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The Diversity of Melia azedarach L. from China Based on Transcriptome-Developed SSR Marker. Forests,
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Structural characterization and comparative analysis of the chloroplast genome of Ginkgo biloba
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Taxus yunnanensis genome offers insights into gymnosperm phylogeny and taxol production.
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Genome-Wide Identification and Coexpression Network Analysis of DNA Methylation Pathway Genes
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