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j Paper IF Citations

167 zxOoKtheKzvidenceKandKxonclusionKOntologyaKanKupdateKforKgeggccKNucleiceAcidseResearchaK2022aKjeaKyfjfjbyfjgf20.1 0

166 SvvnnaoKefficientKandKaccurateKpathogenicityKpredictionKofKcodingKandKregulatoryKstructuralKvariantsK
inKlongbreadKgenomeKsequencingccKGenomeeMedicineaK2022aKfiaKii 14.4 0

165 NSv”yKuseKandKclinicalKoutcomesKinKxOV”ybfnKpatientsoKaKhmbcenterKretrospectiveKcohortKstudyccK
VirologyeJournalaK2022aKfnaKmi 6.1 1

164 SupervisedKlearningKwithKwordKembeddingsKderivedKfromKPubMedKcapturesKlatentKknowledgeK
aboutKproteinKkinasesKandKcancercKNAReGenomicseandeBioinformaticsaK2021aKhaKlqabffh 3.7 1

163 OwOKFoundryKinKgegfoKoperationalizingKopenKdataKprinciplesKtoKevaluateKontologiescKDatabase:ethee
JournaleofeBiologicaleDatabaseseandeCurationaK2021aKgegfaK 5 7

162 TheKgeneKregulationKknowledgeKcommonsoKtheKactionKareaKofKGRzz xcKBiochimicaeEteBiophysicaeActae
teGeneeRegulatoryeMechanismsaK2021aKfmkjaKfnilkm 6 1

161 TheKGeneKOntologyKresourceoKenrichingKaKGOldKminecKNucleiceAcidseResearchaK2021aKinaKyhgjbyhhi 20.1 494

160  nowledgeKweaconsoKWebKservicesKforKdataKharvestingKofKdistributedKbiomedicalKknowledgecKPLoSe
ONEaK2021aKfkaKeeghfnfk 3.7 1

159 xyclooxygenaseKinhibitorKuseKisKassociatedKwithKincreasedKxOV”ybfnKseverityK2021aK 5

158 ReactomeKandKtheKGeneKOntologyoKyigitalKconvergenceKofKdataKresourcescKBioinformaticsaK2021aK 7.2 3

157 TheKMinimumK”nformationKaboutKaKMolecularK”nteractionKxvusalKSTatementKTM”gxvSTUcK
BioinformaticsaK2021aKhkaKjlfgbjlfm 7.2 5

156  GbxOV”ybfnoKvKFrameworkKtoKProduceKxustomizedK nowledgeKGraphsKforKxOV”ybfnKResponsecK
PatternsaK2021aKgaKfeefjj 5.1 24

155 TheK“umanKPhenotypeKOntologyKinKgegfcKNucleiceAcidseResearchaK2021aKinaKyfgelbyfgfl 20.1 131

154 MicrobiomeKMetadataKStandardsoKReportKofKtheKNationalKMicrobiomeKyataKxollaborativeSsK
WorkshopKandKFollowbOnKvctivitiescKMSystemsaK2021aKkaK 7.6 7

153 SequenceKOntologyKterminologyKforKgeneKregulationcKBiochimicaeEteBiophysicaeActaeteGenee
RegulatoryeMechanismsaK2021aKfmkiaKfnilij 6 3

152 NovelKandKzmergingKxapabilitiesKthatKxanKProvideKaK“olisticKUnderstandingKofKtheKPlantKRootK
MicrobiomecKPhytobiomeseJournalaK2021aKjaKfggbfhg 4.8 3

151 StringKofKPURLs´ â��KfrugalKmigrationKandKmaintenanceKofKpersistentKidentifierscKDataeScienceaK2020aKhaKhbfh 2.2 2
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150 TheKNationalKMicrobiomeKyataKxollaborativeoKenablingKmicrobiomeKsciencecKNatureeReviewse
MicrobiologyaK2020aKfmaKhfhbhfi 22.2 13

149 TransformingKtheKstudyKofKorganismsoKPhenomicKdataKmodelsKandKknowledgeKbasescKPLoSe
ComputationaleBiologyaK2020aKfkaKefeemhlk 5 2

148  GbxOV”ybfnoKaKframeworkKtoKproduceKcustomizedKknowledgeKgraphsKforKxOV”ybfnKresponseK2020aK 3

147 TheKMonarchK”nitiativeKinKgefnoKanKintegrativeKdataKandKanalyticKplatformKconnectingKphenotypesKtoK
genotypesKacrossKspeciescKNucleiceAcidseResearchaK2020aKimaKyleibylfj 20.1 68

146 TheKOntologiesKxommunityKofKPracticeoKvKxG”vRK”nitiativeKforKwigKyataKinKvgrifoodKSystemscK
PatternsaK2020aKfaKfeefej 5.1 20

145 TermKMatrixoKaKnovelKGeneKOntologyKannotationKqualityKcontrolKsystemKbasedKonKontologyKtermK
cobannotationKpatternscKOpeneBiologyaK2020aKfeaKgeefin 7 2

144 ModellingKkidneyKdiseaseKusingKontologyoKinsightsKfromKtheK idneyKPrecisionKMedicineKProjectcK
NatureeReviewseNephrologyaK2020aKfkaKkmkbknk 14.9 17

143 vllianceKofKGenomeKResourcesKPortaloKunifiedKmodelKorganismKresearchKplatformcKNucleiceAcidse
ResearchaK2020aKimaKykjebykjm 20.1 71

142 vKLogicalKModelKofK“omologyKforKxomparativeKwiologycKSystematiceBiologyaK2020aKknaKhijbhkg 8.4 3

141 GeneKOntologyKxausalKvctivityKModelingKTGObxvMUKmovesKbeyondKGOKannotationsKtoKstructuredK
descriptionsKofKbiologicalKfunctionsKandKsystemscKNatureeGeneticsaK2019aKjfaKfignbfihh 36.3 37

140 SemanticKintegrationKofKclinicalKlaboratoryKtestsKfromKelectronicKhealthKrecordsKforKdeepK
phenotypingKandKbiomarkerKdiscoverycKNpjeDigitaleMedicineaK2019aKgaK 15.7 23

139 ROwOToKvKToolKforKvutomatingKOntologyKWorkflowscKBMCeBioinformaticsaK2019aKgeaKiel 3.6 38

138 zncodingKxlinicalKyataKwithKtheK“umanKPhenotypeKOntologyKforKxomputationalKyifferentialK
yiagnosticscKCurrenteProtocolseineHumaneGeneticsaK2019aKfehaKeng 3.2 15

137 TheKPlantKOntologyKFacilitatesKxomparisonsKofKPlantKyevelopmentKStagesKvcrossKSpeciescKFrontierse
inePlanteScienceaK2019aKfeaKkhf 6.2 14

136 TheKGeneKOntologyKResourceoKgeKyearsKandKstillKGOingKstrongcKNucleiceAcidseResearchaK2019aKilaKyhhebyhhm20.1 1962

135 zxpansionKofKtheK“umanKPhenotypeKOntologyKT“POUKknowledgeKbaseKandKresourcescKNucleiceAcidse
ResearchaK2019aKilaKyfefmbyfegl 20.1 333

134 zxOaKtheKzvidenceKRKxonclusionKOntologyoKcommunityKstandardKforKevidenceKinformationcKNucleice
AcidseResearchaK2019aKilaKyffmkbyffni 20.1 42

133 PlainblanguageKmedicalKvocabularyKforKprecisionKdiagnosiscKNatureeGeneticsaK2018aKjeaKilibilk 36.3 20

(2018-2020)
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132 TheKPlanteomeKdatabaseoKanKintegratedKresourceKforKreferenceKontologiesaKplantKgenomicsKandK
phenomicscKNucleiceAcidseResearchaK2018aKikaKyffkmbyffme 20.1 77

131 GOvTOOLSoKvKPythonKlibraryKforKGeneKOntologyKanalysescKScientificeReportsaK2018aKmaKfemlg 4.9 300

130 M”ROoKguidelinesKforKminimumKinformationKforKtheKreportingKofKanKontologycKJournaleofeBiomedicale
SemanticsaK2018aKnaKk 2.2 35

129 vgwioyataKconsortiumKrecommendationsKforKsustainableKgenomicsKandKgeneticsKdatabasesKforK
agriculturecKDatabase:etheeJournaleofeBiologicaleDatabaseseandeCurationaK2018aKgefmaK 5 28

128 vKxensusKofKyiseaseKOntologiescKAnnualeRevieweofeBiomedicaleDataeScienceaK2018aKfaKhejbhhf 5.6 13

127
Fv”RKprinciplesKandKtheK”zywoKshortbtermKimprovementsKandKaKlongbtermKvisionKofKOwObfoundryK
mediatedKmachinebactionableKinteroperabilitycKDatabase:etheeJournaleofeBiologicaleDatabaseseande
CurationaK2018aKgefmaK

5 9

126 TheK“umanKPhenotypeKOntologyKinKgeflcKNucleiceAcidseResearchaK2017aKijaKymkjbymlk 20.1 507

125 zxpansionKofKtheKGeneKOntologyKknowledgebaseKandKresourcescKNucleiceAcidseResearchaK2017aKijaKyhhfbyhhm20.1 1258

124 wioMakeoKaKGNUKmakebcompatibleKutilityKforKdeclarativeKworkflowKmanagementcKBioinformaticsaK
2017aKhhaKhjegbhjei 7.2 4

123 FromKSNOMzyKxTKtoKUberonoKTransferabilityKofKevaluationKmethodologyKbetweenKsimilarlyK
structuredKontologiescKArtificialeIntelligenceeineMedicineaK2017aKlnaKnbfi 7.4 7

122 TheKMonarchK”nitiativeoKanKintegrativeKdataKandKanalyticKplatformKconnectingKphenotypesKtoK
genotypesKacrossKspeciescKNucleiceAcidseResearchaK2017aKijaKylfgbylgg 20.1 170

121 vnKintegratedKexpressionKatlasKofKmiRNvsKandKtheirKpromotersKinKhumanKandKmousecKNaturee
BiotechnologyaK2017aKhjaKmlgbmlm 44.5 282

120 yiseaseKmodelKdiscoveryKfromKhahgmKgeneKknockoutsKbyKTheK”nternationalKMouseKPhenotypingK
xonsortiumcKNatureeGeneticsaK2017aKinaKfghfbfghm 36.3 145

119 yeadKsimpleKOWLKdesignKpatternscKJournaleofeBiomedicaleSemanticsaK2017aKmaKfm 2.2 26

118 UpdateKofKtheKFvNTOMKwebKresourceoKhighKresolutionKtranscriptomeKofKdiverseKcellKtypesKinK
mammalscKNucleiceAcidseResearchaK2017aKijaKylhlbylih 20.1 80

117 OntobeeoKvKlinkedKontologyKdataKserverKtoKsupportKontologyKtermKdereferencingaKlinkageaKqueryK
andKintegrationcKNucleiceAcidseResearchaK2017aKijaKyhilbyhjg 20.1 69

116 ”dentifiersKforKtheKgfstKcenturyoK“owKtoKdesignaKprovisionaKandKreuseKpersistentKidentifiersKtoK
maximizeKutilityKandKimpactKofKlifeKscienceKdatacKPLoSeBiologyaK2017aKfjaKegeefifi 9.7 63

115 vKWholebGenomeKvnalysisKFrameworkKforKzffectiveK”dentificationKofKPathogenicKRegulatoryK
VariantsKinKMendelianKyiseasecKAmericaneJournaleofeHumaneGeneticsaK2016aKnnaKjnjbkek 11 136
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114 NavigatingKtheKPhenotypeKFrontieroKTheKMonarchK”nitiativecKGeneticsaK2016aKgehaKfinfbj 4 40

113 ToolsKforKexploringKmouseKmodelsKofKhumanKdiseasecKDrugeDiscoveryeToday:eDiseaseeModelsaK2016aK
geaKgfbgk 1.3

112 FvLyOoKaKsemanticKstandardKforKdescribingKtheKlocationKofKnucleotideKandKproteinKfeatureK
annotationcKJournaleofeBiomedicaleSemanticsaK2016aKlaKhn 2.2 20

111 ModelingKbiochemicalKpathwaysKinKtheKgeneKontologycKDatabase:etheeJournaleofeBiologicaleDatabasese
andeCurationaK2016aKgefkaK 5 8

110 “ighbperformanceKwebKservicesKforKqueryingKgeneKandKvariantKannotationcKGenomeeBiologyaK2016aK
flaKnf 18.3 111

109 xomputationalKevaluationKofKexomeKsequenceKdataKusingKhumanKandKmodelKorganismKphenotypesK
improvesKdiagnosticKefficiencycKGeneticseineMedicineaK2016aKfmaKkembfl 8.1 69

108 MuscleKLogicoKNewK nowledgeKResourceKforKvnatomyKznablesKxomprehensiveKSearchesKofKtheK
LiteratureKonKtheKFeedingKMusclesKofKMammalscKPLoSeONEaK2016aKffaKeefinfeg 3.7 4

107 TheKhealthKcareKandKlifeKsciencesKcommunityKprofileKforKdatasetKdescriptionscKPeerJaK2016aKiaKeghhf 3.1 14

106 yistributedKxognitionKandKProcessKManagementKznablingK”ndividualizedKTranslationalKResearchoK
TheKN”“KUndiagnosedKyiseasesKProgramKzxperiencecKFrontierseineMedicineaK2016aKhaKhn 4.9 2

105 TheKxellKOntologyKgefkoKenhancedKcontentaKmodularizationaKandKontologyKinteroperabilitycKJournale
ofeBiomedicaleSemanticsaK2016aKlaKii 2.2 111

104 TheKenvironmentKontologyKinKgefkoKbridgingKdomainsKwithKincreasedKscopeaKsemanticKdensityaKandK
interoperationcKJournaleofeBiomedicaleSemanticsaK2016aKlaKjl 2.2 102

103 GatewaysKtoKtheKFvNTOMjKpromoterKlevelKmammalianKexpressionKatlascKGenomeeBiologyaK2015aKfkaKgg 18.3 443

102 FindingKourKwayKthroughKphenotypescKPLoSeBiologyaK2015aKfhaKefeegehh 9.7 144

101 TheK“umanKPhenotypeKOntologyoKSemanticKUnificationKofKxommonKandKRareKyiseasecKAmericane
JournaleofeHumaneGeneticsaK2015aKnlaKfffbgi 11 147

100 yiseaseKOntologyKgefjKupdateoKanKexpandedKandKupdatedKdatabaseKofKhumanKdiseasesKforKlinkingK
biomedicalKknowledgeKthroughKdiseaseKdatacKNucleiceAcidseResearchaK2015aKihaKyfelfbm 20.1 403

99 yiseaseKinsightsKthroughKcrossbspeciesKphenotypeKcomparisonscKMammalianeGenomeaK2015aKgkaKjimbjj 3.2 16

98 TheKMatchmakerKzxchangeoKaKplatformKforKrareKdiseaseKgeneKdiscoverycKHumaneMutationaK2015aKhkaKnfjbgf4.7 280

97 TheKMatchmakerKzxchangeKvP”oKautomatingKpatientKmatchingKthroughKtheKexchangeKofKstructuredK
phenotypicKandKgenotypicKprofilescKHumaneMutationaK2015aKhkaKnggbl 4.7 38

(2015-2016)
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96 UseKofKmodelKorganismKandKdiseaseKdatabasesKtoKsupportKmatchmakingKforKhumanKdiseaseKgeneK
discoverycKHumaneMutationaK2015aKhkaKnlnbmi 4.7 30

95 xapturingKphenotypesKforKprecisionKmedicinecKJournaleofePhysicaleEducationeandeSportseManagementaK
2015aKfaKaeeehlg 2.8 26

94 TranscribedKenhancersKleadKwavesKofKcoordinatedKtranscriptionKinKtransitioningKmammalianKcellscK
ScienceaK2015aKhilaKfefebi 33.3 384

93 zmergingKsemanticsKtoKlinkKphenotypeKandKenvironmentcKPeerJaK2015aKhaKefile 3.1 13

92 vKpromoterblevelKmammalianKexpressionKatlascKNatureaK2014aKjelaKikgble 50.4 1301

91 vnKatlasKofKactiveKenhancersKacrossKhumanKcellKtypesKandKtissuescKNatureaK2014aKjelaKijjbikf 50.4 1595

90 TheK“umanKPhenotypeKOntologyKprojectoKlinkingKmolecularKbiologyKandKdiseaseKthroughKphenotypeK
datacKNucleiceAcidseResearchaK2014aKigaKynkkbli 20.1 565

89 UnificationKofKmultibspeciesKvertebrateKanatomyKontologiesKforKcomparativeKbiologyKinKUberoncK
JournaleofeBiomedicaleSemanticsaK2014aKjaKgf 2.2 80

88 NoseKtoKtailaKrootsKtoKshootsoKspatialKdescriptorsKforKphenotypicKdiversityKinKtheKwiologicalKSpatialK
OntologycKJournaleofeBiomedicaleSemanticsaK2014aKjaKhi 2.2 17

87 xLOoKTheKcellKlineKontologycKJournaleofeBiomedicaleSemanticsaK2014aKjaKhl 2.2 70

86 TheKinfluenceKofKdiseaseKcategoriesKonKgeneKcandidateKpredictionsKfromKmodelKorganismK
phenotypescKJournaleofeBiomedicaleSemanticsaK2014aKjaKSi 2.2 6

85 vKmethodKforKincreasingKexpressivityKofKGeneKOntologyKannotationsKusingKaKcompositionalK
approachcKBMCeBioinformaticsaK2014aKfjaKfjj 3.6 60

84 RepresentingKkidneyKdevelopmentKusingKtheKgeneKontologycKPLoSeONEaK2014aKnaKennmki 3.7 15

83 TheKPoriferaKOntologyKTPOROUoKenhancingKspongeKsystematicsKwithKanKanatomyKontologycKJournale
ofeBiomedicaleSemanticsaK2014aKjaKhn 2.2 10

82 xlinicalKinterpretationKofKxNVsKwithKcrossbspeciesKphenotypeKdatacKJournaleofeMedicaleGeneticsaK2014
aKjfaKlkkbllg 5.8 14

81 GlobalKbioticKinteractionsoKvnKopenKinfrastructureKtoKshareKandKanalyzeKspeciesbinteractionKdatasetscK
EcologicaleInformaticsaK2014aKgiaKfimbfjn 4.2 98

80 ”mprovedKexomeKprioritizationKofKdiseaseKgenesKthroughKcrossbspeciesKphenotypeKcomparisoncK
GenomeeResearchaK2014aKgiaKhiebm 9.7 219

79 TermGenieKbKaKwebbapplicationKforKpatternbbasedKontologyKclassKgenerationcKJournaleofeBiomedicale
SemanticsaK2014aKjaKim 2.2 25
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78 UseKofKanimalKmodelsKforKexomeKprioritizationKofKrareKdiseaseKgenescKOrphaneteJournaleofeRaree
DiseasesaK2014aKnaKOfn 4.2 78

77 yeletionsKofKchromosomalKregulatoryKboundariesKareKassociatedKwithKcongenitalKdiseasecKGenomee
BiologyaK2014aKfjaKigh 18.3 108

76 StandardizedKdescriptionKofKscientificKevidenceKusingKtheKzvidenceKOntologyKTzxOUcKDatabase:ethee
JournaleofeBiologicaleDatabaseseandeCurationaK2014aKgefiaK 5 75

75 OPPLbGalaxyaKaKGalaxyKtoolKforKenhancingKontologyKexploitationKasKpartKofKbioinformaticsK
workflowscKJournaleofeBiomedicaleSemanticsaK2013aKiaKg 2.2 2

74 TheKGeneKOntologyKTGOUKxellularKxomponentKOntologyoKintegrationKwithKSvOKTSubcellularKvnatomyK
OntologyUKandKotherKrecentKdevelopmentscKJournaleofeBiomedicaleSemanticsaK2013aKiaKge 2.2 25

73 OntologyKbasedKmolecularKsignaturesKforKimmuneKcellKtypesKviaKgeneKexpressionKanalysiscKBMCe
BioinformaticsaK2013aKfiaKgkh 3.6 11

72 yovetailingKbiologyKandKchemistryoKintegratingKtheKGeneKOntologyKwithKtheKxhzw”KchemicalK
ontologycKBMCeGenomicsaK2013aKfiaKjfh 4.5 35

71 TheKplantKontologyKasKaKtoolKforKcomparativeKplantKanatomyKandKgenomicKanalysescKPlanteandeCelle
PhysiologyaK2013aKjiaKef 4.9 97

70 PhenoyigmoKanalyzingKcuratedKannotationsKtoKassociateKanimalKmodelsKwithKhumanKdiseasescK
Database:etheeJournaleofeBiologicaleDatabaseseandeCurationaK2013aKgefhaKbategj 5 94

69 WhatKisKanKanatomyKontologytcKAnatomicaleRecordaK2013aKgnkaKflnlbn 2.1 1

68
PhenotypicKoverlapKinKtheKcontributionKofKindividualKgenesKtoKxNVKpathogenicityKrevealedKbyK
crossbspeciesKcomputationalKanalysisKofKsinglebgeneKmutationsKinKhumansaKmiceKandKzebrafishcKDMMe
DiseaseeModelseandeMechanismsaK2013aKkaKhjmblg

4.1 36

67 TheKenvironmentKontologyoKcontextualisingKbiologicalKandKbiomedicalKentitiescKJournaleofeBiomedicale
SemanticsaK2013aKiaKih 2.2 165

66 vKknowledgeKbasedKapproachKtoKmatchingKhumanKneurodegenerativeKdiseaseKandKanimalKmodelscK
FrontierseineNeuroinformaticsaK2013aKlaKl 3.9 5

65 xonstructionKandKaccessibilityKofKaKcrossbspeciesKphenotypeKontologyKalongKwithKgeneKannotationsK
forKbiomedicalKresearchcKFywwwResearchaK2013aKgaKhe 3.6 65

64 xonstructionKandKaccessibilityKofKaKcrossbspeciesKphenotypeKontologyKalongKwithKgeneKannotationsK
forKbiomedicalKresearchcKFywwwResearchaK2013aKgaKhe 3.6 55

63 MouseFinderoKxandidateKdiseaseKgenesKfromKmouseKphenotypeKdatacKHumaneMutationaK2012aKhhaKmjmbkk 4.7 47

62 UberonaKanKintegrativeKmultibspeciesKanatomyKontologycKGenomeeBiologyaK2012aKfhaKRj 18.3 380

61 vKstrategyKforKbuildingKneuroanatomyKontologiescKBioinformaticsaK2012aKgmaKfgkgbn 7.2 23

(2012-2014)
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60 OnKtheKUseKofKGeneKOntologyKvnnotationsKtoKvssessKFunctionalKSimilarityKamongKOrthologsKandK
ParalogsoKvKShortKReportcKPLoSeComputationaleBiologyaK2012aKmaKefeeghmk 5 75

59 TheKGeneKOntologyoKenhancementsKforKgeffcKNucleiceAcidseResearchaK2012aKieaKyjjnbki 20.1 166

58 OntologiesKasKintegrativeKtoolsKforKplantKsciencecKAmericaneJournaleofeBotanyaK2012aKnnaKfgkhblj 2.7 62

57 vKunifiedKanatomyKontologyKofKtheKvertebrateKskeletalKsystemcKPLoSeONEaK2012aKlaKejfele 3.7 32

56 MappingKbetweenKtheKOwOKandKOWLKontologyKlanguagescKJournaleofeBiomedicaleSemanticsaK2011aKgK
SupplKfaKSh 2.2 27

55 “ematopoieticKcellKtypesoKprototypeKforKaKrevisedKcellKontologycKJournaleofeBiomedicaleInformaticsaK
2011aKiiaKljbn 10.2 28

54 xrossbproductKextensionsKofKtheKGeneKOntologycKJournaleofeBiomedicaleInformaticsaK2011aKiiaKmebk 10.2 83

53 zvolutionKofKtheKSequenceKOntologyKtermsKandKrelationshipscKJournaleofeBiomedicaleInformaticsaK
2011aKiiaKmlbnh 10.2 58

52 ”mprovingKontologiesKbyKautomaticKreasoningKandKevaluationKofKlogicalKdefinitionscKBMCe
BioinformaticsaK2011aKfgaKifm 3.6 25

51 LogicalKdevelopmentKofKtheKcellKontologycKBMCeBioinformaticsaK2011aKfgaKk 3.6 102

50 TheKRNvKOntologyKTRNvOUoKvnKontologyKforKintegratingKRNvKsequenceKandKstructureKdatacKAppliede
OntologyaK2011aKkaKjhbmn 1.4 20

49 OntologyKengineeringcKNatureeBiotechnologyaK2010aKgmaKfgmbhe 44.5 74

48 TakingKshortcutsKwithKOWLKusingKsafeKmacroscKNatureePrecedingsaK2010aK 2

47 NovelKsequenceKfeatureKvariantKtypeKanalysisKofKtheK“LvKgeneticKassociationKinKsystemicKsclerosiscK
HumaneMoleculareGeneticsaK2010aKfnaKlelbfn 5.6 33

46 TheKGeneKOntologyKinKgefeoKextensionsKandKrefinementscKNucleiceAcidseResearchaK2010aKhmaKyhhfbj 20.1 367

45 ”ntegratingKphenotypeKontologiesKacrossKmultipleKspeciescKGenomeeBiologyaK2010aKffaKRg 18.3 204

44 FormalizationKofKtaxonbbasedKconstraintsKtoKdetectKinconsistenciesKinKannotationKandKontologyK
developmentcKBMCeBioinformaticsaK2010aKffaKjhe 3.6 37

43 ONTObTool itoKenablingKbiobontologyKengineeringKviaKGalaxycKBMCeBioinformaticsaK2010aKffKSupplK
fgaKSm 3.6 4
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42 zvolutionKofKtheKSequenceKOntologyKtermsKandKrelationshipscKNatureePrecedingsaK2009aK 2

41 xrossbProductKzxtensionsKofKtheKGeneKOntologycKNatureePrecedingsaK2009aK 1

40 TheKRNvKOntologyKTRNvOUoKvnKontologyKforKintegratingKRNvKsequenceKandKstructureKdatacKNaturee
PrecedingsaK2009aK 2

39 yevelopmentKofKanKOntologyKofKMicrobialKPhenotypesKTOMPUcKNatureePrecedingsaK2009aK 1

38
zntitydqualitybbasedKlogicalKdefinitionsKforKtheKhumanKskeletalKphenomeKusingKPvTOcKAnnuale
InternationaleConferenceeofetheeIEEEeEngineeringeineMedicineeandeBiologyeSocietyeIEEEeEngineeringeine
MedicineeandeBiologyeSocietyeAnnualeInternationaleConferenceaK2009aKgeenaKleknblg

0.9 58

37 vmiGOoKonlineKaccessKtoKontologyKandKannotationKdatacKBioinformaticsaK2009aKgjaKgmmbn 7.2 1193

36 TheKGeneKOntologySsKReferenceKGenomeKProjectoKaKunifiedKframeworkKforKfunctionalKannotationK
acrossKspeciescKPLoSeComputationaleBiologyaK2009aKjaKefeeeihf 5 134

35 LinkingKhumanKdiseasesKtoKanimalKmodelsKusingKontologybbasedKphenotypeKannotationcKPLoSe
BiologyaK2009aKlaKefeeegil 9.7 209

34 SurveybbasedKnamingKconventionsKforKuseKinKOwOKFoundryKontologyKdevelopmentcKBMCe
BioinformaticsaK2009aKfeaKfgj 3.6 39

33 vnKimprovedKontologicalKrepresentationKofKdendriticKcellsKasKaKparadigmKforKallKcellKtypescKBMCe
BioinformaticsaK2009aKfeaKle 3.6 25

32 MouseaKmanaKandKmeaningoKbridgingKtheKsemanticsKofKmouseKphenotypeKandKhumanKdiseasecK
MammalianeGenomeaK2009aKgeaKijlbkf 3.2 19

31 –wrowseoKaKnextbgenerationKgenomeKbrowsercKGenomeeResearchaK2009aKfnaKfkhebm 9.7 550

30 zxperiencesKUsingKLogicKProgrammingKinKwioinformaticscKLectureeNoteseineComputereScienceaK2009aKfbgf 0.9 3

29 ToolsKforKneuroanatomyKandKneurogeneticsKinKyrosophilacKProceedingseofetheeNationaleAcademyeofe
ScienceseofetheeUnitedeStateseofeAmericaaK2008aKfejaKnlfjbge 11.5 688

28 GenomebwideKanalysisKofKhumanKdiseaseKallelesKrevealsKthatKtheirKlocationsKareKcorrelatedKinK
paralogousKproteinscKPLoSeComputationaleBiologyaK2008aKiaKefeeegfm 5 16

27 TheKOwOKFoundryoKcoordinatedKevolutionKofKontologiesKtoKsupportKbiomedicalKdataKintegrationcK
NatureeBiotechnologyaK2007aKgjaKfgjfbj 44.5 1556

26 TheKReleaseKjcfKannotationKofKyrosophilaKmelanogasterKheterochromatincKScienceaK2007aKhfkaKfjmkbnf 33.3 154
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15 GenomeKsequenceKofKtheKhumanKmalariaKparasiteKPlasmodiumKfalciparumcKNatureaK2002aKifnaKinmbjff 50.4 3336
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10 xreatingKtheKgeneKontologyKresourceoKdesignKandKimplementationcKGenomeeResearchaK2001aKffaKfigjbhh 9.7 788

9 xomparativeKgenomicsKofKtheKeukaryotescKScienceaK2000aKgmlaKggeibfj 33.3 1364

8 cKNatureePrecedingsa 16
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