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l Paper IF Citations

174 xluorescenceLdetectionLinLautomatedLvβsLsequenceLanalysisZLNatureXL1986XLedcXLhifYk 50.4 1309

173 ProteoformlLaLsingleLtermLdescribingLproteinLcomplexityZLNatureiMethodsXL2013XLcbXLcjhYi 21.6 857

172 vβsYmodifiedLnanocrystallineLdiamondLthinYfilmsLasLstableXLbiologicallyLactiveLsubstratesZLNaturei
MaterialsXL2002XLcXLdgeYi 27 744

171 virectLfluorescenceLanalysisLofLgeneticLpolymorphismsLbyLhybridizationLwithLoligonucleotideLarraysL
onLglassLsupportsZLNucleiciAcidsiResearchXL1994XLddXLgfghYhg 20.1 456

170 SynthesisLandLuharacterizationLofLvβsY odifiedLSiliconLTcccULSurfacesZLJournaliofitheiAmericani
ChemicaliSocietyXL2000XLcddXLcdbgYcdbk 16.4 409

169 zowLmanyLhumanLproteoformsLareLthereqZLNatureiChemicaliBiologyXL2018XLcfXLdbhYdcf 11.7 324

168 vβsLcomputingLonLsurfacesZLNatureXL2000XLfbeXLcigYk 50.4 300

167 TheLsynthesisLofLoligonucleotidesLcontainingLanLaliphaticLaminoLgroupLatLtheLgSLterminuslLsynthesisL
ofLfluorescentLvβsLprimersLforLuseLinLvβsLsequenceLanalysisZLNucleiciAcidsiResearchXL1985XLceXLdekkYfcd20.1 276

166 uovalentLattachmentLofLoligodeoxyribonucleotidesLtoLamineYmodifiedLSiLTbbcULsurfacesZLNucleici
AcidsiResearchXL2000XLdjXLegegYfc 20.1 248

165 xormaldehydeLcrosslinkinglLaLtoolLforLtheLstudyLofLchromatinLcomplexesZLJournaliofiBiologicali
ChemistryXL2015XLdkbXLdhfbfYcc 5.4 192

164 vβsLsttachmentLandLzybridizationLatLtheLSiliconLTcbbULSurfaceZLLangmuirXL2002XLcjXLijjYikh 4 177

163 ”ectinLarraysLforLprofilingLcellLsurfaceLcarbohydrateLexpressionZLJournaliofitheiAmericaniChemicali
SocietyXL2005XLcdiXLkkjdYe 16.4 176

162 uontrollingLchargeLstatesLofLlargeLionsZLScienceXL1999XLdjeXLckfYi 33.3 146

161 sLuniversalLmethodLforLtheLdirectLcloningLofLPuRLamplifiedLnucleicLacidZLNatureiBiotechnologyXL1991XL
kXLhgiYhe 44.5 143

160 testLpracticesLandLbenchmarksLforLintactLproteinLanalysisLforLtopYdownLmassLspectrometryZLNaturei
MethodsXL2019XLchXLgjiYgkf 21.6 137

159 vβsY odifiedLviamondLSurfacesZLLangmuirXL2003XLckXLckejYckfd 4 130

158 uhargeLreductionLelectrosprayLmassLspectrometryZLAnalyticaliChemistryXL2000XLidXLgdYhb 7.8 124
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157 wnhancedLylobalLPostYtranslationalL odificationLviscoveryLwithL eta orpheusZLJournaliofi
ProteomeiResearchXL2018XLciXLcjffYcjgc 5.6 123

156 wnhancedLdiscriminationLofLsingleLnucleotideLpolymorphismsLbyLartificialLmismatchLhybridizationZL
NatureiBiotechnologyXL1997XLcgXLeecYg 44.5 118

155 OligodeoxynucleotideLxragmentationLinL s”vIaTOxL assLSpectrometryLUsingLeggYnmLRadiationZL
JournaliofitheiAmericaniChemicaliSocietyXL1995XLcciXLhbfjYhbgh 16.4 105

154 yeneticLanalysisLbyLpeptideLnucleicLacidLaffinityL s”vIYTOxLmassLspectrometryZLNaturei
BiotechnologyXL1997XLcgXLcehjYid 44.5 103

153 ProteoformsLasLtheLnextLproteomicsLcurrencyZLScienceXL2018XLegkXLccbhYccbi 33.3 101

152 ImmobilizationLofLamineYmodifiedLoligonucleotidesLonLaldehydeYterminatedLalkanethiolL
monolayersLonLgoldZLLangmuirXL2005XLdcXLdhhYic 4 101

151 uoronaLdischargeLinLchargeLreductionLelectrosprayLmassLspectrometryZLAnalyticaliChemistryXL2000XL
idXLgcgjYhc 7.8 100

150 viscoveryLandLmassLspectrometricLanalysisLofLnovelLspliceYjunctionLpeptidesLusingLRβsYSeqZL
MoleculariandiCellulariProteomicsXL2013XLcdXLdefcYge 7.6 96

149 uovalentLphotochemicalLfunctionalizationLofLamorphousLcarbonLthinLfilmsLforLintegratedLrealYtimeL
biosensingZLLangmuirXL2006XLddXLkgkjYhbg 4 90

148 ProteomicLanalysisLofLnaturallyYsourcedLbiologicalLscaffoldsZLBiomaterialsXL2016XLigXLeiYfh 15.6 85

147 TheLanalysisLofLmockLvβsLsequencingLreactionsLusingLmatrixYassistedLlaserLdesorptionaionizationL
massLspectrometryZLRapidiCommunicationsiiniMassiSpectrometryXL1993XLiXLjkgYjki 2.2 83

146 POWwRvRwSSLinteractsLwithLzISTOβwLvwsuwTY”sSwLkLtoLpromoteLagingLinZLELifeXL2016XLgXL 8.9 83

145 SU OylomeLProfilingLRevealsLaLviverseLsrrayLofLβuclearLTargetsL odifiedLbyLtheLSU OL”igaseL
SIZcLduringLzeatLStressZLPlantiCellXL2018XLebXLcbiiYcbkk 11.6 81

144 IdentificationLandLQuantificationLofLProteoformsLbyL assLSpectrometryZLProteomicsXL2019XLckXLecjbbehc4.8 77

143 uhemicalL odificationLandLPatterningLofLIodineYTerminatedLSiliconLSurfacesLUsingLVisibleL”ightZL
JournaliofiPhysicaliChemistryiBXL2002XLcbhXLdhghYdhhf 3.4 70

142 xlexibleLandLaccessibleLworkflowsLforLimprovedLproteogenomicLanalysisLusingLtheLyalaxyL
frameworkZLJournaliofiProteomeiResearchXL2014XLceXLgjkjYkbj 5.6 69

141 RapidLvβsLsequencingLbyLhorizontalLultrathinLgelLelectrophoresisZLNucleiciAcidsiResearchXL1991XLckXLfcdcYh20.1 68

140 ProteogenomicslLIntegratingLβextYyenerationLSequencingLandL assLSpectrometryLtoLuharacterizeL
zumanLProteomicLVariationZLAnnualiReviewiofiAnalyticaliChemistryXL2016XLkXLgdcYfg 12.5 67

(2016-2018)
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139 dSYxluoroLmodifiedLnucleicLacidslLpolymeraseYdirectedLsynthesisXLpropertiesLandLstabilityLtoLanalysisL
byLmatrixYassistedLlaserLdesorptionaionizationLmassLspectrometryZLNucleiciAcidsiResearchXL1997XLdgXLfgjcYj20.1 65

138 uontrollingLvβsLxragmentationLinL s”vIY SLbyLuhemicalL odificationZLAnalyticaliChemistryXL1997XL
hkXLebdYcd 7.8 65

137 ”argeYscaleLmassLspectrometricLdetectionLofLvariantLpeptidesLresultingLfromLnonsynonymousL
nucleotideLdifferencesZLJournaliofiProteomeiResearchXL2014XLceXLddjYfb 5.6 64

136 slphaY“etoisocaproateYinducedLhypersecretionLofLinsulinLbyLisletsLfromLdiabetesYsusceptibleLmiceZL
AmericaniJournaliofiPhysiologyiyiEndocrinologyiandiMetabolismXL2005XLdjkXLwdcjYdf 6 63

135 RelativeLquantificationLofLcarboxylicLacidLmetabolitesLbyLliquidLchromatographyYmassLspectrometryL
usingLisotopicLvariantsLofLcholamineZLAnalyticaliChemistryXL2007XLikXLgcfeYk 7.8 62

134  atrixYassistedLlaserLdesorptionaionizationLmassLspectrometryLofLsyntheticL
oligodeoxyribonucleotidesZLRapidiCommunicationsiiniMassiSpectrometryXL1992XLhXLehkYeid 2.2 61

133 UsingLyalaxyYPLtoLleverageLRβsYSeqLforLtheLdiscoveryLofLnovelLproteinLvariationsZLBMCiGenomicsXL
2014XLcgXLibe 4.5 58

132 wtSLisLaLbivalentLhistoneLreaderLthatLregulatesLfloralLphaseLtransitionLinLsrabidopsisZLNaturei
GeneticsXL2018XLgbXLcdfiYcdge 36.3 56

131  odifyingLtheLchargeLstateLdistributionLofLproteinsLinLelectrosprayLionizationLmassLspectrometryLbyL
chemicalLderivatizationZLJournaliofitheiAmericaniSocietyiforiMassiSpectrometryXL2009XLdbXLchciYdg 3.5 56

130 sLtetrafluorophenylLactivatedLesterLselfYassembledLmonolayerLforLtheLimmobilizationLofL
amineYmodifiedLoligonucleotidesZLLangmuirXL2008XLdfXLhkYig 4 55

129 ylobalLPostYTranslationalL odificationLviscoveryZLJournaliofiProteomeiResearchXL2017XLchXLcejeYcekb 5.6 54

128 uarbonYonYmetalLfilmsLforLsurfaceLplasmonLresonanceLdetectionLofLvβsLarraysZLJournaliofithei
AmericaniChemicaliSocietyXL2008XLcebXLjhccYe 16.4 54

127 sLsurfaceYbasedLapproachLtoLvβsLcomputationZLJournaliofiComputationaliBiologyXL1998XLgXLdggYhi 1.7 54

126 InvasiveLcleavageLreactionsLonLvβsYmodifiedLdiamondLsurfacesZLBiopolymersXL2004XLieXLhbhYce 2.2 50

125  assLspectrometricLanalysisLofLvβsLmixtureslLinstrumentalLeffectsLresponsibleLforLdecreasedL
sensitivityLwithLincreasingLmassZLAnalyticaliChemistryXL2003XLigXLgkffYgd 7.8 49

124 sLsoftwareLsystemLforLdataLanalysisLinLautomatedLvβsLsequencingZLGenomeiResearchXL1998XLjXLhffYhg 9.7 49

123 tioengineeredLvocalLfoldLmucosaLforLvoiceLrestorationZLScienceiTranslationaliMedicineXL2015XLiXLecfracji17.5 46

122 OYPairLSearchLwithL eta orpheusLforLOYglycopeptideLcharacterizationZLNatureiMethodsXL2020XLciXLcceeYccej21.6 46
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121 IdentificationLofLmammalianLcellLlinesLusingL s”vIYTOxLandL”uYwSIY Sa SLmassLspectrometryZL
JournaliofitheiAmericaniSocietyiforiMassiSpectrometryXL2006XLciXLfkbYfkk 3.5 43

120 TheLsynthesisLandLuseLofLfluorescentLoligonucleotidesLinLvβsLsequenceLanalysisZLMethodsiini
EnzymologyXL1987XLcggXLdhbYebc 1.7 42

119 sLmodelLforLtheLmobilityLofLsingleYstrandedLvβsLinLcapillaryLgelLelectrophoresisZLElectrophoresisXL
1993XLcfXLfkdYgbc 3.6 41

118 slkylatingLtrypticLpeptidesLtoLenhanceLelectrosprayLionizationLmassLspectrometryLanalysisZL
AnalyticaliChemistryXL2010XLjdXLcbcegYfd 7.8 40

117 SpecificLcaptureLofLmammalianLcellsLbyLcellLsurfaceLreceptorLbindingLtoLligandLimmobilizedLonLgoldL
thinLfilmsZLJournaliofiProteomeiResearchXL2006XLgXLcgjbYg 5.6 40

116 snLadaptiveXLobjectLorientedLstrategyLforLbaseLcallingLinLvβsLsequenceLanalysisZLNucleiciAcidsi
ResearchXL1993XLdcXLfgebYfb 20.1 40

115 βeutronYencodedLmassLsignaturesLforLquantitativeLtopYdownLproteomicsZLAnalyticaliChemistryXL
2014XLjhXLdecfYk 7.8 39

114
snalysisLofLsingleLnucleotideLpolymorphismsLbyLprimerLextensionLandLmatrixYassistedLlaserL
desorptionaionizationLtimeYofYflightLmassLspectrometryZLRapidiCommunicationsiiniMassi
SpectrometryXL2000XLcfXLkgbYk

2.2 39

113 snalyzingLsequencingLreactionsLfromLbacteriophageL ceLbyLmatrixYassistedLlaserL
desorptionaionizationLmassLspectrometryZLRapidiCommunicationsiiniMassiSpectrometryXL1996XLcbXLcfigYj2.2 38

112 uontrollingLgasYphaseLreactionsLforLefficientLchargeLreductionLelectrosprayLmassLspectrometryLofL
intactLproteinsZLJournaliofitheiAmericaniSocietyiforiMassiSpectrometryXL2005XLchXLcjihYji 3.5 37

111 UltrafastLPeptideL”abelYxreeLQuantificationLwithLxlash”xQZLJournaliofiProteomeiResearchXL2018XLciXLejhYekc5.6 36

110  easuringLtheLformaldehydeLProteinYvβsLcrossYlinkLreversalLrateZLAnalyticaliChemistryXL2014XLjhXLghijYjc7.8 35

109 ylobalLIdentificationLofLProteinLPostYtranslationalL odificationsLinLaLSingleYPassLvatabaseLSearchZL
JournaliofiProteomeiResearchXL2015XLcfXLficfYdb 5.6 34

108 zvskYPWRYzOScgLIsLaLuoreLzistoneLveacetylaseLuomplexLRegulatingLTranscriptionLandL
vevelopmentZLPlantiPhysiologyXL2019XLcjbXLefdYegg 6.6 34

107
PositiveLionLformationLinLtheLultravioletLmatrixYassistedLlaserLdesorptionLaLionizationLanalysisLofL
oligonucleotidesLbyLusingLdXgYdihydroxybenzoicLacidZLJournaliofitheiAmericaniSocietyiforiMassi
SpectrometryXL1997XLjXLdcjYddf

3.5 33

106 wlucidatingLProteoformLxamiliesLfromLProteoformLIntactY assLandL”ysineYuountL easurementsZL
JournaliofiProteomeiResearchXL2016XLcgXLcdceYdc 5.6 33

105 zighLspeedLautomatedLvβsLsequencingLinLultrathinLslabLgelsZLNatureiBiotechnologyXL1992XLcbXLijYjc 44.5 32

104 InterlaboratoryLStudyLforLuharacterizingL onoclonalLsntibodiesLbyLTopYvownLandL iddleYvownL
 assLSpectrometryZLJournaliofitheiAmericaniSocietyiforiMassiSpectrometryXL2020XLecXLcijeYcjbd 3.5 32

(2020-2006)
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103 uhemicalLderivatizationLofLpeptideLcarboxylLgroupsLforLhighlyLefficientLelectronLtransferL
dissociationZLJournaliofitheiAmericaniSocietyiforiMassiSpectrometryXL2013XLdfXLcicbYdc 3.5 31

102 InLsituLoligonucleotideLsynthesisLonLcarbonLmaterialslLstableLsubstratesLforLmicroarrayLfabricationZL
NucleiciAcidsiResearchXL2008XLehXLei 20.1 30

101 sLSelfYsssembledL atrixL onolayerLforLUVY s”vIL assLSpectrometryZLJournaliofitheiAmericani
ChemicaliSocietyXL1996XLccjXLjhekYjhfg 16.4 30

100 StructureYspecificLvβsLcleavageLonLsurfacesZLJournaliofitheiAmericaniChemicaliSocietyXL2002XLcdfXLikdfYec16.4 28

99 ProxormalLsLStandardLProteoformLβotationZLJournaliofiProteomeiResearchXL2018XLciXLcedcYcedg 5.6 27

98 sLvβsLcomputingLreadoutLoperationLbasedLonLstructureYspecificLcleavageZLNatureiBiotechnologyXL
2001XLckXLcbgeYk 44.5 27

97 IdentificationLofL SYuleavableLandLβoncleavableLuhemicallyLurossY”inkedLPeptidesLwithL
 eta orpheusZLJournaliofiProteomeiResearchXL2018XLciXLdeibYdeih 5.6 27

96 snalysisLofLsingleLnucleotideLpolymorphismsLwithLsolidLphaseLinvasiveLcleavageLreactionsZLNucleici
AcidsiResearchXL2001XLdkXLwii 20.1 26

95 ProteoformLSuitelLSoftwareLforLuonstructingXLQuantifyingXLandLVisualizingLProteoformLxamiliesZL
JournaliofiProteomeiResearchXL2018XLciXLghjYgij 5.6 26

94 wlucidatingLwscherichiaLcoliLProteoformLxamiliesLUsingLIntactY assLProteomicsLandLaLylobalLPT L
viscoveryLvatabaseZLJournaliofiProteomeiResearchXL2017XLchXLfcghYfchg 5.6 25

93 sLfiveYlevelLclassificationLsystemLforLproteoformLidentificationsZLNatureiMethodsXL2019XLchXLkekYkfb 21.6 25

92 PhotolithographicLSynthesisLofLzighYvensityLvβsLandLRβsLsrraysLonLxlexibleXLTransparentXLandL
wasilyLSubdividedLPlasticLSubstratesZLAnalyticaliChemistryXL2015XLjiXLccfdbYj 7.8 25

91  assLSpectrometricLsnalysesLRevealLaLuentralLRoleLforLUbiquitylationLinLRemodelingL
the´ srabidopsisLProteomeLduringLPhotomorphogenesisZLMoleculariPlantXL2017XLcbXLjfhYjhg 14.4 24

90 uommentLonLNsLsubsetLofLz”sYILpeptidesLareLnotLgenomicallyLtemplatedlLwvidenceLforLcisYLandL
transYsplicedLpeptideLligandsNZLScienceiImmunologyXL2019XLfXL 28 24

89 SequenceYspecificLcaptureLofLproteinYvβsLcomplexesLforLmassLspectrometricLproteinLidentificationZL
PLoSiONEXL2011XLhXLedhdci 3.7 24

88 ylobalLIdentificationLofLPostYTranslationallyLSplicedLPeptidesLwithLβeoYxusionZLJournaliofiProteomei
ResearchXL2019XLcjXLefkYegj 5.6 24

87 zyPRY SLforL ultiplexedLviscoveryLofL s”sTcXLβwsTcXLandLβORsvLlncRβsLProteinLInteractomesZL
JournaliofiProteomeiResearchXL2018XLciXLebddYebej 5.6 24

86 wlucidatingLtheLinLvivoLinteractomeLofLzIVYcLRβsLbyLhybridizationLcaptureLandLmassLspectrometryZL
ScientificiReportsXL2017XLiXLchkhg 4.9 23
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85 xabricationLandLcharacterizationLofLvβsLarraysLpreparedLonLcarbonYonYmetalLsubstratesZLAnalyticali
ChemistryXL2009XLjcXLhfdkYei 7.8 23

84 zumanLProteomicLVariationLRevealedLbyLuombiningLRβsYSeqLProteogenomicsLandLylobalL
PostYTranslationalL odificationLTyYPT ULSearchLStrategyZLJournaliofiProteomeiResearchXL2016XLcgXLjbbYj 5.6 22

83 TheLTranscriptionLxactorLβfatcdLRegulatesL˛†YuellLProliferationLandLyenesLsssociatedLwithLTypeLdL
viabetesLinL ouseLandLzumanLIsletsZLPLoSiGeneticsXL2016XLcdXLecbbhfhh 6 22

82 uanonicalLandLβoncanonicalLsctionsLofLsrabidopsisLzistoneLveacetylasesLinLRibosomalLRβsL
ProcessingZLPlantiCellXL2018XLebXLcefYcgd 11.6 21

81 wnzymaticLfabricationLofLhighYdensityLRβsLarraysZLAngewandteiChemieiyiInternationaliEditionXL2014XL
geXLcegcfYi 16.4 21

80 ProteinLturnoverLduringLin´ vitroLtissueLengineeringZLBiomaterialsXL2016XLjcXLcbfYcce 15.6 20

79 sutomaticLmatrixLdeterminationLinLfourLdyeLfluorescenceYbasedLvβsLsequencingZLElectrophoresisXL
1996XLciXLccfeYgb 3.6 20

78 wxpandingLProteoformLIdentificationsLinLTopYvownLProteomicLsnalysesLbyLuonstructingL
ProteoformLxamiliesZLAnalyticaliChemistryXL2018XLkbXLcedgYceee 7.8 20

77 uontrollingLoligonucleotideLsurfaceLdensityLinLlightYdirectedLvβsLarrayLfabricationZLLangmuirXL2009XL
dgXLhgibYg 4 19

76 ScoringLsingleYnucleotideLpolymorphismsLatLtheLsingleYmoleculeLlevelLbyLcountingLindividualLvβsL
cleavageLeventsLonLsurfacesZLAnalyticaliChemistryXL2005XLiiXLhgkfYhbb 7.8 19

75 sLcylindricalLcapacitorLionizationLsourcelLdropletLgenerationLandLcontrolledLchargeLreductionLforL
massLspectrometryZLRapidiCommunicationsiiniMassiSpectrometryXL2001XLcgXLfbcYg 2.2 19

74 TheLzumanLProteoformLProjectlLvefiningLtheLhumanLproteomeZLScienceiAdvancesXL2021XLiXLeabkbief 14.3 19

73 ImprovedLProteinLInferenceLfromL ultipleLProteaseLtottomYUpL assLSpectrometryLvataZLJournaliofi
ProteomeiResearchXL2019XLcjXLefdkYefej 5.6 18

72 IonYIonLReactionsLwithLxixedYuhargeL odifiedLProteinsLtoLProduceLIonsLinLaLSingleXLVeryLzighL
uhargeLStateZLInternationaliJournaliofiMassiSpectrometryXL2008XLdihXLcehYcfe 1.9 18

71 IdentificationLandLQuantificationLofL urineL itochondrialLProteoformsLUsingLanLIntegratedL
TopYvownLandLIntactY assLStrategyZLJournaliofiProteomeiResearchXL2018XLciXLegdhYegeh 5.6 18

70  ethylationLofLyeastLribosomalLproteinLSdLisLelevatedLduringLstationaryLphaseLgrowthLconditionsZL
BiochemicaliandiBiophysicaliResearchiCommunicationsXL2014XLffgXLgegYfc 3.4 17

69 xabricationLofLoligonucleotideLandLproteinLarraysLonLrigidLandLflexibleLsubstratesLcoatedLwithL
reactiveLpolymerLmultilayersZLACSiAppliediMaterialsiqamp;iInterfacesXL2013XLgXLegcYk 9.5 17

68 viscoveryLofLuhromatinYsssociatedLProteinsLviaLSequenceYSpecificLuaptureLandL assLSpectrometricL
ProteinLIdentificationLinLSaccharomycesLcerevisiaeZLJournaliofiProteomeiResearchXL2014XLceXLejcbYdg 5.6 16

(2014-2009)
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67 sldehydeYterminatedLamorphousLcarbonLsubstratesLforLtheLfabricationLofLbiomoleculeLarraysZL
LangmuirXL2008XLdfXLkckjYdbe 4 15

66 ProgressLtowardLdemonstrationLofLaLsurfaceLbasedLvβsLcomputationlLaLoneLwordLapproachLtoL
solveLaLmodelLsatisfiabilityLproblemZLBioSystemsXL1999XLgdXLdgYee 1.9 15

65 ”ectinYmodifiedLmicrochannelsLforLmammalianLcellLcaptureLandLpurificationZLBiomedicali
MicrodevicesXL2007XLkXLhccYi 3.7 14

64 IsLchargeLreductionLinLwSILreallyLnecessaryqZLJournaliofitheiAmericaniSocietyiforiMassiSpectrometryXL
2008XLckXLhdkYec 3.5 14

63 vifferentiatedLfibrocytesLassumeLaLfunctionalLmesenchymalLphenotypeLwithLregenerativeL
potentialZLScienceiAdvancesXL2019XLgXLeaaviejf 14.3 13

62
uonstructingLzumanLProteoformLxamiliesLUsingLIntactY assLandLTopYvownLProteomicsLwithLaL
 ultiYProteaseLylobalLPostYTranslationalL odificationLviscoveryLvatabaseZLJournaliofiProteomei
ResearchXL2019XLcjXLehicYehjb

5.6 12

61 ProteomicsLinLnonYhumanLprimateslLutilizingLRβsYSeqLdataLtoLimproveLproteinLidentificationLbyL
massLspectrometryLinLvervetLmonkeysZLBMCiGenomicsXL2017XLcjXLjii 4.5 12

60
zighLresolutionLcharacterizationLofLvβsLfragmentLionsLproducedLbyLultravioletLmatrixYassistedL
laserLdesorptionaionizationLusingLlinearLandLreflectingLtimeYofYflightLmassLspectrometryZLJournaliofi
theiAmericaniSocietyiforiMassiSpectrometryXL1999XLcbXLfdeYfdk

3.5 12

59  appingLandLSequencingLtheLzumanLyenomelLzowLtoLProceedZLNatureiBiotechnologyXL1987XLgXLkeeYkek 44.5 12

58 SpritzlLsLProteogenomicLvatabaseLwngineZLJournaliofiProteomeiResearchXL2021XLdbXLcjdhYcjef 5.6 12

57 uompartmentalizationLofLzPcLProteinsLinLPluripotencyLscquisitionLandL aintenanceZLStemiCelli
ReportsXL2018XLcbXLhdiYhfc 8 11

56 vβsLcomputingLonLsurfaceslLencodingLinformationLatLtheLsingleLbaseLlevelZLJournaliofi
ComputationaliBiologyXL1998XLgXLdhkYij 1.7 11

55 wlucidatingLProteinYvβsLInteractionsLinLzumanLslphoidLuhromatinLviaLzybridizationLuaptureLandL
 assLSpectrometryZLJournaliofiProteomeiResearchXL2017XLchXLefeeYeffd 5.6 10

54 InLsituLSynthesisLofLOligonucleotideLsrraysLonLSurfacesLuoatedLwithLurosslinkedLPolymerL
 ultilayersZLChemistryiofiMaterialsXL2012XLdfXLkekYkfg 9.6 10

53 uharacterizationLofLvascularLendothelialLgrowthLfactorLreceptorsLonLtheLendothelialLcellLsurfaceL
duringLhypoxiaLusingLwholeLcellLbindingLarraysZLAnalyticaliBiochemistryXL2007XLehkXLdfcYi 3.1 10

52 sLsurfaceLinvasiveLcleavageLassayLforLhighlyLparallelLSβPLanalysisZLHumaniMutationXL2002XLckXLfchYdd 4.7 10

51 SeparatingLfieldLstrengthXLtemperatureXLandLpulsingLeffectsLinLpulsedLfieldLelectrophoresisZL
ElectrophoresisXL1994XLcgXLcbjfYkb 3.6 10

50 ProteomicLanalysisLofLaffinityYpurifiedLdhSLproteasomesLidentifiesLaLsuiteLofLassemblyLchaperonesL
inZLJournaliofiBiologicaliChemistryXL2019XLdkfXLcigibYcigkd 5.4 9
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49 IntactY assLsnalysisLxacilitatingLtheLIdentificationLofL”argeLzumanLzeartLProteoformsZLAnalyticali
ChemistryXL2019XLkcXLcbkeiYcbkfd 7.8 8

48 RβsYmediatedLgeneLassemblyLfromLvβsLarraysZLAngewandteiChemieiyiInternationaliEditionXL2012XL
gcXLfhdjYed 16.4 8

47 SolidLphaseLpurificationLinLautomatedLvβsLsequencingZLDNAiSequenceXL1993XLfXLcgcYhd 8

46 zyuusPPLasLaLtoolLtoLcharacterizeLpromoterLvβsYproteinLinteractionsLinLSaccharomycesLcerevisiaeZL
GenomicsXL2016XLcbiXLdhiYie 4.3 8

45 ImprovingLProteoformLIdentificationsLinLuomplexLSystemsLThroughLIntegrationLofLtottomYUpLandL
TopYvownLvataZLJournaliofiProteomeiResearchXL2020XLckXLegcbYegci 5.6 7

44 uarbonLSubstrateslLsLStableLxoundationLforLtiomolecularLsrraysZLAnnualiReviewiofiAnalyticali
ChemistryXL2015XLjXLdheYjg 12.5 7

43 IdentificationLofLcellLsurfaceLmarkersLtoLdifferentiateLratLendothelialLandLfibroblastLcellsLusingL
lectinLarraysLandL”uYwSIY Sa SZLAnalyticaliChemistryXL2008XLjbXLjdhkYig 7.8 7

42 TheLzumanLProteoformLProjectlLsLPlanLtoLvefineLtheLzumanLProteome 7

41 uompleteLchemicalLmodificationLofLamineLandLacidLfunctionalLgroupsLofLpeptidesLandLsmallL
proteinsZLMethodsiiniMoleculariBiologyXL2011XLigeXLiiYkc 1.4 7

40 uomprehensiveLinLvivoLidentificationLofLtheLcY ycLmRβsLproteinLinteractomeLusingLzyPRY SZLRnaXL
2019XLdgXLceeiYcegd 5.8 6

39 wnzymaticLxabricationLofLzighYvensityLRβsLsrraysZLAngewandteiChemieXL2014XLcdhXLceiedYceieg 3.6 6

38  ultiplexedLprogrammableLreleaseLofLcapturedLvβsZLChemBioChemXL2014XLcgXLdegeYh 3.8 6

37  ultiplexedLSequenceYSpecificLuaptureLofLuhromatinLandL assLSpectrometricLviscoveryLofL
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