25

papers

25

all docs

516215

2,535 16
citations h-index
25 25
docs citations times ranked

610482
24

g-index

2989

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS

Single-cell transcription profiles in Bloom syndrome patients link <i>BLM«</i> deficiency with altered
condensin complex expression signatures. Human Molecular Genetics, 2022, 31, 2185-2193.

Fast and global reorganization of the chloroplast protein biogenesis network during heat

acclimation. Plant Cell, 2022, 34, 1075-1099. 3.1 13

Increased Microtubule Growth Triggered by Microvesicle-mediated Paracrine Signaling is Required
for Melanoma Cancer Cell Invasion. Cancer Research Communications, 2022, 2, 366-379.

The ER Frotein Emal9 facilitates the degradation of nonimported mitochondrial precursor proteins. 0.9 18
Molecular Biology of the Cell, 2021, 32, 664-674. :

The chaperone-binding activity of the mitochondrial surface receptor Tom70 protects the cytosol
against mitoprotein-induced stress. Cell Reports, 2021, 35, 108936.

Nse5/6 inhibits the Smc5/6 ATPase and modulates DNA substrate binding. EMBO Journal, 2021, 40,

¢107807. 3.5 30

Processes shaping cancer genomes &€ From mitotic defects to chromosomal rearrangements. DNA
Repair, 2021, 107, 103207.

The versatile interactome of chloroplast ribosomes revealed by affinity purification mass

spectrometry. Nucleic Acids Research, 2021, 49, 400-415. 6.5 23

The intermembrane space protein Mix23 is a novel stress-induced mitochondrial import factor. Journal
of Biological Chemistry, 2020, 295, 14686-14697.

CRL2<sup>Lrrl</sup> promotes unloading of the vertebrate replisome from chromatin during

replication termination. Genes and Development, 2017, 31, 275-290. 27 20
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