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ARTICLE

Large-scale cis- and trans-eQTL analyses identify thousands of genetic loci and polygenic scores that
regulate blood gene expression. Nature Genetics, 2021, 53, 1300-1310.

CAPICE: a computational method for Consequence-Agnostic Pathogenicity Interpretation of Clinical
Exome variations. Genome Medicine, 2020, 12, 75.

An epigenome-wide association study identifies multiple DNA methylation markers of exposure to

endocrine disruptors. Environment International, 2020, 144, 106016.

FC O11KIDNEYNETWORK: USING KIDNEY DERIVED GENE EXPRESSION DATA TO PREDICT AND PRIORITIZE NOVEL
GENES INVOLVED IN KIDNEY DISEASE. Nephrology Dialysis Transplantation, 2021, 36, .
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