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Integrated analysis reveals that STAT3 is central to the crosstalk between HER/ErbB receptor signaling
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Computational Biology, 2013, 9, e1003201. :

Integrated experimental and model-based analysis reveals the spatial aspects of EGFR activation
dynamics. Molecular BioSystems, 2012, 8, 2868.
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Informaticae, 2012, 118, 371-384. :

Modeling Microbial Dynamics in Heterogeneous Environments: Growth on Soil Carbon Sources.
Microbial Ecology, 2012, 63, 883-897.

Spatial Aspects in Biological System Simulations. Methods in Enzymology, 2011, 487, 485-511. 1.0 10

Rapid and sustained nucleard€“cytoplasmic ERK oscillations induced by epidermal growth factor.
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HER/ErbB receptor interactions and signaling patterns in human mammary epithelial cells. BMC Cell 2.0 34
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Quantifying the effects of co-expressing EGFR and HER2 on HER activation and trafficking. Biochemical
and Biophysical Research Communications, 2008, 371, 220-224.

Cell Surface Receptors for Signal Transduction and Ligand Transport: A Design Principles Study. PLoS

Computational Biology, 2007, 3, e101. 3.2 7

Receptor downregulation and desensitization enhance the information processing ability of

signalling receptors. BMC Systems Biology, 2007, 1, 48.

Modeling the Effects of HER/ErbB1-3 Coexpression on Receptor Dimerization and Biological Response. 0.5 62
Biophysical Journal, 2006, 90, 3993-4009. :
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Modeling signal transduction networks: A comparison of two stochastic Rinetic simulation
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An Integrated Model of Epidermal Growth Factor Receptor Trafficking and Signal Transduction.
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lon passage pathways and thermodynamics of the amphotericin B membrane channel. European
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Probability-Weighted Dynamic Monte Carlo Method for Reaction Kinetics Simulations. Journal of
Physical Chemistry B, 2001, 105, 11026-11034.

Calculating the local solvent chemical potential in crystal hydrates. Physical Review E, 2000, 62,

7077-7081. 21 2
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Correcting for electrostatic cutoffs in free energy simulations: Toward consistency between
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Molecular Properties of Amphotericin B Membrane Channel: A Molecular Dynamics Simulation.
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Enzyme-Inhibitor Association Thermodynamics. Biophysical Journal, 1997, 72, 522-532.
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