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ARTICLE IF CITATIONS

Small RNA Profiles of Serum Exosomes Derived From Individuals With Latent and Active Tuberculosis.
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Risk factors for false-negative T-SPOT.TB assay results in patients with pulmonary and

extra-pulmonary TB. Journal of Infection, 2015, 70, 367-380. 33 56

Prevalence and Risk Factors for Latent Tuberculosis Infection among Health Care Workers in China: A
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Label-Free Quantitative Proteomics Identifies Novel Plasma Biomarkers for Distinguishing Pulmonary
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Genome-Wide miRNA Analysis Identifies Potential Biomarkers in Distinguishing Tuberculous and Viral
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Genome-wide transcriptional profiling identifies potential signatures in discriminating active
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Interferon-Gamma Release Assay Performance of Cerebrospinal Fluid and Peripheral Blood in
Tuberculous Meningitis in China. BioMed Research International, 2017, 2017, 1-10.

Proteomic profiling for plasma biomarkers of tuberculosis progression. Molecular Medicine Reports, 04 16
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Use of T-SPOT.TB for the diagnosis of unconventional pleural tuberculosis is superior to ADA in high
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