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j Paper IF Citations

111 PredictingLflowsLthroughLmicrofluidicLcircuitsLwithLfluidLwallscLMicrosystemsnandnNanoengineeringaL
2021aLlaLnh 7.7 0

110 MicrofluidicsLonLStandardLPetriLyishesLforLwioscientistsccLSmallnMethodsaL2021aLjaLegfeelgi 12.8

109 xreatingLwoundsLinLcellLmonolayersLusingLmicrobjetscLBiomicrofluidicsaL2021aLfjaLefifem 3.2 2

108 xomplexLsmallbworldLregulatoryLnetworksLemergeLfromLtheLhyLorganisationLofLtheLhumanLgenomecL
NaturenCommunicationsaL2021aLfgaLjljk 17.4 1

107 UsingL¶luidLWallsLforLSinglebxellLxloningLProvidesLvssuranceLinLMonoclonalitycLSLASnTechnologyaL
2020aLgjaLgklbglj 3 4

106 JetbPrintingLMicrofluidicLyevicesLonLyemandcLAdvancednScienceaL2020aLlaLgeefmji 13.6 8

105 RaisingLfluidLwallsLaroundLlivingLcellscLSciencenAdvancesaL2019aLjaLeaavmeeg 14.3 14

104 zxtrusionLwithoutLaLmotoroLaLnewLtakeLonLtheLloopLextrusionLmodelLofLgenomeLorganizationcL
NucleusaL2018aLnaLnjbfeh 3.9 27

103 ShapingLepigeneticLmemoryLviaLgenomicLbookmarkingcLNucleicnAcidsnResearchaL2018aLikaLmhbnh 20.1 36

102 MicrofluidicLchambersLusingLfluidLwallsLforLcellLbiologycLProceedingsnofnthenNationalnAcademynofn
SciencesnofnthenUnitednStatesnofnAmericaaL2018aLffjaLzjngkbzjnhh 11.5 29

101 TranscriptionbdrivenLgenomeLorganizationoLaLmodelLforLchromosomeLstructureLandLtheLregulationL
ofLgeneLexpressionLtestedLthroughLsimulationscLNucleicnAcidsnResearchaL2018aLikaLnmnjbnnek 20.1 59

100 zphemeralLProteinLwindingLtoLyNvLShapesLStableLNuclearLwodiesLandLxhromatinLyomainscL
BiophysicalnJournalaL2017aLffgaLfemjbfenh 2.9 40

99 MicrofluidicsLwithLfluidLwallscLNaturenCommunicationsaL2017aLmaLmfk 17.4 61

98 NonequilibriumLxhromosomeLLoopingLviaLMolecularLSlipLLinkscLPhysicalnReviewnLettersaL2017aLffnaLfhmfef7.4 81

97 windingLofLnuclearLfactorL˛”wLtoLnoncanonicalLconsensusLsitesLrevealsLitsLmultimodalLroleLduringLtheL
earlyLinflammatoryLresponsecLGenomenResearchaL2016aLgkaLfilmbfimn 9.7 27

96 SimulatingLtopologicalLdomainsLinLhumanLchromosomesLwithLaLfittingbfreeLmodelcLNucleusaL2016aLlaLijhbikf3.9 5

95 κsolationLofLtheLproteinLandLRNvLcontentLofLactiveLsitesLofLtranscriptionLfromLmammalianLcellscL
NaturenProtocolsaL2016aLffaLjjhbkj 18.8 10
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94 ¶ormationLofLdropletLinterfaceLbilayersLinLaLTeflonLtubecLScientificnReportsaL2016aLkaLhihjj 4.9 5

93 wiocompatibilityLofLfluidsLforLmultiphaseLdropsbinbdropsLmicrofluidicscLBiomedicalnMicrodevicesaL
2016aLfmaLffi 3.7 9

92 SuperbresolutionLmeasurementLofLdistanceLbetweenLtranscriptionLsitesLusingLRNvL¶κSαLwithL
intronicLprobescLMethodsaL2016aLnmaLfjebfjl 4.6 2

91 SimulatedLbindingLofLtranscriptionLfactorsLtoLactiveLandLinactiveLregionsLfoldsLhumanLchromosomesL
intoLloopsaLrosettesLandLtopologicalLdomainscLNucleicnAcidsnResearchaL2016aLiiaLhjehbfg 20.1 103

90 vLsimpleLmodelLforLyNvLbridgingLproteinsLandLbacterialLorLhumanLgenomesoLbridgingbinducedL
attractionLandLgenomeLcompactioncLJournalnofnPhysicsnCondensednMatteraL2015aLglaLekiffn 1.8 21

89 WhyLtheLactivityLofLaLgeneLdependsLonLitsLneighborscLTrendsninnGeneticsaL2015aLhfaLimhbne 8.5 63

88 zxonLSkippingLκsLxorrelatedLwithLzxonLxircularizationcLJournalnofnMolecularnBiologyaL2015aLiglaLgifibgifl6.5 228

87 SplicingLofLmanyLhumanLgenesLinvolvesLsitesLembeddedLwithinLintronscLNucleicnAcidsnResearchaL2015aL
ihaLilgfbhg 20.1 25

86 yissectingLtheLnascentLhumanLtranscriptomeLbyLanalysingLtheLRNvLcontentLofLtranscriptionL
factoriescLNucleicnAcidsnResearchaL2015aLihaLenj 20.1 22

85 MostLhumanLproteinsLmadeLinLbothLnucleusLandLcytoplasmLturnLoverLwithinLminutescLPLoSnONEaL
2014aLnaLennhik 3.7 22

84 NyarkLmatterNLworldsLofLunstableLRNvLandLproteincLNucleusaL2014aLjaLgmfbk 3.9 16

83 TN¶˛–LsignallingLprimesLchromatinLforLN¶b˛”wLbindingLandLinducesLrapidLandLwidespreadLnucleosomeL
repositioningcLGenomenBiologyaL2014aLfjaLjhk 18.3 22

82
NonspecificLbridgingbinducedLattractionLdrivesLclusteringLofLyNvbbindingLproteinsLandLgenomeL
organizationcLProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaaL2013aL
ffeaLzhkejbff

11.5 145

81 MultiscaleLspatialLorganizationLofLRNvLpolymeraseLinLzscherichiaLcolicLBiophysicalnJournalaL2013aL
fejaLflgbmf 2.9 135

80 TranscriptionLfactoriesaLchromatinLloopsaLandLtheLdysregulationLofLgeneLexpressionLinLmalignancycL
SeminarsninnCancernBiologyaL2013aLghaLkjblf 12.7 34

79 TranscriptionLfactoriesoLgenomeLorganizationLandLgeneLregulationcLChemicalnReviewsaL2013aLffhaLmkmhblej68.1 157

78 PromoterLtypeLinfluencesLtranscriptionalLtopographyLbyLtargetingLgenesLtoLdistinctLnucleoplasmicL
sitescLJournalnofnCellnScienceaL2013aLfgkaLgejgbn 5.3 11

77 SpaceLexplorationLbyLtheLpromoterLofLaLlongLhumanLgeneLduringLoneLtranscriptionLcyclecLNucleicn
AcidsnResearchaL2013aLifaLggfkbgl 20.1 21

(2013-2016)

3



76 TN¶˛–LsignalsLthroughLspecializedLfactoriesLwhereLresponsiveLcodingLandLmiRNvLgenesLareL
transcribedcLEMBOnJournalaL2012aLhfaLiieibfi 13 93

75 znhancersLandLsilencersoLanLintegratedLandLsimpleLmodelLforLtheirLfunctioncLEpigeneticsnandn
ChromatinaL2012aLjaLf 5.8 87

74 yynamicLreconfigurationLofLlongLhumanLgenesLduringLoneLtranscriptionLcyclecLMolecularnandn
CellularnBiologyaL2012aLhgaLglhmbil 4.8 32

73 MaximumLprecisionLclosedbformLsolutionLforLlocalizingLdiffractionblimitedLspotsLinLnoisyLimagescL
OpticsnExpressaL2012aLgeaLfmilmbnh 3.3 5

72 TlLRNvLpolymeraseLfunctionsLinLvitroLwithoutLclusteringcLPLoSnONEaL2012aLlaLeiegel 3.7 2

71 TheLproteomesLofLtranscriptionLfactoriesLcontainingLRNvLpolymerasesLκaLκκLorLκκκcLNaturenMethodsaL
2011aLmaLnkhbm 21.6 67

70 TranscriptionalLκnitiationoL¶requencyaLwurstingaLandLTranscriptionL¶actoriesL2011aLghjbgji 1

69 NonbspecificLTentropicULforcesLasLmajorLdeterminantsLofLtheLstructureLofLmammalianLchromosomescL
ChromosomenResearchaL2011aLfnaLjhbkf 4.4 26

68 ¶ixingLtheLmodelLforLtranscriptionoLtheLyNvLmovesaLnotLtheLpolymerasecLTranscriptionaL2011aLgaLifbi 4.8 30

67 vctiveLRNvLpolymerasesoLmobileLorLimmobileLmolecularLmachinestcLPLoSnBiologyaL2010aLmaLefeeeifn 9.7 76

66 vLmodelLforLallLgenomesoLtheLroleLofLtranscriptionLfactoriescLJournalnofnMolecularnBiologyaL2010aLhnjaLfbfe6.5 190

65 GenomeLarchitectureLandLtheLroleLofLtranscriptioncLCurrentnOpinionninnCellnBiologyaL2010aLggaLglfbk 9 41

64 vLwaveLofLnascentLtranscriptionLonLactivatedLhumanLgenescLProceedingsnofnthenNationalnAcademynofn
SciencesnofnthenUnitednStatesnofnAmericaaL2009aLfekaLfmhjlbkf 11.5 129

63 zntropicLorganizationLofLinterphaseLchromosomescLJournalnofnCellnBiologyaL2009aLfmkaLmgjbhi 7.3 119

62 TheLroleLofLspecializedLtranscriptionLfactoriesLinLchromosomeLpairingcLBiochimicanEtnBiophysicanActan
-nMolecularnCellnResearchaL2008aLflmhaLgfjjbke 4.9 48

61 TranscriptionLfactoriescLBiochemicalnSocietynTransactionsaL2008aLhkaLjmjbn 5.1 59

60 SimilarLactiveLgenesLclusterLinLspecializedLtranscriptionLfactoriescLJournalnofnCellnBiologyaL2008aLfmfaLkfjbgh7.3 122

59 RNvLpolymeraseLκκLactivityLisLlocatedLonLtheLsurfaceLofLproteinbrichLtranscriptionLfactoriescLJournaln
ofnCellnScienceaL2008aLfgfaLfnnnbgeel 5.3 68
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58 xonfocalL¶luorescenceLκmagingLofLPhotosensitizedLyNvLyenaturationLinLxellLNuclei´¶cL
PhotochemistrynandnPhotobiologyaL2007aLmfaLnkebnkn 3.6 2

57 PhotobleachingLrevealsLcomplexLeffectsLofLinhibitorsLonLtranscribingLRNvLpolymeraseLκκLinLlivingL
cellscLExperimentalnCellnResearchaL2007aLhfhaLhegkbhh 4.2 8

56 WhatLareLtheLmolecularLtiesLthatLmaintainLgenomicLloopstcLTrendsninnGeneticsaL2007aLghaLfgkbhh 8.5 90

55 yynamicLxhromatinLLoopsLandLtheLRegulationLofLGeneLzxpressionL2007aLfllbfnj

54 ModelingLaLselfbavoidingLchromatinLloopoLrelationLtoLtheLpackingLproblemaLactionbatbabdistanceaLandL
nuclearLcontextcLStructureaL2006aLfiaLfnlbgei 5.2 18

53 ManyLexpressedLgenesLinLbacteriaLandLyeastLareLtranscribedLonlyLonceLperLcellLcyclecLFASEBnJournalaL
2006aLgeaLflgfbh 0.9 37

52 TheLdepletionLattractionoLanLunderappreciatedLforceLdrivingLcellularLorganizationcLJournalnofnCelln
BiologyaL2006aLfljaLkmfbk 7.3 261

51 yepletionLeffectsLandLloopLformationLinLselfbavoidingLpolymerscLPhysicalnReviewnLettersaL2006aLnlaLflmheg7.4 49

50 vLconservedLorganizationLofLtranscriptionLduringLembryonicLstemLcellLdifferentiationLandLinLcellsL
withLhighLxLvaluecLMolecularnBiologynofnthenCellaL2006aLflaLgnfebge 3.5 49

49 zntropybdrivenLgenomeLorganizationcLBiophysicalnJournalaL2006aLneaLhlfgbgf 2.9 138

48 TranscriptionLfactoriesoLstructuresLconservedLduringLdifferentiationLandLevolutioncLBiochemicaln
SocietynTransactionsaL2006aLhiaLffhhbl 5.1 47

47 SpecializedLtranscriptionLfactoriescLBiochemicalnSocietynSymposiaaL2006aLklblj 43

46 yifferentLpopulationsLofLRNvLpolymeraseLκκLinLlivingLmammalianLcellscLChromosomenResearchaL2005aL
fhaLfhjbii 4.4 45

45 MolecularLcrossbtalkLbetweenLtheLtranscriptionaLtranslationaLandLnonsensebmediatedLdecayL
machineriescLJournalnofnCellnScienceaL2004aLfflaLmnnbnek 5.3 51

44 TheLcaseLforLnuclearLtranslationcLJournalnofnCellnScienceaL2004aLfflaLjlfhbge 5.3 44

43 NongenicLtranscriptionaLgeneLregulationLandLactionLatLaLdistancecLJournalnofnCellnScienceaL2003aLffkaLiimhbnf5.3 59

42 vpplyingLmicroscopyLtoLtheLanalysisLofLnuclearLstructureLandLfunctioncLMethodsaL2003aLgnaLfhfbif 4.6 7

41 TheLinterdependenceLofLnuclearLstructureLandLfunctioncLCurrentnOpinionninnCellnBiologyaL2002aLfiaLlmebj 9 20

(2002-2007)
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40 PredictingLthreebdimensionalLgenomeLstructureLfromLtranscriptionalLactivitycLNaturenGeneticsaL2002aL
hgaLhilbjg 36.3 134

39 TheLtranscriptionLcycleLofLRNvLpolymeraseLκκLinLlivingLcellscLJournalnofnCellnBiologyaL2002aLfjnaLlllbmg 7.3 215

38 KineticsLofLcoreLhistonesLinLlivingLhumanLcellsoLlittleLexchangeLofLαhLandLαiLandLsomeLrapidL
exchangeLofLαgwcLJournalnofnCellnBiologyaL2001aLfjhaLfhifbjh 7.3 547

37 xorrelativeLfluorescenceLandLelectronLmicroscopyLonLultrathinLcryosectionsoLbridgingLtheLresolutionL
gapcLJournalnofnHistochemistrynandnCytochemistryaL2001aLinaLmehbm 3.4 73

36 xoupledLtranscriptionLandLtranslationLwithinLnucleiLofLmammalianLcellscLScienceaL2001aLgnhaLffhnbig 33.3 313

35 vLmutationLinLtheLlargestLTcatalyticULsubunitLofLRNvLpolymeraseLκκLandLitsLrelationLtoLtheLarrestLofL
theLcellLcycleLinLGTfULphasecLGeneaL2001aLgliaLllbmf 3.8 15

34 StableLcorrectionLofLaLgeneticLdeficiencyLinLhumanLcellsLbyLanLepisomeLcarryingLaLffjLkbLgenomicL
transgenecLNaturenBiotechnologyaL2000aLfmaLfhffbi 44.5 68

33 κsolationLandLcharacterizationLofLmonoclonalLantibodiesLdirectedLagainstLsubunitsLofLhumanLRNvL
polymerasesLκaLκκaLandLκκκcLExperimentalnCellnResearchaL2000aLgjiaLfkhblg 4.2 19

32 yirectLimagingLofLyNvLinLlivingLcellsLrevealsLtheLdynamicsLofLchromosomeLformationcLJournalnofnCelln
BiologyaL1999aLfiiaLmfhbgf 7.3 149

31 wridgingLtheLresolutionLgapoLκmagingLtheLsameLtranscriptionLfactoriesLinLcryosectionsLbyLlightLandL
electronLmicroscopycLJournalnofnHistochemistrynandnCytochemistryaL1999aLilaLilfbme 3.4 49

30 RegionalLspecializationLinLhumanLnucleioLvisualizationLofLdiscreteLsitesLofLtranscriptionLbyLRNvL
polymeraseLκκκcLEMBOnJournalaL1999aLfmaLggifbjh 13 199

29 TheLorganizationLofLreplicationLandLtranscriptioncLScienceaL1999aLgmiaLflnebj 33.3 636

28
QuantitationLofLRNvLpolymeraseLκκLandLitsLtranscriptionLfactorsLinLanLαeLaLcelloLlittleLsolubleL
holoenzymeLbutLsignificantLamountsLofLpolymerasesLattachedLtoLtheLnuclearLsubstructurecL
MolecularnandnCellularnBiologyaL1999aLfnaLjhmhbng

4.8 132

27
RegionalLandLtemporalLspecializationLinLtheLnucleusoLaLtranscriptionallybactiveLnuclearLdomainLrichL
inLPT¶aLOctfLandLPκKvLantigensLassociatesLwithLspecificLchromosomesLearlyLinLtheLcellLcyclecLEMBOn
JournalaL1998aLflaLflkmblm

13 105

26 NumbersLandLorganizationLofLRNvLpolymerasesaLnascentLtranscriptsaLandLtranscriptionLunitsLinLαeLaL
nucleicLMolecularnBiologynofnthenCellaL1998aLnaLfjghbhk 3.5 252

25 TheLsizeLofLsitesLcontainingLSRLproteinsLinLhumanLnucleicLProblemsLassociatedLwithLcharacterizingL
smallLstructuresLbyLimmunogoldLlabelingcLJournalnofnHistochemistrynandnCytochemistryaL1998aLikaLnmjbng 3.4 20

24 TheLtranscriptionalLbasisLofLchromosomeLpairingcLJournalnofnCellnScienceaL1997aLffeLTLPtLnUaLfehhbie 5.3 34

23 ibPicolinebgagSokSagNbterpyridinebplatinumTκκULbLaLpotentLintercalatorLofLyNvcLFEBSnLettersaL1996aLhmeaLlhbm 3.8 83
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22 TheLtopologyLofLtranscriptionLbyLimmobilizedLpolymerasescLExperimentalnCellnResearchaL1996aLggnaLfklblh4.2 51

21 TheLlocalizationLofLsitesLcontainingLnascentLRNvLandLsplicingLfactorscLExperimentalnCellnResearchaL
1996aLggnaLgefbh 4.2 44

20 SequencesLattachingLloopsLofLnuclearLandLmitochondrialLyNvLtoLunderlyingLstructuresLinLhumanL
cellsoLtheLroleLofLtranscriptionLunitscLNucleicnAcidsnResearchaL1996aLgiaLfgfgbn 20.1 65

19 vLchromomericLmodelLforLnuclearLandLchromosomeLstructurecLJournalnofnCellnScienceaL1995aLfemLTLPtL
nUaLgnglbhj 5.3 31

18 RNvLpolymeraseoLstructuralLdeterminantLofLtheLchromatinLloopLandLtheLchromosomecLBioEssaysaL
1994aLfkaLigjbhe 4.1 48

17 VisualizationLofLreplicationLfactoriesLattachedLtoLnucleoskeletoncLCellaL1993aLlhaLhkfblh 56.2 417

16 vLmodelLforLreverseLtranscriptionLbyLaLdimericLenzymecLJournalnofnGeneralnVirologyaL1993aLliLTLPtLiUaLknfbl4.9 9

15 VisualizationLofLfocalLsitesLofLtranscriptionLwithinLhumanLnucleicLEMBOnJournalaL1993aLfgaLfejnbkj 13 242

14 TranscriptionLbyLanLimmobilizedLRNvLpolymeraseLfromLbacteriophageLTlLandLtheLtopologyLofL
transcriptioncLNucleicnAcidsnResearchaL1992aLgeaLhjnfbm 20.1 17

13 TheLnucleoskeletonLandLtheLtopologyLofLreplicationcLCellaL1991aLkkaLkglbhj 56.2 197

12 vctiveLRNvLpolymeraseLκLisLfixedLwithinLtheLnucleusLofLαeLaLcellsccLEMBOnJournalaL1990aLnaLggelbggfi 13 40

11 αowLmobileLareLactiveLRNvLpolymerasestcLJournalnofnCellnScienceaL1990aLnkLTLPtLgUaLfmnbng 5.3 1

10 TheLnucleoskeletonLandLtheLtopologyLofLtranscriptioncLFEBSnJournalaL1989aLfmjaLimlbjef 87

9 ReplicationLandLtranscriptionLdependLonLattachmentLofLyNvLtoLtheLnuclearLcagecLJournalnofnCelln
ScienceaL1984aLfaLjnbln 5.3 59

8 RNvLisLsynthesizedLatLtheLnuclearLcagecLNatureaL1981aLgngaLjjgbj 50.4 231

7 SpectrofluorometricLmeasurementLofLtheLbindingLofLethidiumLtoLsuperhelicalLyNvLfromLcellLnucleicL
FEBSnJournalaL1978aLmiaLikjbll 82

6 TheLsuperhelicalLdensityLofLnuclearLyNvLfromLhumanLcellscLFEBSnJournalaL1977aLliaLjglbhf 18

5 TranscriptionLofLsuperhelicalLyNvLfromLcellLnucleicLFEBSnJournalaL1977aLlkaLkhblm 21

(1977-1996)
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4 xonformationalLconstraintsLinLnuclearLyNvcLJournalnofnCellnScienceaL1976aLggaLgmlbheg 5.3 183

3 ONLTαzLκNαzRκTvNxzLO¶Lyκ¶¶zRzNTκvTzyLTRvκTScLBiologicalnReviewsaL1974aLinaLjfbmi 13.5 18

2 xharacterizationLofLhypoxanthinebguanineLphosphoribosylLtransferaseLinLmanbbmouseLsomaticLcellL
hybridsLbyLanLimprovedLelectrophoreticLmethodcLBiochemicalnGeneticsaL1971aLjaLnfbn 2.4 49

1 SpeciesLSpecificityLofLanLznzymeLyeterminedLbyLanLzrythrocyteLNucleusLinLanLκnterspecificLαybridL
xellcLJournalnofnCellnScienceaL1970aLlaLfbh 5.3 19
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