfedNtoNgrowingNpigsNthatNareNnotNdeficientNinN
phosphoruscNJournalloflAnimallScienceaN2019aNnlaNhglbhhl 0.7 5

47 UsingNquantileNregressionNmethodologyNtoNevaluateNchangesNinNtheNshapeNofNgrowthNcurvesNinNpigsN
selectedNforNincreasedNfeedNefficiencyNbasedNonNresidualNfeedNintakecNAnimalaN2019aNfhaNfeenbfefn 3.1 4

46 zffectNofNlowerbenergyaNhigherbfiberNdietsNonNpigsNdivergentlyNselectedNforNresidualNfeedNintakeN
whenNfedNhigherbenergyaNlowerbfiberNdietscNJournalloflAnimallScienceaN2018aNnkaNfggfbfghk 0.7 13

45 GenomicNpredictionNofNpigletNresponseNtoNinfectionNwithNoneNofNtwoNporcineNreproductiveNandN
respiratoryNsyndromeNvirusNisolatescNGeneticslSelectionlEvolutionaN2018aNjeaNh 4.9 6

44 ffeNzvaluationNofNvngusNxalfNPerformanceNwasedNonNyamsNToleranceNorNSusceptibilityNtoN’escueN
ToxicosisccNJournalloflAnimallScienceaN2018aNnkaNjjbjj 0.7

43 ProteinNdietaryNefficiencyNandNmethaneNemissionNinNcattleNfedNsoybeanNmealNtreatedNwithNtanninscN
AnimallProductionlScienceaN2018aNjmaNgghh 1.4 1

42
zffectsNofNgrainNprocessingNmethodsNonNtheNexpressionNofNgenesNinvolvedNinNvolatileNfattyNacidN
transportNandNpíNregulationaNandNkeratinizationNinNrumenNepitheliumNofNbeefNcattlecNPLoSlONEaN2018aN
fhaNeefnmnkh

3.7 6

41 QuantileNregressionNforNgenomebwideNassociationNstudyNofNfloweringNtimebrelatedNtraitsNinNcommonN
beancNPLoSlONEaN2018aNfhaNeefneheh 3.7 17

40
NelloreNbullsNVNwosNtaurusNindicusNWNwithNhighNresidualNfeedNintakeNhaveNincreasedNtheNexpressionNofN
genesNinvolvedNinNoxidativeNphosphorylationNinNrumenNepitheliumcNAnimallFeedlSciencelandl
TechnologyaN2018aNghjaNllbmk

3 9

39 ImpactNofNenergyNrestrictionNduringNlateNgestationNonNtheNmuscleNandNbloodNtranscriptomeNofNbeefN
calvesNafterNpreconditioningcNBMClGenomicsaN2018aNfnaNleg 4.5 11

38 TechnicalNNoteoNvNcomparisonNamongNadipogenicNinductionNprotocolsNforNdedifferentiatedNfatN
Vy’vTWNcellsNobtainedNfromNsubcutaneousNfatNofNpigscNLivestocklScienceaN2017aNfnnaNjlbkg 1.7 0

37 GenomicNregionsNassociatedNwithNhostNresponseNtoNporcineNreproductiveNandNrespiratoryNsyndromeN
vaccinationNandNcobinfectionNinNnurseryNpigscNBMClGenomicsaN2017aNfmaNmkj 4.5 6

36 ehhNzstimationNofNgeneticNparametersaNgeneticNtrendsaNandNgrowthNcurveNparametersNofNpigsN
selectedNforNresidualNfeedNintakeNusingNquantileNregressioncNJournalloflAnimallScienceaN2017aNnjaNfjbfk 0.7 2

35 IndependentNxomponentNvnalysisNVIxvWNbasedbclusteringNofNtemporalNRNvbseqNdatacNPLoSlONEaN
2017aNfgaNeefmffnj 3.7 16

34 RegularizedNquantileNregressionNforNSNPNmarkerNestimationNofNpigNgrowthNcurvescNJournalloflAnimall
SciencelandlBiotechnologyaN2017aNmaNjn 6 4

33 ehgNGenomicNpredictionNaccuraciesNusingNregularizedNquantileNregressionNVRQRWNmethodologycN
JournalloflAnimallScienceaN2017aNnjaNfibfj 0.7

32 GenomewideNassociationNofNpigletNresponsesNtoNinfectionNwithNoneNofNtwoNporcineNreproductiveNandN
respiratoryNsyndromeNvirusNisolatescNJournalloflAnimallScienceaN2017aNnjaNfkbhm 0.7 20
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31
yifferencesNinNskeletalNmuscleNproteolysisNinNNelloreNandNvngusNcattleNmightNbeNdrivenNbyN
xalpastatinNactivityNandNnotNtheNabundanceNofNxalpaindxalpastatincNJournalloflAgriculturallScienceaN
2017aNfjjaNfkknbfklk

1 3

30
jmjNzxpressionNofNgenesNinvolvedNinNenergyNmetabolismNandNtransportNofNvolatileNfattyNacidsNandN
ureaNinNrumenNepitheliumNofNbullsNidentifiedNforNhighaNmediumaNandNlowNresidualN’eedNintakecNJournall
oflAnimallScienceaN2017aNnjaNgmkbgml

0.7

29 xhromiumaNxLvaNandNractopamineNforNfinishingNpigscNJournalloflAnimallScienceaN2017aNnjaNiilgbiime 0.7 6

28 ehiNwiologicalNevidenceNforNgenomicNregionsNassociatedNwithNhostNresponseNtoNcobinfectionNwithN
PRRSNvirusNandNPxVgbNinNcommercialNnurseryNpigscNJournalloflAnimallScienceaN2017aNnjaNfkbfk 0.7

27
zffectNofNaNmajorNquantitativeNtraitNlocusNforNporcineNreproductiveNandNrespiratoryNsyndromeNVPRRSWN
resistanceNonNresponseNtoNcoinfectionNwithNPRRSNvirusNandNporcineNcircovirusNtypeNgbNVPxVgbWNinN
commercialNpigsaNwithNorNwithoutNpriorNvaccinationNforNPRRScNJournalloflAnimallScienceaN2017aNnjaNjmibjnm

0.7 9

26 GeneticNandNgenomicNbasisNofNantibodyNresponseNtoNporcineNreproductiveNandNrespiratoryNsyndromeN
VPRRSWNinNgiltsNandNsowscNGeneticslSelectionlEvolutionaN2016aNimaNjf 4.9 18

25 zffectsNofNdistillersUNdriedNgrainsNwithNsolublesNandNsoybeanNoilNonNdietaryNlipidaNfiberaNandNaminoNacidN
digestibilityNinNcornbbasedNdietsNfedNtoNgrowingNpigscNJournalloflAnimallScienceaN2016aNniaNfjembfn 0.7 17

24 emeNzvaluationNofNvngusNxattleNíairNxoatNLengthNandNItsNvssociationsNwithNToleranceNtoN’escueN
ToxicosiscNJournalloflAnimallScienceaN2016aNnjaNiebie 0.7 1

23 ResponseNofNpigsNdivergentlyNselectedNforNresidualNfeedNintakeNtoNexperimentalNinfectionNwithNtheN
PRRSNviruscNLivestocklScienceaN2015aNfllaNfhgbfif 1.7 27

22
VaccinationNwithNaNPorcineNReproductiveNandNRespiratoryNSyndromeNVPRRSWNModifiedNLiveNVirusN
VaccineN’ollowedNbyNxhallengeNwithNPRRSNVirusNandNPorcineNxircovirusNTypeNgNVPxVgWNProtectsN
againstNPRRSNbutNznhancesNPxVgNReplicationNandNPathogenesisNxomparedNtoNResultsNforN
NonvaccinatedNxochallengedNxontrolscNVaccinelJournalaN2015aNggaNfgiibji

18

21 NotNvllNSxIyNPigsNvreNxreatedNzquallyoNTwoNIndependentNMutationsNinNtheNvrtemisNGeneNxauseNSxIyN
inNPigscNJournalloflImmunologyaN2015aNfnjaNhflfbn 5.3 32

20
QuantitativeNrelationshipsNbetweenNstandardizedNtotalNtractNdigestibleNphosphorusNandNtotalN
calciumNintakesNandNtheirNretentionNandNexcretionNinNgrowingNpigsNfedNcornbsoybeanNmealNdietscN
JournalloflAnimallScienceaN2015aNnhaNgflibmg

0.7 11

19 IdentificationNofNaNputativeNquantitativeNtraitNnucleotideNinNguanylateNbindingNproteinNjNforNhostN
responseNtoNPRRSNvirusNinfectioncNBMClGenomicsaN2015aNfkaNifg 4.5 63

18 MolecularN’actorsNUnderlyingNtheNyepositionNofNIntramuscularN’atNandNxollagenNinNSkeletalNMuscleN
ofNNelloreNandNvngusNxattlecNPLoSlONEaN2015aNfeaNeefhnnih 3.7 40

17 GeneticNanalysisNofNreproductiveNtraitsNandNantibodyNresponseNinNaNPRRSNoutbreakNherdcNJournallofl
AnimallScienceaN2014aNngaNgnejbgf 0.7 49

16 MaternalNovernutritionNenhancesNmRNvNexpressionNofNadipogenicNmarkersNandNcollagenNdepositionN
inNskeletalNmuscleNofNbeefNcattleNfetusescNJournalloflAnimallScienceaN2014aNngaNhmikbji 0.7 25

15
RelationshipsNamongNdietaryNfiberNcomponentsNandNtheNdigestibilityNofNenergyaNdietaryNfiberaNandN
aminoNacidsNandNenergyNcontentNofNnineNcornNcoproductsNfedNtoNgrowingNpigscNJournalloflAnimall
ScienceaN2014aNngaNijejbfl

0.7 40

14 NutritionalNplansNofNdigestibleNlysineNforNgrowingbfinishingNgiltscNRevistalBrasileiralDelZootecniaaN
2014aNihaNijlbikh 1.2 1
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13 zffectsNofNmaternalNnutritionNonNdevelopmentNofNgastrointestinalNtractNofNbovineNfetusNatNdifferentN
stagesNofNgestationcNLivestocklScienceaN2013aNfjhaNkebkj 1.7 19

12 zffectsNofNpregnancyNandNfeedingNlevelNonNcarcassNandNmeatNqualityNtraitsNofNNelloreNcowscNMeatl
ScienceaN2013aNniaNfhnbii 6.4 8

11 SingleNnucleotideNpolymorphismsNandNhaplotypesNassociatedNwithNfeedNefficiencyNinNbeefNcattlecN
BMClGeneticsaN2013aNfiaNni 2.6 39

10 LisinaNdigestˆ›velNparaNleitoasNemNfaseNdeNcrescimentocNCiencialRuralaN2013aNihaNmlfbmll 1.3

9 znhancementNofNadipogenesisNandNfibrogenesisNinNskeletalNmuscleNofNWagyuNcomparedNwithNvngusN
cattlecNJournalloflAnimallScienceaN2013aNnfaNgnhmbik 0.7 58

8 wivariateNgenomebwideNassociationNanalysisNofNtheNgrowthNandNintakeNcomponentsNofNfeedN
efficiencycNPLoSlONEaN2013aNmaNelmjhe 3.7 23

7 IdentificationNandNcharacterizationNofNalternativeNexonNusageNlinkedNglioblastomaNmultiformeN
survivalcNBMClMedicallGenomicsaN2012aNjaNjn 3.7 21

6 InfluenceNofNdentalNcarcassNmaturityNonNcarcassNtraitsNandNmeatNqualityNofNNelloreNbullscNMeatl
ScienceaN2011aNmmaNiifbk 6.4 33

5 xandidateNgeneNexpressionNandNintramuscularNfatNcontentNinNpigscNJournalloflAnimallBreedinglandl
GeneticsaN2011aNfgmaNgmbhi 2.9 49

4 PerformanceNandNmeatNqualityNtraitsNofNbeefNheifersNfedNwithNtwoNlevelsNofNconcentrateNandN
ruminallyNundegradableNproteincNTropicallAnimallHealthlandlProductionaN2011aNihaNmllbmk 1.7 12

3 xellNcycleNandNagingaNmorphogenesisaNandNresponseNtoNstimuliNgenesNareNindividualizedNbiomarkersN
ofNglioblastomaNprogressionNandNsurvivalcNBMClMedicallGenomicsaN2011aNiaNin 3.7 65

2 GeneticNdiversityNofNcaptiveNspottedNpacaNVvgoutiNpacaWNfromNsouthNeastNwrazilNassessedNbyNtheN
RvPybPxRNtechniquecNRevistalBrasileiralDelZootecniaaN2010aNhnaNgkmbglg 1.2 3

1 yifferentialNexpressionNofNgenesNinNfollicularNcellsNofNswinescNRevistalBrasileiralDelZootecniaaN2010aN
hnaNfeghbfegm 1.2 2
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