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j Paper IF Citations

113 RoleLofLHeLandLxNuLmethylationLinLselectiveLregulationLofLtransposableLelementsLduringLheatL
stressbLNewlPhytologistYL2021YLffmYLffglaffid 9.8 14

112 PolycombLRepressiveLwomplexLfLandLKRYPTONITyLregulateLpathogenainducedLprogrammedLcellL
deathLinLurabidopsisbLPlantlPhysiologyYL2021YLeliYLfddgafdfe 6.6 2

111 HfuLubiquitinationLisLessentialLforLPolycombLRepressiveLwomplexLeamediatedLgeneLregulationLinL
MarchantiaLpolymorphabLGenomelBiologyYL2021YLffYLfig 18.3 2

110 RemovalLofLHfuubeLbyLubiquitinaspecificLproteasesLefLandLegLisLrequiredLforLstableL
PolycombamediatedLgeneLrepressionLinLurabidopsisbLGenomelBiologyYL2020YLfeYLehh 18.3 12

109 xarkaInducedLSenescenceLwausesLLocalizedLwhangesLinLxNuLMethylationbLPlantlPhysiologyYL2020YL
elfYLmhmamje 6.6 2

108 PolycombLRepressiveLwomplexLfamediatedLhistoneLmodificationLHgKfkmegLisLassociatedLwithL
embryogenicLpotentialLinLNorwayLsprucebLJournalloflExperimentallBotanyYL2020YLkeYLjgjjajgkl 7 3

107 TissueaspecificLtransposonaassociatedLsmallLRNusLinLtheLgymnospermLtreeYLNorwayLsprucebLBMCl
GenomicsYL2019YLfdYLmmk 4.5 8

106 TransgenerationalLphenotypeLaggravationLinLwuzaeLmutantsLrevealsLparentaofaoriginLspecificL
epigeneticLinheritancebLNewlPhytologistYL2018YLffdYLmdlamfe 9.8 10

105 NorthLyuropeanLinvasionLbyLcommonLragweedLisLassociatedLwithLearlyLfloweringLandLdominantL
changesLinLzTcTzLeLexpressionbLJournalloflExperimentallBotanyYL2018YLjmYLfjhkafjil 7 7

104 MappingLofLHistoneLModificationsLinLPlantsLbyLTandemLMassLSpectrometrybLMethodslinlMolecularl
BiologyYL2018YLejkiYLegeaehi 1.4 2

103 HistoneLxeubiquitinationLussayLinbLBioyprotocolYL2018YLlYLefkhj 0.9

102 wonvergentLevolutionLofLcomplexLgenomicLrearrangementsLinLtwoLfungalLmeioticLdriveLelementsbL
NaturelCommunicationsYL2018YLmYLhfhf 17.4 28

101 HgKfgmeeLisLanLevolutionarilyLconservedLhistoneLmodificationLassociatedLwithLw|LxNuL
methylationLinLurabidopsisbLPlantlJournalYL2017YLmdYLfmgagdg 6.9 10

100 InheritanceLofLvernalizationLmemoryLatLzLOWyRIN|LLOwUSLwLduringLplantLregenerationbLJournallofl
ExperimentallBotanyYL2017YLjlYLflegaflem 7 7

99 HyperactivityLofLtheLcryptochromeLUcryeVLLhdkzLmutantLisLcausedLbyLaLstructuralLalterationLcloseLtoL
theLcryeLuTPabindingLsitebLJournalloflBiologicallChemistryYL2017YLfmfYLefmdjaefmfd 5.4 4

98 upplyingLtheLINTuwTLmethodLtoLpurifyLendospermLnucleiLandLtoLgenerateLparentalaspecificL
epigenomeLprofilesbLNaturelProtocolsYL2017YLefYLfglafih 18.8 36

97 PRwfLRepressesLHormoneaInducedLSomaticLymbryogenesisLinLVegetativeLTissueLofLurabidopsisL
thalianabLPLoSlGeneticsYL2017YLegYLeeddjijf 6 57
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96 urabidopsisLwhromatinLussemblyLzactorLeLisLrequiredLforLoccupancyLandLpositionLofLaLsubsetLofL
nucleosomesbLPlantlJournalYL2017YLmfYLgjgagkh 6.9 15

95 LostLMemoriesLofLWinternLvreakingLtheLzLwLSilencebLMolecularlPlantYL2017YLedYLehkkaehkm 14.4

94 SalicylicLacidLinterferesLwithL|zPLfluorescenceLinLvivobLJournalloflExperimentallBotanyYL2017YLjlYLejlmaejmj7 4

93 zLOWyRIN|LLOwUSLTLTriggersLyarlyLandLzertileLzloweringLinL|lasshouseLwassavaLUManihotL
esculentaLwrantzVbLPlantsYL2017YLjYL 4.5 18

92 uuxinLproductionLinLtheLendospermLdrivesLseedLcoatLdevelopmentLinbLELifeYL2016YLiYL 8.9 102

91 TheLHgLchaperoneLfunctionLofLNuSPLisLconservedLinLurabidopsisbLPlantlJournalYL2016YLllYLhfiahgj 6.9 11

90 HfuLdeubiquitinasesLUvPefcegLareLpartLofLtheLurabidopsisLpolycombLgroupLproteinLsystembLNaturel
PlantsYL2016YLfYLejefj 11.5 36

89 TheLWxhdLxomainLProteinLMSIeLzunctionsLinLaLHistoneLxeacetylaseLwomplexLtoLzineaTuneLubscisicL
ucidLSignalingbLPlantlCellYL2016YLflYLhfaih 11.6 76

88 vRRfaLuffectsLzloweringLTimeLviaLzLwLSplicingbLPLoSlGeneticsYL2016YLefYLeeddimfh 6 35

87 uLStructuralLvisulfiteLussayLtoLIdentifyLxNuLwruciformsbLMolecularlPlantYL2016YLmYLegflaeggj 14.4 5

86 HgKgjacLIsLanLyvolutionaryLwonservedLPlantLHistoneLModificationLThatLMarksLuctiveL|enesbLPlantl
PhysiologyYL2016YLekdYLeijjakk 6.6 55

85 xiurnalLchangesLinLtheLhistoneLHgLsignatureLHgKmac|HgKfkac|HgSflpLareLassociatedLwithLdiurnalL
geneLexpressionLinLurabidopsisbLPlantxlCelllandlEnvironmentYL2016YLgmYLfiikafijm 8.4 23

84 StressainducedLchromatinLchangesLinLplantsnLofLmemoriesYLmetabolitesLandLcropLimprovementbL
CellularlandlMolecularlLifelSciencesYL2015YLkfYLefjeakg 10.3 68

83 uLlongLphotoperiodLrelaxesLenergyLmanagementLinLurabidopsisLleafLsixbLCurrentlPlantlBiologyYL2015YL
fYLghahi 3.3 19

82 KeepingLtheLgateLclosednLfunctionsLofLtheLpolycombLrepressiveLcomplexLPRwfLinLdevelopmentbL
PlantlJournalYL2015YLlgYLefeagf 6.9 93

81 whromatinLassemblyLfactorLwuzaeLrepressesLprimingLofLplantLdefenceLresponseLgenesbLNaturel
PlantsYL2015YLeYLeiefk 11.5 43

80 OrganizeraxerivedLWOXiLSignalLMaintainsLRootLwolumellaLStemLwellsLthroughLwhromatinaMediatedL
RepressionLofLwxzhLyxpressionbLDevelopmentallCellYL2015YLggYLikjall 10.2 203

79 TheLpolycombLgroupLproteinLregulatoryLnetworkbLAnnuallReviewloflPlantlBiologyYL2015YLjjYLfjmamj 30.7 140

(2015-2017)
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78 VariationsLonLaLthemenLPolycombLgroupLproteinsLinLplantsbLJournalloflExperimentallBotanyYL2014YLjiYLfkjmalh7 67

77 whromatinnLdomesticationLofLtheLmonstersbLJournalloflExperimentallBotanyYL2014YLjiYLfkjkal 7 1

76 urabidopsisLreplacementLhistoneLvariantLHgbgLoccupiesLpromotersLofLregulatedLgenesbLGenomel
BiologyYL2014YLeiYLRjf 18.3 46

75 NaturalLwMTfLvariationLisLassociatedLwithLgenomeawideLmethylationLchangesLandLtemperatureL
seasonalitybLPLoSlGeneticsYL2014YLedYLeeddhlhf 6 84

74 urabidopsisLMSIeLfunctionsLinLphotoperiodicLfloweringLtimeLcontrolbLFrontierslinlPlantlScienceYL2014YL
iYLkk 6.2 24

73 |eneLregulatoryLvariationLmediatesLfloweringLresponsesLtoLvernalizationLalongLanLaltitudinalL
gradientLinLurabidopsisbLPlantlPhysiologyYL2014YLejjYLemflahf 6.6 23

72 RemodellingLchromatinLtoLshapeLdevelopmentLofLplantsbLExperimentallCelllResearchYL2014YLgfeYLhdaj 4.2 44

71 TranscriptLprofilingLinLurabidopsisLwithLgenomeLtilingLmicroarraysbLMethodslinlMolecularlBiologyYL
2013YLedjkYLgiahm 1.4 3

70 urabidopsisLMSIeLconnectsLLHPeLtoLPRwfLcomplexesbLEMBOlJournalYL2013YLgfYLfdkgali 13 159

69 MeasuringLurabidopsisLchromatinLaccessibilityLusingLxNaseLIapolymeraseLchainLreactionLandLxNaseL
IachipLassaysbLPlantlPhysiologyYL2013YLejfYLekmhalde 6.6 19

68 IncreasedLmaternalLgenomeLdosageLbypassesLtheLrequirementLofLtheLzISLpolycombLrepressiveL
complexLfLinLurabidopsisLseedLdevelopmentbLPLoSlGeneticsYL2013YLmYLeeddgejg 6 43

67 unalysisLofLfunctionalLredundanciesLwithinLtheLurabidopsisLTwPLtranscriptionLfactorLfamilybLJournall
oflExperimentallBotanyYL2013YLjhYLijkgali 7 83

66 xistinctLmodesLofLxNuLaccessibilityLinLplantLchromatinbLNaturelCommunicationsYL2012YLgYLefle 17.4 40

65 SystemsLanalysisLofLplantLfunctionalYLtranscriptionalYLphysicalLinteractionYLandLmetabolicLnetworksbL
PlantlCellYL2012YLfhYLglimaki 11.6 76

64 SystemsabasedLanalysisLofLurabidopsisLleafLgrowthLrevealsLadaptationLtoLwaterLdeficitbLMolecularl
SystemslBiologyYL2012YLlYLjdj 12.2 163

63 PlantLgeneLregulationLinLresponseLtoLabioticLstressbLBiochimicalEtlBiophysicalActalylGenelRegulatoryl
MechanismsYL2012YLelemYLli 6 18

62 yvaluationLofLalternativeLRNuLlabelingLprotocolsLforLtranscriptLprofilingLwithLurabidopsisL
u|RONOMIwSeLtilingLarraysbLPlantlMethodsYL2012YLlYLel 5.8 7

61
IntegrationLofLstressarelatedLandLreactiveLoxygenLspeciesamediatedLsignalsLbyLTopoisomeraseLVILinL
urabidopsisLthalianabLProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStateslofl
AmericaYL2012YLedmYLejgjdai

11.5 40
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60 wausalLstabilityLrankingbLBioinformaticsYL2012YLflYLflemafg 7.2 38

59 PlastidLproteomeLassemblyLwithoutLToceimnLphotosyntheticLproteinLimportLandLaccumulationLofL
NaacetylatedLplastidLprecursorLproteinsbLPlantlCellYL2011YLfgYLgmeeafl 11.6 68

58 RyTINOvLuSTOMuaRyLuTyxLPROTyINLcontrolsLtheLtransitionLtoLautotrophicLplantLdevelopmentbL
DevelopmentltCambridgeuYL2011YLeglYLfmkkalj 6.6 41

57 yctopicLgeneLexpressionLandLorganogenesisLinLurabidopsisLmutantsLmissingLvRUeLrequiredLforL
genomeLmaintenancebLGeneticsYL2011YLelmYLlgami 4 13

56 ProbingLtheLreproducibilityLofLleafLgrowthLandLmolecularLphenotypesnLaLcomparisonLofLthreeL
urabidopsisLaccessionsLcultivatedLinLtenLlaboratoriesbLPlantlPhysiologyYL2010YLeifYLfehfaik 6.6 110

55 |eneLexpressionLanalysisYLproteomicsYLandLnetworkLdiscoverybLPlantlPhysiologyYL2010YLeifYLhdfaed 6.6 85

54 urabidopsisLRyTINOvLuSTOMuaRyLuTyxLisLrequiredLforLstemLcellLmaintenanceYLcellL
differentiationYLandLlateralLorganLproductionbLPlantlCellYL2010YLffYLekmfalee 11.6 126

53 HgKfkmegLprofilingLofLtheLendospermLimpliesLexclusionLofLpolycombLgroupLproteinLtargetingLbyL
xNuLmethylationbLPLoSlGeneticsYL2010YLjYLeeddeeif 6 147

52 u|RONOMIwSenLaLnewLresourceLforLurabidopsisLtranscriptomeLprofilingbLPlantlPhysiologyYL2010YL
eifYLhlkamm 6.6 56

51 uLgainaofafunctionLmutationLofLurabidopsisLcryptochromeeLpromotesLfloweringbLPlantlPhysiologyYL
2010YLeihYLejggahi 6.6 37

50 |rowthLprotocolsLforLmodelLplantsLinLdevelopmentalLbiologybLMethodslinlMolecularlBiologyYL2010YL
jiiYLeaed 1.4 2

49 RegulationLofLcellLidentityLbyLplantLPolycombLandLtrithoraxLgroupLproteinsbLCurrentlOpinionlinl
GeneticslandlDevelopmentYL2010YLfdYLiheak 4.9 57

48 zloweringLtimeLcontrolbLMethodslinlMolecularlBiologyYL2010YLjiiYLffmagk 1.4 9

47 |lobalLtranscriptLprofilingLofLtransgenicLplantsLconstitutivelyLoverexpressingLtheLRNuabindingL
proteinLut|RPkbLBMClPlantlBiologyYL2010YLedYLffe 5.3 48

46 ImprintingLofLtheLpolycombLgroupLgeneLMyxyuLservesLasLaLploidyLsensorLinLurabidopsisbLPLoSl
GeneticsYL2009YLiYLeedddjjg 6 105

45 wHxgLproteinsLandLpolycombLgroupLproteinsLantagonisticallyLdetermineLcellLidentityLinLurabidopsisbL
PLoSlGeneticsYL2009YLiYLeedddjdi 6 124

44 urabidopsisLMSIeLisLrequiredLforLnegativeLregulationLofLtheLresponseLtoLdroughtLstressbLMolecularl
PlantYL2009YLfYLjkiajlk 14.4 83

43 xiversityLofLPolycombLgroupLcomplexesLinLplantsnLsameLrulesYLdifferentLplayerssbLTrendslinlGeneticsYL
2009YLfiYLhehafg 8.5 203

(2009-2012)
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42 TheLchromodomainLofLLIKyLHyTyROwHROMuTINLPROTyINLeLisLessentialLforLHgKfkmegLbindingLandL
functionLduringLurabidopsisLdevelopmentbLPLoSlONEYL2009YLhYLeiggi 3.7 99

41 wontrolLofLtrichomeLbranchingLbyLchromatinLassemblyLfactoraebLBMClPlantlBiologyYL2008YLlYLih 5.3 22

40 whromatinLrearrangementsLinLdevelopmentbLCurrentlOpinionlinlPlantlBiologyYL2008YLeeYLjham 9.9 48

39 PlantxvLaLaLversatileLdatabaseLforLmanagingLplantLresearchbLPlantlMethodsYL2008YLhYLe 5.8 49

38 zLwLorLnotLzLwnLtheLotherLsideLofLvernalizationbLJournalloflExperimentallBotanyYL2008YLimYLeefkagi 7 93

37 yVyLUexternalLvarianceLestimationVLincreasesLstatisticalLpowerLforLdetectingLdifferentiallyLexpressedL
genesbLPlantlJournalYL2007YLifYLijeam 6.9 5

36 PolycombLgroupLproteinsLfunctionLinLtheLfemaleLgametophyteLtoLdetermineLseedLdevelopmentLinL
plantsbLDevelopmentltCambridgeuYL2007YLeghYLgjgmahl 6.6 33

35 PatternsLofLbeautyaaomicsLmeetsLplantLdevelopmentbLTrendslinlPlantlScienceYL2007YLefYLflkamg 13.1 28

34 waseLstudiesLforLtranscriptionalLprofilingbLExsYL2007YLmkYLlkamk

33 uLsystematicLcomparisonLandLevaluationLofLbiclusteringLmethodsLforLgeneLexpressionLdatabL
BioinformaticsYL2006YLffYLeeffam 7.2 626

32 whromatinLassemblyLfactorLwuzaeLisLrequiredLforLcellularLdifferentiationLduringLplantLdevelopmentbL
DevelopmentltCambridgeuYL2006YLeggYLhejgakf 6.6 94

31 RegulationLofLfloweringLtimeLbyLurabidopsisLMSIebLDevelopmentltCambridgeuYL2006YLeggYLejmgakdf 6.6 76

30 PolycombagroupLproteinsLrepressLtheLfloralLactivatorLu|LemLinLtheLzLwaindependentLvernalizationL
pathwaybLGeneslandlDevelopmentYL2006YLfdYLejjkakl 12.6 146

29 zunctionalLgenomicLanalysisLofLwuzaeLmutantsLinLurabidopsisLthalianabLJournalloflBiologicall
ChemistryYL2006YLfleYLmijdal 5.4 101

28 |enomeawideLidentificationLofLpotentialLplantLyfzLtargetLgenesbLPlantlPhysiologyYL2005YLegmYLgejafl 6.6 187

27 |eneaexpressionLanalysisLandLnetworkLdiscoveryLusingL|enevestigatorbLTrendslinlPlantlScienceYL2005
YLedYLhdkam 13.1 225

26 MSIealikeLproteinsnLanLescortLserviceLforLchromatinLassemblyLandLremodelingLcomplexesbLTrendslinl
CelllBiologyYL2005YLeiYLfmiagdf 18.3 132

25 TranscriptionalLprogramsLofLearlyLreproductiveLstagesLinLurabidopsisbLPlantlPhysiologyYL2004YLegiYLekjiaki6.6 110
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24 |yNyVySTI|uTORbLurabidopsisLmicroarrayLdatabaseLandLanalysisLtoolboxbLPlantlPhysiologyYL2004YL
egjYLfjfeagf 6.6 2091

23 SparseLgraphicalL|aussianLmodelingLofLtheLisoprenoidLgeneLnetworkLinLurabidopsisLthalianabL
GenomelBiologyYL2004YLiYLRmf 18.3 229

22 |enomeawideLgeneLexpressionLinLanLurabidopsisLcellLsuspensionbLPlantlMolecularlBiologyYL2003YLigYLhfgahf4.6 198

21 urabidopsisLtranscriptLprofilingLonLuffymetrixL|enewhipLarraysbLPlantlMolecularlBiologyYL2003YLigYLhikaji4.6 49

20 urabidopsisLMSIeLisLaLcomponentLofLtheLMyuczIyLPolycombLgroupLcomplexLandLrequiredLforLseedL
developmentbLEMBOlJournalYL2003YLffYLhldhaeh 13 322

19 urabidopsisLMSIeLisLrequiredLforLepigeneticLmaintenanceLofLreproductiveLdevelopmentbL
DevelopmentltCambridgeuYL2003YLegdYLfiiiaji 6.6 180

18 TheLPolycombagroupLproteinLMyxyuLregulatesLseedLdevelopmentLbyLcontrollingLexpressionLofLtheL
MuxSaboxLgeneLPHyRySebLGeneslandlDevelopmentYL2003YLekYLeihdaig 12.6 316

17 InactivationLofLtheLphloemaspecificLxofLzincLfingerLgeneLxu|eLaffectsLresponseLtoLlightLandL
integrityLofLtheLtestaLofLurabidopsisLseedsbLPlantlPhysiologyYL2002YLeflYLheeak 6.6 79

16 whromatinaremodelingLandLmemoryLfactorsbLNewLregulatorsLofLplantLdevelopmentbLPlantlPhysiology
YL2002YLegdYLedmdaede 6.6 96

15 wellLcyclearegulatedLgeneLexpressionLinLurabidopsisbLJournalloflBiologicallChemistryYL2002YLfkkYLhemlkafddf5.4 182

14 PhytochromeLyLwontrolsLLightaInducedL|erminationLofLurabidopsisbLPlantlPhysiologyYL2002YLeflYLemhafdd6.6 147

13 PhytochromeLyLcontrolsLlightainducedLgerminationLofLurabidopsisbLPlantlPhysiologyYL2002YLeflYLemhafdd 6.6 44

12 vothLsubunitsLofLtheLdimericLplantLphotoreceptorLphytochromeLrequireLchromophoreLforLstabilityL
ofLtheLfararedLlightaabsorbingLformbLJournalloflBiologicallChemistryYL2001YLfkjYLkmegal 5.4 37

11 NegativeLinterferenceLofLendogenousLphytochromeLvLwithLphytochromeLuLfunctionLinLurabidopsisbL
PlantlPhysiologyYL2001YLefiYLedgjahh 6.6 39

10
RecombinantLphytochromeLuLinLyeastLdiffersLbyLitsLspectroscopicLandLphotochemicalLpropertiesL
fromLtheLmajorLphyuTLandLisLcloseLtoLtheLminorLphyuNnLevidenceLforLposttranslationalLmodificationL
ofLtheLpigmentLinLplantsbLPhotochemistrylandlPhotobiologyYL2001YLkgYLjmfaj

3.6 4

9 xegradationLofLphytochromeLuLandLtheLhighLirradianceLresponseLinLurabidopsisnLaLkineticLanalysisbL
PlantxlCelllandlEnvironmentYL2000YLfgYLkfkakgh 8.4 32

8 VariationLinLdynamicsLofLphytochromeLuLinLurabidopsisLecotypesLandLmutantsbLPlantxlCelllandl
EnvironmentYL2000YLfgYLgeeagem 8.4 27

7 Win|enecWinPepnLuserafriendlyLsoftwareLforLtheLanalysisLofLaminoLacidLsequencesbLBioTechniquesYL
1999YLfjYLeekdaf 2.5 59

(1999-2004)
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6 xynamicLpropertiesLofLendogenousLphytochromeLuLinLurabidopsisLseedlingsbLPlantlPhysiologyYL1999
YLefeYLikeak 6.6 67

5 wontrolLofLhypocotylLelongationLinLurabidopsisLthalianaLbyLphotoreceptorLinteractionbLPlantaYL1999YL
fdlYLfikajg 4.7 43

4 zunctionalLinteractionLofLcryptochromeLeLandLphytochromeLxbLPlantlJournalYL1999YLfdYLflmamh 6.9 30

3 ProteinLpurificationLwithLwaterminalLfusionLofLmaltoseLbindingLproteinbLProteinlExpressionlandl
PurificationYL1998YLehYLgjkakd 2 8

2 SelectiveLinactivationLofLparvulinalikeLpeptidylaprolylLcisctransLisomerasesLbyLjuglonebLBiochemistryYL
1998YLgkYLimigajd 3.2 251

1 HfuLubiquitinationLisLessentialLforLPolycombLRepressiveLwomplexLeamediatedLgeneLregulationLinL
MarchantiaLpolymorpha 1
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