
Kiyoko F Aoki-Kinoshita

ListhofhPublicationshbyhYearhinh
DescendinghOrder

Source:hhttps:yyexalyxcomyauthorvpdfy5584322ykiyokovfvaokivkinoshitavpublicationsvbyvyearxpdf

Version:h2024v04v28h

ThishdocumenthhashbeenhgeneratedhbasedhonhthehpublicationshandhcitationshrecordedhbyhexalyxcomxhForh

thehlatesthversionhofhthishpublicationhlistuhvisiththehlinkhgivenhabovex

ThehthirdhcolumnhishthehimpacthfactorhpIFrhofhthehjournaluhandhthehfourthhcolumnhishthehnumberhofh

citationshofhtheharticlex

105
papers

5,243
citations

28
h-index

72
g-index

115
ext. papers

6,227
ext. citations

5.3
avg, IF

5.3
L-index



k Paper IF Citations

105 DevelopmentNofNaNnovelNmonosaccharideNsubstitutionNmatrixNforNimprovedNcomparisonNofNglycanN
structureseeNCarbohydratemResearchcN2022cNlhhcNhgokpm 2.9

104 FunctionsNofNGlycosylationNandNRelatedNWebNResourcesNforNItsNPredictioneNMethodsminmMolecularm
BiologycN2022cNhjldhkk 1.4

103 GlycoproteomicseNNaturemReviewsmMethodsmPrimerscN2022cNicN 4

102 RDFizingNtheNbiosyntheticNpathwayNofNEecoliNOdantigenNtoNenableNsemanticNsharingNofNmicrobiologyN
dataeNBMCmMicrobiologycN2021cNihcNjil 4.5

101 FunctionalNglycodmetagenomicsNelucidatesNtheNroleNofNglycandrelatedNgenesNinNenvironmentseNBMCm
BioinformaticscN2021cNiicNlgl 3.6

100 GlycanNyioinformaticsqNInformaticsNMethodsNforNUnderstandingNGlycanNFunctionN2021cN

99 GlycoPOSTNrealizesNFxIRNprinciplesNforNglycomicsNmassNspectrometryNdataeNNucleicmAcidsmResearchcN
2021cNkpcNDhlijdDhlio 20.1 28

98 TheNinternationalNglycanNrepositoryNGlyTouzanNversionNjegeNNucleicmAcidsmResearchcN2021cNkpcNDhlipdDhljj20.1 13

97 LMdGlycomextlasNVereNiegqNxnNIntegratedNVisualizationNforNLectinNMicroarraydbasedNMouseNTissueN
GlycomeNMappingNDataNwithNLectinNHistochemistryeNJournalmofmProteomemResearchcN2021cNigcNigmpdignl 5.6 1

96 GlobalNmappingNofNglycosylationNpathwaysNinNhumandderivedNcellseNDevelopmentalmCellcN2021cNlmcNhhpldhigpeen10.2 16

95 EnhancedNvalidationNofNsmalldmoleculeNligandsNandNcarbohydratesNinNtheNProteinNDataNyankeN
StructurecN2021cNipcNjpjdkggeeh 5.2 7

94 GlycomeNinformaticsqNusingNsystemsNbiologyNtoNgainNmechanisticNinsightsNintoNglycanNbiosynthesiseN
CurrentmOpinionminmChemicalmEngineeringcN2021cNjicNhggmoj 5.4 0

93 GlycoinformaticsNResourcesNIntegratedNThroughNtheNGlySpaceNxllianceN2021cNlgndlih 0

92 TheNglycoconjugateNontologyNWGlycozoOYNforNstandardizingNtheNannotationNofNglycoconjugateNdataN
andNitsNapplicationeNGlycobiologycN2021cNjhcNnkhdnlg 5.8 1

91 TheNGlyzosmosNPortalqNaNunifiedNandNcomprehensiveNwebNresourceNforNtheNglycoscienceseNNaturem
MethodscN2020cNhncNmkpdmlg 21.6 34

90 GlyGenNdataNmodelNandNprocessingNworkfloweNBioinformaticscN2020cNjmcNjpkhdjpkj 7.2 10

89 xNconsensusdbasedNandNreadableNextensionNofNnearNdeNforNeactionNulesNWLizoRRYeNBeilsteinmJournalmofm
OrganicmChemistrycN2020cNhmcNimkldimmi 2.5 8
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88 TheNGlySpaceNxllianceqNtowardNaNcollaborativeNglobalNglycoinformaticsNcommunityeNGlycobiologycN
2020cNjgcNngdnh 5.8 15

87 GlyGenqNzomputationalNandNInformaticsNResourcesNforNGlycoscienceeNGlycobiologycN2020cNjgcNnidnj 5.8 53

86 LMdGlycomextlasNVereNhegqNxNNovelNVisualizationNToolNforNLectinNMicroarraydyasedNGlycomicNProfilesN
ofNMouseNTissueNSectionseNMoleculescN2019cNikcN 4.8 5

85 UpdatesNtoNtheNSymbolNNomenclatureNforNGlycansNguidelineseNGlycobiologycN2019cNipcNmigdmik 5.8 148

84 TowardsNaNstandardizedNbioinformaticsNinfrastructureNforNNdNandNOdglycomicseNNaturem
CommunicationscN2019cNhgcNjinl 17.4 42

83 EducationalNMaterialsNandNTrainingNforNGlycosciencesN2019cNjlldjmo

82 GlycanFormatzonverterqNaNconversionNtoolNforNtranslatingNtheNcomplexitiesNofNglycanseN
BioinformaticscN2019cNjlcNikjkdikkg 7.2 10

81 xnalyzingNGlycandyindingNProfilesNUsingNWeightedNMultipleNxlignmentNofNTreeseNMethodsminm
MolecularmBiologycN2018cNhogncNhjhdhkg 1.4 1

80 SystemsNglycomicsNofNadultNzebrafishNidentifiesNorgandspecificNsialylationNandNglycosylationN
patternseNNaturemCommunicationscN2018cNpcNkmkn 17.4 40

79 MzxWdDyqNxNglycanNprofileNdatabaseNcapturingNtheNambiguityNofNglycanNrecognitionNpatternseN
CarbohydratemResearchcN2018cNkmkcNkkdlm 2.9 13

78 ImplementationNofNGlycanyuilderNtoNdrawNaNwideNvarietyNofNambiguousNglycanseNCarbohydratem
ResearchcN2017cNkklcNhgkdhhm 2.9 24

77 DevelopmentNandNapplicationNofNanNalgorithmNtoNcomputeNweightedNmultipleNglycanNalignmentseN
BioinformaticscN2017cNjjcNhjhndhjij 7.2 8

76 WURzSNiegNUpdateNToNEncapsulateNxmbiguousNzarbohydrateNStructureseNJournalmofmChemicalm
InformationmandmModelingcN2017cNlncNmjidmjn 6.1 32

75 DevelopmentNofNzarbohydrateNNomenclatureNandNRepresentationN2017cNndil 3

74 GlyTouzanqNanNaccessibleNglycanNstructureNrepositoryeNGlycobiologycN2017cNincNphldphp 5.8 86

73 LatestNdevelopmentsNinNSemanticNWebNtechnologiesNappliedNtoNtheNglycoscienceseNPerspectivesminm
SciencecN2017cNhhcNhodij 0.8 0

72 GlycoGeneNDatabaseNWGGDyYNonNtheNSemanticNWebN2017cNhmjdhnl 3

71 PxzontoqNRDFNRepresentationNofNPxzDyNDataNandNOntologyNofNInfectiousNDiseasesNKnownNtoNyeN
RelatedNtoNGlycanNyindingN2017cNimhdipl 1

(2017-2020)
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70 UsingNGlyTouzanNVersionNhegqNTheNFirstNInternationalNGlycanNStructureNRepositoryN2017cNkhdnj 0

69 RINGSqNxNWebNResourceNofNToolsNforNxnalyzingNGlycomicsNDataN2017cNippdjjk 0

68 GlyTouzanNhegddTheNinternationalNglycanNstructureNrepositoryeNNucleicmAcidsmResearchcN2016cNkkcNDhijndki20.1 72

67 zomprehensiveNanalysisNofNtheNNdglycanNbiosyntheticNpathwayNusingNbioinformaticsNtoNgenerateN
UnizornqNxNtheoreticalNNdglycanNstructureNdatabaseeNCarbohydratemResearchcN2016cNkjhcNlmdmj 2.9 26

66 xNsystematicNframeworkNtoNderiveNNdglycanNbiosynthesisNprocessNandNtheNautomatedNconstructionN
ofNglycosylationNnetworkseNBMCmBioinformaticscN2016cNhnNSupplNncNikg 3.6 8

65 TheNGlycomeNxnalyticsNPlatformqNanNintegrativeNframeworkNforNglycobioinformaticseNBioinformaticscN
2016cNjicNjggldhh 7.2 5

64 TheNminimumNinformationNrequiredNforNaNglycomicsNexperimentNWMIRxGEYNprojectqNsampleN
preparationNguidelinesNforNreliableNreportingNofNglycomicsNdatasetseNGlycobiologycN2016cNimcNpgndphg 5.8 44

63 OnNusingNphysicodchemicalNpropertiesNofNaminoNacidsNinNstringNkernelsNforNproteinNclassificationNviaN
supportNvectorNmachineseNJournalmofmSystemsmSciencemandmComplexitycN2015cNiocNlgkdlhm 1

62 TheNLectinNFrontierNDatabaseNWLfDyYcNandNdataNgenerationNbasedNonNfrontalNaffinityN
chromatographyeNMoleculescN2015cNigcNplhdnj 4.8 37

61 SymbolNNomenclatureNforNGraphicalNRepresentationsNofNGlycanseNGlycobiologycN2015cNilcNhjijdk 5.8 585

60 GlycoRDFqNanNontologyNtoNstandardizeNglycomicsNdataNinNRDFeNBioinformaticscN2015cNjhcNphpdil 7.2 42

59 PhenotypedbasedNclusteringNofNglycosylationdrelatedNgenesNbyNRNxidmediatedNgeneNsilencingeNGenesm
TomCellscN2015cNigcNlihdki 2.3 18

58 ImplementationNofNlinkedNdataNinNtheNlifeNsciencesNatNyioHackathonNighheNJournalmofmBiomedicalm
SemanticscN2015cNmcNj 2.2 13

57 xnalyzingNglycanNstructureNsynthesisNwithNtheNGlycanNPathwayNPredictorNWGPPYNTooleNMethodsminm
MolecularmBiologycN2015cNhinjcNhjpdkn 1.4 5

56 xnalyzingNglycandbindingNpatternsNwithNtheNProfilePSTMMNTooleNMethodsminmMolecularmBiologycN2015cN
hinjcNhpjdigi 1.4 1

55 GlycomicNanalysisNusingNKEGGNGLYzxNeNMethodsminmMolecularmBiologycN2015cNhinjcNpndhgn 1.4 13

54 GlycoinformaticsqNOverviewN2015cNholdhpi 1

53 RINGSN2015cNighdign
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52 indNFzzxNSymposiumfxnnualNForumNforNYoungNGlycodScientistsNighleNTrendsminmGlycosciencemandm
GlycotechnologycN2015cNincNEmjdEmk 0.1

51 WURzSqNtheNWebjNuniqueNrepresentationNofNcarbohydrateNstructureseNJournalmofmChemicalm
InformationmandmModelingcN2014cNlkcNhllodmm 6.1 48

50 UnizarbKyqNbuildingNaNknowledgeNplatformNforNglycoproteomicseNNucleicmAcidsmResearchcN2014cNkicNDihldih20.1 133

49 FrequentNglycanNstructureNminingNofNinfluenzaNvirusNdataNrevealedNaNsulfatedNglycanNmotifNthatN
increasedNviralNinfectioneNBioinformaticscN2014cNjgcNngmdhh 7.2 11

48 TrendsNandNFutureNPerspectivesNforNGlycoinformaticseNTrendsminmGlycosciencemandmGlycotechnologycN
2014cNimcNopdpn 0.1 1

47 MIRxGEqNtheNminimumNinformationNrequiredNforNaNglycomicsNexperimenteNGlycobiologycN2014cNikcNkgidm 5.8 84

46 KnowledgeNdiscoveryNforNpancreaticNcancerNusingNinductiveNlogicNprogrammingeNIETmSystemsmBiologycN
2014cNocNhmido 1.4 2

45 yioHackathonNseriesNinNighhNandNighiqNpenetrationNofNontologyNandNlinkedNdataNinNlifeNscienceN
domainseNJournalmofmBiomedicalmSemanticscN2014cNlcNl 2.2 42

44 ToolboxesNforNaNstandardisedNandNsystematicNstudyNofNglycanseNBMCmBioinformaticscN2014cNhlNSupplN
hcNSp 3.6 56

43 RINGSN2014cNhdm

42 GlycoinformaticsNOverviewN2014cNhdo

41 IntroducingNglycomicsNdataNintoNtheNSemanticNWebeNJournalmofmBiomedicalmSemanticscN2013cNkcNjp 2.2 44

40 IntroductionNtoNinformaticsNinNglycoproteinNanalysiseNMethodsminmMolecularmBiologycN2013cNplhcNilndmn 1.4 6

39 MiningNfrequentNsubtreesNinNglycanNdataNusingNtheNRINGSNglycanNminerNtooleNMethodsminmMolecularm
BiologycN2013cNpjpcNondpl 1.4 5

38 TheNFifthNxzGGdDyNMeetingNReportqNTowardsNanNInternationalNGlycanNStructureNRepositoryeN
GlycobiologycN2013cNijcNhkiidhkik 5.8 8

37 UsingNdatabasesNandNwebNresourcesNforNglycomicsNresearcheNMolecularmandmCellularmProteomicscN2013cN
hicNhgjmdkl 7.6 35

36 IdentificationNofNproteasomeNcomponentsNrequiredNforNapicalNlocalizationNofNzhaoptinNusingN
functionalNgenomicseNJournalmofmNeurogeneticscN2012cNimcNljdmj 1.6 4

35 ModelingNgeneticNregulatoryNnetworksqNaNdelayNdiscreteNdynamicalNmodelNapproacheNJournalmofm
SystemsmSciencemandmComplexitycN2012cNilcNhglidhgmn 1 2

(2012-2015)
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34 TheNGlycomextlasNtoolNforNvisualizingNandNqueryingNglycomeNdataeNBioinformaticscN2012cNiocNiokpdlg 7.2 26

33 MultipleNTreeNxlignmentNwithNWeightsNxppliedNtoNzarbohydratesNtoNExtractNyindingNRecognitionN
PatternseNLecturemNotesminmComputermSciencecN2012cNkpdlo 0.9 6

32 TheNindNDyzLSNyioHackathonqNinteroperableNbioinformaticsNWebNservicesNforNintegratedN
applicationseNJournalmofmBiomedicalmSemanticscN2011cNicNk 2.2 15

31 UnizarbKyqNputtingNtheNpiecesNtogetherNforNglycomicsNresearcheNProteomicscN2011cNhhcNkhhndih 4.8 47

30 InformaticsNforNGlycobiologyNandNGlycomicsN2011cNkgpdkim

29 ExtractingNglycanNmotifsNusingNaNbiochemicallyweightedNkerneleNBioinformationcN2011cNncNkgldhi 1.1 4

28 IdentificationNofNgenesNrequiredNforNneuraldspecificNglycosylationNusingNfunctionalNgenomicseNPLoSm
GeneticscN2010cNmcNehgghilk 6 24

27 SupportNVectorNMachineNMethodsNforNtheNPredictionNofNzancerNGrowthN2010cN 1

26 TheNRINGSNresourceNforNglycomeNinformaticsNanalysisNandNdataNminingNonNtheNWebeNOMICSmAmJournalm
ofmIntegrativemBiologycN2010cNhkcNknldom 3.8 49

25 xNweightedNqdgramNmethodNforNglycanNstructureNclassificationeNBMCmBioinformaticscN2010cNhhNSupplN
hcNSjj 3.6 9

24 TheNDyzLSNyioHackathonqNstandardizationNandNinteroperabilityNforNbioinformaticsNwebNservicesNandN
workflowseNTheNDyzLSNyioHackathonNzonsortiumaeNJournalmofmBiomedicalmSemanticscN2010cNhcNo 2.2 24

23 UsingNKEGGNinNtheNTransitionNfromNGenomicsNtoNzhemicalNGenomicsN2009cNkjndkli 2

22 UsingNglycomeNdatabasesNforNdrugNdiscoveryeNExpertmOpinionmonmDrugmDiscoverycN2008cNjcNonndpg 6.2 4

21 xNnewNefficientNprobabilisticNmodelNforNminingNlabeledNorderedNtreesNappliedNtoNglycobiologyeNACMm
TransactionsmonmKnowledgemDiscoverymFrommDatacN2008cNicNhdjg 4 6

20 xnNintroductionNtoNbioinformaticsNforNglycomicsNresearcheNPLoSmComputationalmBiologycN2008cNkcNehggggnl5 47

19 xnNEfficientNUnorderedNTreeNKernelNandNItsNxpplicationNtoNGlycanNzlassificationN2008cNhokdhpl 7

18 GeneNannotationNandNpathwayNmappingNinNKEGGeNMethodsminmMolecularmBiologycN2007cNjpmcNnhdph 1.4 196

17 ProfilePSTMMqNcapturingNtreedstructureNmotifsNinNcarbohydrateNsugarNchainseNBioinformaticscN2006cN
iicNeildjk 7.2 25
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16 xNnewNefficientNprobabilisticNmodelNforNminingNlabeledNorderedNtreesN2006cN 6

15 KEGGNasNaNglycomeNinformaticsNresourceeNGlycobiologycN2006cNhmcNmjRdngR 5.8 231

14 ImprovingNMHzNbindingNpeptideNpredictionNbyNincorporatingNbindingNdataNofNauxiliaryNMHzN
moleculeseNBioinformaticscN2006cNiicNhmkodll 7.2 35

13 FromNgenomicsNtoNchemicalNgenomicsqNnewNdevelopmentsNinNKEGGeNNucleicmAcidsmResearchcN2006cNjkcNDjlkdn20.1 2267

12 OverviewNofNKEGGNapplicationsNtoNomicsdrelatedNresearcheNJournalmofmPesticidemSciencescN2006cNjhcNipmdipp2.7 17

11 xNmdxpproximationNxlgorithmNforNzomputingNSmallestNzommonNxoNdSupertreeNwithNxpplicationNtoN
theNReconstructionNofNGlycanNTreeseNLecturemNotesminmComputermSciencecN2006cNhggdhhg 0.9 1

10 yioinformaticsNapproachesNinNglycomicsNandNdrugNdiscoveryeNCurrentmOpinionminmMolecularm
TherapeuticscN2006cNocNlhkdig 12

9 xNgramNdistributionNkernelNappliedNtoNglycanNclassificationNandNmotifNextractioneNGenomemInformatics
cN2006cNhncNildjk 12

8 xNprobabilisticNmodelNforNminingNlabeledNorderedNtreesqNcapturingNpatternsNinNcarbohydrateNsugarN
chainseNIEEEmTransactionsmonmKnowledgemandmDatamEngineeringcN2005cNhncNhglhdhgmk 4.2 15

7 xNglobalNrepresentationNofNtheNcarbohydrateNstructuresqNaNtoolNforNtheNanalysisNofNglycaneNGenomem
InformaticscN2005cNhmcNihkdii 7

6 yioinformaticsNxnalysisNofNGlycanNStructuresNfromNaNGenomicNPerspectivehildhkh

5 GlycomeNInformaticsqNMethodsNandNxpplications 7

4 SystemsNxpproachNtoNMetabolismh

3 yioHackathonNseriesNinNighjNandNighkqNimprovementsNofNsemanticNinteroperabilityNinNlifeNscienceN
dataNandNserviceseNF1000ResearchcocNhmnn 3.6

2 xNconsensusdbasedNandNreadableNextensionNofNLinearNzodeNforNReactionNRulesNWLizoRRY 1

1 edworkflowNforNrecordingNofNglycomicNmassNspectrometricNdataNinNcomplianceNwithNreportingNguidelines 3
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