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k Paper IF Citations

153 SubsiteLLigandLRecognitionLandLwooperativityLinLtheLTPPLRiboswitchnLImplicationsLforL
zragmentaLinkingLinLRNuLLigandLxiscoverybbLACSoChemicaloBiologyXL2022XL 4.9 3

152 xirectLdetectionLofLRNuLmodificationsLandLstructureLusingLsingleamoleculeLnanoporeLsequencingbbL
CelloGenomicsXL2022XLfXLedddmkaedddmk 9

151 xistinctLMUNwLlncRNuLstructuralLdomainsLregulateLtranscriptionLofLdifferentLpromyogenicLfactorsbbL
CelloReportsXL2022XLglXLeedgje 10.6 1

150 xiscoveryLofLaLlargeascaleXLcellastatearesponsiveLallostericLswitchLinLtheLkSKLRNuLusingLxuNwyaMaPbbL
MolecularoCellXL2022XL 17.6 3

149 SαuPyaenabledLfragmentabasedLligandLdiscoveryLforLRNubbLProceedingsoofotheoNationaloAcademyoofo
SciencesoofotheoUnitedoStatesoofoAmericaXL2022XLeemXLefeffjjdeem 11.5 1

148 IdentifyingLproximalLRNuLinteractionsLfromLcxNuaencodedLcrosslinksLwithLShapeJumperbbLPLoSo
ComputationaloBiologyXL2021XLekXLeeddmjgf 5 0

147 SαuPyLxirectedLxiscoveryLofLNewLzunctionsLinLLargeLRNusbLAccountsoofoChemicaloResearchXL2021XL
ihXLfidfafiek 24.3 11

146 xirectLMappingLofLαigheraOrderLRNuLInteractionsLbyLSαuPyaJuMPbLBiochemistryXL2021XLjdXLemkeaemlf 3.2 3

145 xoubleastrandedLRNuLdrivesLSuRSawoVafLnucleocapsidLproteinLtoLundergoLphaseLseparationLatL
specificLtemperaturesL2021XL 2

144 unalysisLofLRNuaproteinLnetworksLwithLRNPaMaPLdefinesLfunctionalLhubsLonLRNubLNatureo
BiotechnologyXL2021XLgmXLghkagij 44.5 13

143 PiercingLtheLfogLofLtheLRNuLstructureaomebLScienceXL2021XLgkgXLmjhamji 33.3 2

142 VisualizationLofLlncRNuLandLmRNuLStructureLModelsLWithinLtheLIntegrativeL‘enomicsLViewerbL
MethodsoinoMolecularoBiologyXL2021XLffihXLeiafi 1.4 2

141 ‘enomicLRNuLylementsLxriveLPhaseLSeparationLofLtheLSuRSawoVafLNucleocapsidbLMolecularoCellXL
2020XLldXLedklaedmebej 17.6 98

140 TargetingLtheLOncogenicLLongLNonacodingLRNuLSLNwReLbyLvlockingLItsLSequenceaSpecificLvindingL
toLtheLundrogenLReceptorbLCelloReportsXL2020XLgdXLiheaiihbei 10.6 20

139 SpecificLviralLRNuLdrivesLtheLSuRSLwoVafLnucleocapsidLtoLphaseLseparateL2020XL 28

138 TimeaResolvedXLSingleaMoleculeXLworrelatedLwhemicalLProbingLofLRNubLJournaloofotheoAmericano
ChemicaloSocietyXL2020XLehfXLelkgiaelkhd 16.4 5

137 SingleamoleculeLcorrelatedLchemicalLprobingLrevealsLlargeascaleLstructuralLcommunicationLinLtheL
ribosomeLandLtheLmechanismLofLtheLantibioticLspectinomycinLinLlivingLcellsbLPLoSoBiologyXL2019XLekXLegdddgmg9.7 10
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136 yffectsLofLRefoldingLonLLargeaScaleLRNuLStructurebLBiochemistryXL2019XLilXLgdjmagdkk 3.2 5

135 ‘uidelinesLforLSαuPyLReagentLwhoiceLandLxetectionLStrategyLforLRNuLStructureLProbingLStudiesbL
BiochemistryXL2019XLilXLfjiiafjjh 3.2 45

134 SαuPyLProbingLRevealsLαumanLrRNusLureLLargelyLUnfoldedLinLSolutionbLBiochemistryXL2019XLilXLggkkaggli3.2 5

133 PhysicalLandLzunctionalLunalysisLofLViralLRNuL‘enomesLbyLSαuPybLAnnualoReviewoofoVirologyXL2019XL
jXLmgaeek 14.6 25

132 RNuLbaseapairingLcomplexityLinLlivingLcellsLvisualizedLbyLcorrelatedLchemicalLprobingbLProceedingsoofo
theoNationaloAcademyoofoSciencesoofotheoUnitedoStatesoofoAmericaXL2019XLeejXLfhikhafhilf 11.5 45

131 mRNuLstructureLdeterminesLspecificityLofLaLpolyQadrivenLphaseLseparationbLScienceXL2018XLgjdXLmffamfk 33.3 284

130 InacellLRNuLstructureLprobingLwithLSαuPyaMaPbLNatureoProtocolsXL2018XLegXLeeleaeemi 18.8 49

129 PervasiveLRegulatoryLzunctionsLofLmRNuLStructureLRevealedLbyLαighaResolutionLSαuPyLProbingbL
CellXL2018XLekgXLeleaemibeel 56.2 139

128 MessengerLRNuLStructureLRegulatesLTranslationLInitiationnLuLMechanismLyxploitedLfromLvacteriaLtoL
αumansbLBiochemistryXL2018XLikXLgigkagigm 3.2 22

127 uccurateLdetectionLofLchemicalLmodificationsLinLRNuLbyLmutationalLprofilingLTMaPULwithL
ShapeMapperLfbLRnaXL2018XLfhXLehgaehl 5.8 74

126 TheLrolesLofLfiveLconservedLlentiviralLRNuLstructuresLinLαIVaeLreplicationbLVirologyXL2018XLiehXLeal 3.6 6

125 αighaThroughputLyxplorationsLofLRNuLStructuralLModularitybLBiochemistryXL2018XLikXLjefmajege 3.2

124 PervasiveLtertiaryLstructureLinLtheLdengueLvirusLRNuLgenomebLProceedingsoofotheoNationaloAcademyo
ofoSciencesoofotheoUnitedoStatesoofoAmericaXL2018XLeeiXLeeiegaeeiel 11.5 50

123 zunctionalLclassificationLofLlongLnonacodingLRNusLbyLkamerLcontentbLNatureoGeneticsXL2018XLidXLehkhaehlf36.3 86

122 PrinciplesLforLtargetingLRNuLwithLdrugalikeLsmallLmoleculesbLNatureoReviewsoDrugoDiscoveryXL2018XL
ekXLihkaiil 64.1 246

121 RNuaPuzzlesLRoundLIIInLgxLRNuLstructureLpredictionLofLfiveLriboswitchesLandLoneLribozymebLRnaXL
2017XLfgXLjiiajkf 5.8 118

120 VisualizationLofLRNuLstructureLmodelsLwithinLtheLIntegrativeL‘enomicsLViewerbLRnaXL2017XLfgXLedefaedel5.8 17

119 PackagedLandLzreeLSatelliteLTobaccoLMosaicLVirusLTSTMVULRNuL‘enomesLudoptLxistinctL
wonformationalLStatesbLBiochemistryXL2017XLijXLfekiafelg 3.2 16

(2017-2019)
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118 StructureLmodelingLofLRNuLusingLsparseLNMRLconstraintsbLNucleicoAcidsoResearchXL2017XLhiXLefjglaefjhk20.1 13

117 unLRNuLstructureamediatedXLposttranscriptionalLmodelLofLhumanL˛–aeaantitrypsinLexpressionbL
ProceedingsoofotheoNationaloAcademyoofoSciencesoofotheoUnitedoStatesoofoAmericaXL2017XLeehXLyedfhhayedfig11.5 33

116 xirectLidentificationLofLbaseapairedLRNuLnucleotidesLbyLcorrelatedLchemicalLprobingbLRnaXL2017XLfgXLjaeg5.8 20

115
SαuPyLrevealsLtranscriptawideLinteractionsXLcomplexLstructuralLdomainsXLandLproteinLinteractionsL
acrossLtheLXistLlncRNuLinLlivingLcellsbLProceedingsoofotheoNationaloAcademyoofoSciencesoofotheoUnitedo
StatesoofoAmericaXL2016XLeegXLedgffak

11.5 149

114 xirectLxuplexLxetectionnLunLymergingLToolLinLtheLRNuLStructureLunalysisLToolboxbLTrendsoino
BiochemicaloSciencesXL2016XLheXLkghakgj 10.3 20

113 TheLRNuLxomainLVceLRegulatesLxownstreamL‘eneLyxpressionLinLResponseLtoLwyclicLxiguanylateLinL
VibrioLcholeraebLPLoSoONEXL2016XLeeXLedehlhkl 3.7 14

112 ModelazreeLRNuLSequenceLandLStructureLulignmentLInformedLbyLSαuPyLProbingLRevealsLaL
wonservedLulternateLSecondaryLStructureLforLejSLrRNubLPLoSoComputationaloBiologyXL2015XLeeXLeeddhefj5 36

111 StructureavasedLulignmentLandLwonsensusLSecondaryLStructuresLforLThreeLαIVaRelatedLRNuL
‘enomesbLPLoSoComputationaloBiologyXL2015XLeeXLeeddhfgd 5 28

110 zunctionallyLconservedLarchitectureLofLhepatitisLwLvirusLRNuLgenomesbLProceedingsoofotheoNationalo
AcademyoofoSciencesoofotheoUnitedoStatesoofoAmericaXL2015XLeefXLgjmfak 11.5 89

109 SelectiveLfSahydroxylLacylationLanalyzedLbyLprimerLextensionLandLmutationalLprofilingLTSαuPyaMaPUL
forLdirectXLversatileLandLaccurateLRNuLstructureLanalysisbLNatureoProtocolsXL2015XLedXLejhgajm 18.8 182

108 whallengeLofLmimickingLtheLinfluencesLofLtheLcellularLenvironmentLonLRNuLstructureLbyL
Py‘ainducedLmacromolecularLcrowdingbLBiochemistryXL2015XLihXLjhhkaig 3.2 42

107 RNuLclubsbLRnaXL2015XLfeXLkjdae 5.8

106 xetectionLofLRNuaProteinLInteractionsLinLLivingLwellsLwithLSαuPybLBiochemistryXL2015XLihXLjljkaki 3.2 109

105 watalystsLfromLsyntheticLgeneticLpolymersbLNatureXL2015XLielXLhfkagd 50.4 187

104 IzNLgLmRNuLstructureLisLremodeledLbyLaLfunctionalLnonacodingLpolymorphismLassociatedLwithL
hepatitisLwLvirusLclearancebLScientificoReportsXL2015XLiXLejdgk 4.9 37

103 MultipleLconformationsLareLaLconservedLandLregulatoryLfeatureLofLtheLRveLiSLUTRbLRnaXL2015XLfeXLefkhali5.8 45

102 ReviewLtowardLallLRNuLstructuresXLconciselybLBiopolymersXL2015XLedgXLhglahl 2.2 23

101 InacellLSαuPyLrevealsLthatLfreeLgdSLribosomeLsubunitsLareLinLtheLinactiveLstatebLProceedingsoofotheo
NationaloAcademyoofoSciencesoofotheoUnitedoStatesoofoAmericaXL2015XLeefXLfhfiagd 11.5 51
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100 RNuLtertiaryLstructureLanalysisLbyLfSahydroxylLmolecularLinterferencebLBiochemistryXL2014XLigXLjlfiagg 3.2 12

99 SingleamoleculeLcorrelatedLchemicalLprobingLofLRNubLProceedingsoofotheoNationaloAcademyoofo
SciencesoofotheoUnitedoStatesoofoAmericaXL2014XLeeeXLeglilajg 11.5 95

98 unLimmatureLretroviralLRNuLgenomeLresemblesLaLkineticallyLtrappedLintermediateLstatebLJournaloofo
VirologyXL2014XLllXLjdjeal 6.6 9

97 RibosomeLRNuLassemblyLintermediatesLvisualizedLinLlivingLcellsbLBiochemistryXL2014XLigXLgfgkahk 3.2 34

96 RNuLmotifLdiscoveryLbyLSαuPyLandLmutationalLprofilingLTSαuPyaMaPUbLNatureoMethodsXL2014XLeeXLmimaji21.6 333

95 StructureLandLdynamicsLofLtheLαIVaeLframeshiftLelementLRNubLBiochemistryXL2014XLigXLhflfame 3.2 27

94 ValidatingLfragmentabasedLdrugLdiscoveryLforLbiologicalLRNusnLleadLfragmentsLbindLandLremodelL
theLTPPLriboswitchLspecificallybLChemistryoandoBiologyXL2014XLfeXLimeai 55

93 RNuLsecondaryLstructureLmodelingLatLconsistentLhighLaccuracyLusingLdifferentialLSαuPybLRnaXL2014XL
fdXLlhjaih 5.8 67

92 SαuPyLanalysisLofLsmallLRNusLandLriboswitchesbLMethodsoinoEnzymologyXL2014XLihmXLejialk 1.7 11

91 TheLcellularLenvironmentLstabilizesLadenineLriboswitchLRNuLstructurebLBiochemistryXL2013XLifXLlkkkali 3.2 86

90 TheLgeneticLcodeLasLexpressedLthroughLrelationshipsLbetweenLmRNuLstructureLandLproteinL
functionbLFEBSoLettersXL2013XLilkXLeeldaeell 3.8 44

89 PrinciplesLforLunderstandingLtheLaccuracyLofLSαuPyadirectedLRNuLstructureLmodelingbLBiochemistryXL
2013XLifXLillami 3.2 35

88 QuShapenLrapidXLaccurateXLandLbestapracticesLquantificationLofLnucleicLacidLprobingLinformationXL
resolvedLbyLcapillaryLelectrophoresisbLRnaXL2013XLemXLjgakg 5.8 147

87 uLguanosineacentricLmechanismLforLRNuLchaperoneLfunctionbLScienceXL2013XLghdXLemdai 33.3 42

86 LongarangeLarchitectureLinLaLviralLRNuLgenomebLBiochemistryXL2013XLifXLgelfamd 3.2 29

85 RoleLofLcontextLinLRNuLstructurenLflankingLsequencesLreconfigureLwu‘LmotifLfoldingLinLhuntingtinL
exonLeLtranscriptsbLBiochemistryXL2013XLifXLlfemafi 3.2 25

84 womparisonLofLSIVLandLαIVaeLgenomicLRNuLstructuresLrevealsLimpactLofLsequenceLevolutionLonL
conservedLandLnonaconservedLstructuralLmotifsbLPLoSoPathogensXL2013XLmXLeeddgfmh 7.6 65

83 uccurateLSαuPyadirectedLRNuLsecondaryLstructureLmodelingXLincludingLpseudoknotsbLProceedingso
ofotheoNationaloAcademyoofoSciencesoofotheoUnitedoStatesoofoAmericaXL2013XLeedXLihmlaidg 11.5 210

(2013-2014)
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82 zingerprintingLnoncanonicalLandLtertiaryLRNuLstructuresLbyLdifferentialLSαuPyLreactivitybLJournaloofo
theoAmericanoChemicaloSocietyXL2012XLeghXLegejdag 16.4 60

81 TheLmechanismsLofLRNuLSαuPyLchemistrybLJournaloofotheoAmericanoChemicaloSocietyXL2012XLeghXLjjekafh 16.4 116

80 ThreeadimensionalLRNuLstructureLrefinementLbyLhydroxylLradicalLprobingbLNatureoMethodsXL2012XLmXLjdgal21.6 64

79 RNuaPuzzlesnLaLwuSPalikeLevaluationLofLRNuLthreeadimensionalLstructureLpredictionbLRnaXL2012XLelXLjedafi5.8 181

78 SαuPyadirectedLdiscoveryLofLpotentLshRNuLinhibitorsLofLαIVaebLMolecularoTherapyXL2012XLfdXLlfdal 11.7 31

77 yxploringLRNuLstructuralLcodesLwithLSαuPyLchemistrybLAccountsoofoChemicaloResearchXL2011XLhhXLefldame24.3 112

76 RNuLstructureLprobingLdashLseqbLProceedingsoofotheoNationaloAcademyoofoSciencesoofotheoUnitedo
StatesoofoAmericaXL2011XLedlXLedmggah 11.5 8

75 zemtomoleLSαuPyLrevealsLregulatoryLstructuresLinLtheLauthenticLXMRVLRNuLgenomebLJournaloofo
theoAmericanoChemicaloSocietyXL2011XLeggXLfdgfjagh 16.4 12

74
SelectiveLfSahydroxylLacylationLanalyzedLbyLprotectionLfromLexoribonucleaseLTRNaseadetectedL
SαuPyULforLdirectLanalysisLofLcovalentLadductsLandLofLnucleotideLflexibilityLinLRNubLNatureoProtocolsXL
2011XLjXLejlgamh

18.8 23

73 SharingLandLarchivingLnucleicLacidLstructureLmappingLdatabLRnaXL2011XLekXLefdhaef 5.8 27

72 TheLMrseLsplicingLfactorLbindsLtheLbIgLgroupLILintronLatLeachLofLtwoLtetraloopareceptorLmotifsbLPLoSo
ONEXL2010XLiXLelmlg 3.7 12

71 RNuLstructuresLfacilitateLrecombinationamediatedLgeneLswappingLinLαIVaebLJournaloofoVirologyXL
2010XLlhXLefjkialf 6.6 45

70 SecondaryLstructureLofLtheLmatureLexLvirioLMoloneyLmurineLleukemiaLvirusLgenomicLRNuL
dimerizationLdomainbLJournaloofoVirologyXL2010XLlhXLlmlamdj 6.6 25

69 xefinitionLofLaLhighaaffinityL‘agLrecognitionLstructureLmediatingLpackagingLofLaLretroviralLRNuL
genomebLProceedingsoofotheoNationaloAcademyoofoSciencesoofotheoUnitedoStatesoofoAmericaXL2010XLedkXLemfhlaig11.5 56

68 RobustLandLgenericLRNuLmodelingLusingLinferredLconstraintsnLaLstructureLforLtheLhepatitisLwLvirusL
IRySLpseudoknotLdomainbLBiochemistryXL2010XLhmXLhmgeag 3.2 26

67 SelectiveLfSahydroxylLacylationLanalyzedLbyLprotectionLfromLexoribonucleasebLJournaloofotheo
AmericanoChemicaloSocietyXL2010XLegfXLmmhdag 16.4 34

66 NonhierarchicalLribonucleoproteinLassemblyLsuggestsLaLstrainapropagationLmodelLforL
proteinafacilitatedLRNuLfoldingbLBiochemistryXL2010XLhmXLihelafi 3.2 22

65 SαuPyadirectedLRNuLsecondaryLstructureLpredictionbLMethodsXL2010XLifXLeidal 4.6 201
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64 OnLtheLsignificanceLofLanLRNuLtertiaryLstructureLpredictionbLRnaXL2010XLejXLeghdam 5.8 82

63 udvancesLinLRNuLstructureLanalysisLbyLchemicalLprobingbLCurrentoOpinionoinoStructuraloBiologyXL2010XL
fdXLfmiagdh 8.1 210

62 InfluenceLofLnucleotideLidentityLonLriboseLfSahydroxylLreactivityLinLRNubLRnaXL2009XLeiXLegehafe 5.8 70

61 uccurateLSαuPyadirectedLRNuLstructureLdeterminationbLProceedingsoofotheoNationaloAcademyoofo
SciencesoofotheoUnitedoStatesoofoAmericaXL2009XLedjXLmkaedf 11.5 493

60 wfSaendoLnucleotidesLasLmolecularLtimersLsuggestedLbyLtheLfoldingLofLanLRNuLdomainbLProceedingso
ofotheoNationaloAcademyoofoSciencesoofotheoUnitedoStatesoofoAmericaXL2009XLedjXLeijffak 11.5 35

59 urchitectureLandLsecondaryLstructureLofLanLentireLαIVaeLRNuLgenomebLNatureXL2009XLhjdXLkeeaj 50.4 607

58 TimearesolvedLRNuLSαuPyLchemistrynLquantitativeLRNuLstructureLanalysisLinLoneasecondLsnapshotsL
andLatLsingleanucleotideLresolutionbLNatureoProtocolsXL2009XLhXLehegafe 18.8 87

57 αighathroughputLSαuPyLandLhydroxylLradicalLanalysisLofLRNuLstructureLandLribonucleoproteinL
assemblybLMethodsoinoEnzymologyXL2009XLhjlXLjkalm 1.7 67

56 NativealikeLRNuLtertiaryLstructuresLusingLaLsequenceaencodedLcleavageLagentLandLrefinementLbyL
discreteLmolecularLdynamicsbLJournaloofotheoAmericanoChemicaloSocietyXL2009XLegeXLfiheaj 16.4 60

55 QuantitativeLanalysisLofLRNuLsolventLaccessibilityLbyLNasilylationLofLguanosinebLBiochemistryXL2009XL
hlXLfedmaeh 3.2 16

54 αighaThroughputLunalysisLofLRNuLStructureLbyLSαuPyLwhemistrybLFASEBoJournalXL2009XLfgXLgfjbg 0.9

53 uccurateLSαuPyadirectedLRNuLstructureLpredictionbLFASEBoJournalXL2009XLfgXLlhgbf 0.9

52 InLvivoLanalysisLofLribosomeLstructureLandLdynamicsbLFASEBoJournalXL2009XLfgXLlhkbf 0.9

51 StrongLcorrelationLbetweenLSαuPyLchemistryLandLtheLgeneralizedLNMRLorderLparameterLTSfULinL
RNubLJournaloofotheoAmericanoChemicaloSocietyXL2008XLegdXLeffhhai 16.4 75

50 SαuPyLanalysisLofLlongarangeLinteractionsLrevealsLextensiveLandLthermodynamicallyLpreferredL
misfoldingLinLaLfragileLgroupLILintronLRNubLBiochemistryXL2008XLhkXLlidhaeg 3.2 34

49 TimearesolvedLRNuLSαuPyLchemistrybLJournaloofotheoAmericanoChemicaloSocietyXL2008XLegdXLejeklald 16.4 66

48 womplexLligandainducedLconformationalLchangesLinLtRNuTuspULrevealedLbyLsingleanucleotideL
resolutionLSαuPyLchemistrybLBiochemistryXL2008XLhkXLghihaje 3.2 40

47 SlowLconformationalLdynamicsLatLwfSaendoLnucleotidesLinLRNubLJournaloofotheoAmericanoChemicalo
SocietyXL2008XLegdXLlllhai 16.4 41

(2008-2010)
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46 LackLofLsecondaryLstructureLcharacterizesLtheLiSLendsLofLmammalianLmitochondrialLmRNusbLRnaXL
2008XLehXLljfake 5.8 45

45 αighathroughputLSαuPyLanalysisLrevealsLstructuresLinLαIVaeLgenomicLRNuLstronglyLconservedL
acrossLdistinctLbiologicalLstatesbLPLoSoBiologyXL2008XLjXLemj 9.7 313

44 ShapezindernLaLsoftwareLsystemLforLhighathroughputLquantitativeLanalysisLofLnucleicLacidLreactivityL
informationLresolvedLbyLcapillaryLelectrophoresisbLRnaXL2008XLehXLemkmamd 5.8 185

43 untiacooperativeLassemblyLofLtheLSRPemLandLSRPjlckfLcomponentsLofLtheLsignalLrecognitionL
particlebLBiochemicaloJournalXL2008XLheiXLhfmagk 3.8 7

42 uLfastaactingLreagentLforLaccurateLanalysisLofLRNuLsecondaryLandLtertiaryLstructureLbyLSαuPyL
chemistrybLJournaloofotheoAmericanoChemicaloSocietyXL2007XLefmXLhehhai 16.4 270

41 uLthreefoldLRNuaproteinLinterfaceLinLtheLsignalLrecognitionLparticleLgatesLnativeLcomplexLassemblybL
JournaloofoMolecularoBiologyXL2007XLgjmXLiefafh 6.5 16

40 TheLSLeaSLfLTstemaloopULdomainLisLtheLprimaryLdeterminantLforLstabilityLofLtheLgammaLretroviralL
genomicLRNuLdimerbLJournaloofoBiologicaloChemistryXL2006XLfleXLgkmifaje 5.4 16

39 StructureLofLanLRNuLswitchLthatLenforcesLstringentLretroviralLgenomicLRNuLdimerizationbL
ProceedingsoofotheoNationaloAcademyoofoSciencesoofotheoUnitedoStatesoofoAmericaXL2006XLedgXLegjhdai 11.5 36

38 wompartmentalizationLdirectsLassemblyLofLtheLsignalLrecognitionLparticlebLBiochemistryXL2006XLhiXLehmiiajh3.2 15

37 urchitectureLofLaLgammaLretroviralLgenomicLRNuLdimerbLBiochemistryXL2006XLhiXLefjjhakf 3.2 36

36 TwoLdistinctLbindingLmodesLofLaLproteinLcofactorLwithLitsLtargetLRNubLJournaloofoMolecularoBiologyXL
2006XLgjeXLkkealh 6.5 50

35 SelectiveLfSahydroxylLacylationLanalyzedLbyLprimerLextensionLTSαuPyUnLquantitativeLRNuLstructureL
analysisLatLsingleLnucleotideLresolutionbLNatureoProtocolsXL2006XLeXLejedaj 18.8 563

34 StructureaindependentLandLquantitativeLligationLofLsingleastrandedLxNubLAnalyticaloBiochemistryXL
2006XLghmXLfhfaj 3.1 21

33 RNuLstructureLanalysisLatLsingleLnucleotideLresolutionLbyLselectiveLfSahydroxylLacylationLandLprimerL
extensionLTSαuPyUbLJournaloofotheoAmericanoChemicaloSocietyXL2005XLefkXLhffgage 16.4 573

32 RNuLSαuPyLchemistryLrevealsLnonhierarchicalLinteractionsLdominateLequilibriumLstructuralL
transitionsLinLtRNuTuspULtranscriptsbLJournaloofotheoAmericanoChemicaloSocietyXL2005XLefkXLhjimajk 16.4 133

31 wrystalLstructuresXLreactivityLandLinferredLacylationLtransitionLstatesLforLfSaamineLsubstitutedLRNubL
JournaloofotheoAmericanoChemicaloSocietyXL2005XLefkXLegjffal 16.4 12

30 zacileLconversionLofLaptamersLintoLsensorsLusingLaLfSaribosealinkedLfluorophorebLJournaloofotheo
AmericanoChemicaloSocietyXL2005XLefkXLefkjjak 16.4 64

29 yvolutionLfromLxNuLtoLRNuLrecognitionLbyLtheLbIgLLu‘LIxux‘LmaturasebLNatureoStructuraloando
MolecularoBiologyXL2005XLefXLkkmalk 17.6 21
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28 RNuLflexibilityLinLtheLdimerizationLdomainLofLaLgammaLretrovirusbLNatureoChemicaloBiologyXL2005XLeXLedhaee11.7 37

27 TrisaborateLisLaLpoorLcounterionLforLRNunLaLcautionaryLtaleLforLRNuLfoldingLstudiesbLNucleicoAcidso
ResearchXL2004XLgfXLeelh 20.1 12

26 StructuralLbasisLforLtheLselfachaperoningLfunctionLofLanLRNuLcollapsedLstatebLBiochemistryXL2004XLhgXLeiekmalj3.2 20

25 MechanicsLofLxNuLflexibilityLvisualizedLbyLselectiveLfSaamineLacylationLatLnucleotideLbulgesbLJournalo
ofoMolecularoBiologyXL2004XLggkXLjeeam 6.5 6

24 RNuatetheredLphenylLazideLphotocrosslinkingLviaLaLshortalivedLindiscriminantLelectrophilebLJournalo
ofotheoAmericanoChemicaloSocietyXL2003XLefiXLedlidaje 16.4 57

23 xifferentialLhelixLstabilitiesLandLsitesLpreaorganizedLforLtertiaryLinteractionsLrevealedLbyLmonitoringL
localLnucleotideLflexibilityLinLtheLbIiLgroupLILintronLRNubLBiochemistryXL2003XLhfXLmdeam 3.2 22

22 zluorogenicLresolutionLofLligandLbindingLbyLaLnucleicLacidLaptamerbLJournaloofotheoAmericano
ChemicaloSocietyXL2003XLefiXLefgkdae 16.4 62

21 KineticLandLthermodynamicLframeworkLforLassemblyLofLtheLsixacomponentLbIgLgroupLILintronL
ribonucleoproteinLcatalystbLBiochemistryXL2003XLhfXLmmldal 3.2 17

20 SmallLstructuralLcostsLforLevolutionLfromLRNuLtoLRNPabasedLcatalysisbLJournaloofoMolecularoBiologyXL
2003XLggeXLikakg 6.5 2

19 watalysisLofLamideLsynthesisLbyLRNuLphosphodiesterLandLhydroxylLgroupsbLProceedingsoofotheo
NationaloAcademyoofoSciencesoofotheoUnitedoStatesoofoAmericaXL2002XLmmXLehjllamg 11.5 39

18 RecruitmentLofLintronaencodedLandLcoaoptedLproteinsLinLsplicingLofLtheLbIgLgroupLILintronLRNubL
ProceedingsoofotheoNationaloAcademyoofoSciencesoofotheoUnitedoStatesoofoAmericaXL2002XLmmXLeflagg 11.5 45

17 whemicalLinterrogationLofLmismatchesLinLxNuaxNuLandLxNuaRNuLduplexesLunderLnonstringentL
conditionsLbyLselectiveLfSaamineLacylationbLBiochemistryXL2002XLheXLjljjakh 3.2 12

16 uLcollapsedLstateLfunctionsLtoLselfachaperoneLRNuLfoldingLintoLaLnativeLribonucleoproteinLcomplexbL
NatureoStructuraloBiologyXL2001XLlXLegiahd 35

15 VisualizingLinducedLfitLinLearlyLassemblyLofLtheLhumanLsignalLrecognitionLparticlebLNatureoStructuralo
BiologyXL2001XLlXLieiafd 42

14 ProteinadependentLtransitionLstatesLforLribonucleoproteinLassemblybLJournaloofoMolecularoBiologyXL
2001XLgdmXLedlkaedd 6.5 48

13 uLcollapsedLnonanativeLRNuLfoldingLstatebLNatureoStructuraloBiologyXL2000XLkXLgjfaj 92

12 TaggingLxNuLmismatchesLbyLselectiveLfSaamineLacylationbLChemistryoandoBiologyXL2000XLkXLhdiaed 11

11 vanStLαoffLenthalpiesLwithoutLbaselinesbLProteinoScienceXL2000XLmXLehejam 6.3 91

(2000-2005)
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10 MappingLLocalLNucleotideLzlexibilityLbyLSelectiveLucylationLofLfâ��aumineLSubstitutedLRNubLJournaloofo
theoAmericanoChemicaloSocietyXL2000XLeffXLfejaffh 16.4 31

9 ProteinafacilitatedLRNuLfoldingbLCurrentoOpinionoinoStructuraloBiologyXL1997XLkXLggjahf 8.1 110

8 yfficientLproteinafacilitatedLsplicingLofLtheLyeastLmitochondrialLbIiLintronbLBiochemistryXL1995XLghXLkkflagl3.2 76

7 ProteinLfacilitationLofLgroupLILintronLsplicingLbyLassemblyLofLtheLcatalyticLcoreLandLtheLiSLspliceLsiteL
domainbLCellXL1995XLlfXLffeagd 56.2 108

6 MajorLgrooveLaccessibilityLofLRNubLScienceXL1993XLfjeXLeikhak 33.3 193

5 RNuLtargetingLbyLtheLαIVaeLTatLproteinbLJournaloofoComputero-oAidedoMolecularoDesignXL1993XLeXLffiafgh 4

4 RNuLrecognitionLbyLTataderivedLpeptidesnLinteractionLinLtheLmajorLgroovesbLCellXL1991XLjjXLikkall 56.2 332

3 RNPaMaPnLInacellLanalysisLofLproteinLinteractionLnetworksLdefinesLfunctionalLhubsLinLRNu 2

2 xirectLdetectionLofLRNuLmodificationsLandLstructureLusingLsingleLmoleculeLnanoporeLsequencing 9

1 IdentifyingLproximalLRNuLinteractionsLfromLcxNuaencodedLcrosslinksLwithLShapeJumper 1
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