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virusItypeI[IgroupImWIJournalbofbGeneralbVirologyUI2012UIe]UIddeVdee 4.9 46

Anne-Mieke Vandamme

8



276 tighIfrequencyIofIantiviralIdrugIresistanceIandInonVnIsubtypesIinItuαVZIpatientsIfailingIantiviralI
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261 quropeanIrecommendationsIforItheIclinicalIuseIofItuαIdrugIresistanceItestingfI[YZZIupdateWIAIDSb
ReviewsUI2011UIZ]UIccVZYd 1.5 95
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10.8 8

254
qxtensiveIsurveyIonItheIprevalenceIandIgeneticIdiversityIofIéuαsIinIprimateIbushmeatIprovidesI
insightsIintoIrisksIforIpotentialInewIcrossVspeciesItransmissionsWIInfectionobGeneticsbandbEvolutionUI
2010UIZYUI]dbVeb

4.5 84

253 qffectIofIhumanIimmunodeficiencyIvirusItypeIZIproteaseIinhibitorItherapyIandIsubtypeIonI
developmentIofIresistanceIinIsubtypesInIandIsWIInfectionobGeneticsbandbEvolutionUI2010UIZYUI]c]Ve 4.5 9

252 ™opulationIgeneticItestsIsuggestIthatItheIepidemiologiesIofIvoαIandInwαIareIstrikinglyIdifferentWI
InfectionobGeneticsbandbEvolutionUI2010UIZYUI]ecV_Y] 4.5 5

251 pifferencesIinImolecularIevolutionIbetweenIswitchIQRaItoIRaX_XX_VtropicRIandInonVswitchI
QRaVtropicIonlyRItuαVZIpopulationsIduringIinfectionWIInfectionobGeneticsbandbEvolutionUI2010UIZYUI]abVb_ 4.5 27

250 mssociationIbetweenIspecificItuαVZIqnvItraitsIandIvirologicIcontrolIinIvivoWIInfectionobGeneticsbandb
EvolutionUI2010UIZYUI]baVc[ 4.5 2
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InternationalbJournalbofbHealthbGeographicsUI2009UIdUIZ 3.5 134

237 qvolutionIandIdispersalIofIétWIxouisIencephalitisIvirusIinItheImmericasWIInfectionobGeneticsbandb
EvolutionUI2009UIeUIcYeVZa 4.5 32

236 ™hylogeographyIandIevolutionaryIhistoryIofIdengueIvirusItypeI]WIInfectionobGeneticsbandbEvolutionUI
2009UIeUIcZbV[a 4.5 63

235 ïheIriseIandIfallIofIwbaRIinIaI™ortugueseItuαVZIprugIResistanceIdatabaseUIdespiteIcontinuouslyI
increasingIuseIofItenofovirWIInfectionobGeneticsbandbEvolutionUI2009UIeUIbd]Vd 4.5 8

234 QuasispeciesIofIhepatitisIoIvirusIgenotypeIZIandItreatmentIoutcomeIwithIpeginterferonIandI
ribavirinWIInfectionobGeneticsbandbEvolutionUI2009UIeUIbdeVed 4.5 19

233
oomparisonIofIthreeIqxuémsIforItheIroutineIdiagnosisIofIhumanIïVlymphotropicIvirusIinfectionIinIaI
highVprevalenceIsettingIinI™eruWITransactionsbofbthebRoyalbSocietybofbTropicalbMedicinebandbHygieneUI
2009UIZY]UI_[YV[

2 9

232
™hylogeographyIofIcirculatingIpopulationsIofIhumanIechovirusI]YIoverIaYIyearsfInucleotideI
polymorphismIandIsignatureIofIpurifyingIselectionIinItheIα™ZIcapsidIproteinIgeneWIInfectionob
GeneticsbandbEvolutionUI2009UIeUIbeeVcYd

4.5 53

231 tighlyIdivergentIsubtypesIandInewIrecombinantIformsIprevailIinItheItuαXmupéIepidemicIinImngolafI
newIinsightsIintoItheIoriginsIofItheImupéIpandemicWIInfectionobGeneticsbandbEvolutionUI2009UIeUIbc[Vd[ 4.5 38
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