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ARTICLE

Light contamination in stable isotope-labelled internal peptide standards is frequent and a potential
source of false discovery and quantitation error in proteomics. Analytical and Bioanalytical

Chemistry, 2022, 414, 2545-2552.

A Targeted LC4€MS Strategy for Lowa€Abundant HLA Classa€ta€Presented Peptide Detection Identifies Novel
Human Papillomavirus Ta€Cell Epitopes. Proteomics, 2018, 18, e1700390.
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