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Vaccine breakthrough hypoxemic COVID-19 pneumonia in patients with auto-Abs neutralizing type | IFNs.
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Increased rates of secondary bacterial infections, including <i>Enterococcus</i> bacteremia, in
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Pneumonia surveillance with culture-independent metatranscriptomics in HIV-positive adults in
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Integrating central nervous system metagenomics and host response for diagnosis of tuberculosis
meningitis and its mimics. Nature Communications, 2022, 13, 1675.

Lower respiratory tract infections in children requiring mechanical ventilation: a multicentre
prospective surveillance study incorporating airway metagenomics. Lancet Microbe, The, 2022, 3, 7.3 24
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Mass cytometry reveals a conserved immune trajectory of recovery in hospitalized COVID-19 patients.
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UpFer airway gene expression shows a more robust adaptive immune response to SARS-CoV-2 in 12.8 7

children. Nature Communications, 2022, 13, .

Metagenomic prediction of antimicrobial resistance in critically ill patients with lower respiratory
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Tﬁpe-l immunity and endogenous immune regulators predominate in the airway transcriptome during a7 23
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ronic lung allograft dysfunction. American Journal of Transplantation, 2021, 21, 2145-2160.

Global absence and targeting of protective immune states in severe COVID-19. Nature, 2021, 591, 124-130.
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Cerebrospinal Fluid Pterins, Pterin-Dependent Neurotransmitters, and Mortality in Pediatric Cerebral
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Intestinal Infection Is Associated With Impaired Lung Innate Immunity to Secondary Respiratory

Infection. Open Forum Infectious Diseases, 2021, 8, ofab237. 0.9 2

Tracheal aspirate RNA sequencing identifies distinct immunological features of COVID-19 ARDS. Nature
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Type | interferon autoantibodies are associated with systemic immune alterations in patients with
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Antibiotic-Selected Gene Amplification Heightens Metal Resistance. MBio, 2021, 12, . 4.1 3

Investigating Transfusion-related Sepsis Using Culture-Independent Metagenomic Sequencing. Clinical
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Upper airway gene expression reveals suppressed immune responses to SARS-CoV-2 compared with
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Clinical outcomes and serologic response in solid organ transplant recipients with COVID-19: A case
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Genomic Profiling of Evolving Daptomycin Resistance in a Patient with Recurrent Staphylococcus
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Genomic and serologic characterization of enterovirus A71 brainstem encephalitis. Neurology:
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Central Nervous System Virus Infection in African Children with Cerebral Malaria. American Journal

of Tropical Medicine and Hygiene, 2020, 103, 200-205. 14 6
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Clinical Metagenomic Sequencing for Diagnosis of Meningitis and Encephalitis. New England Journal
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Sepsis Attributed to Bacterial Contamination of Platelets Associated with a Potential Common Source
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