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ethnicallyIandIgeographicallyIdiverseI™eruvianIwomenWIInternationalbJournalbofbInfectiousbDiseasesUI
2003UIcUIZ][Vc

10.5 46

298 ïheIlowIevolutionaryIrateIofIhumanIïVcellIlymphotropicIvirusItypeVZIconfirmedIbyIanalysisIofI
verticalItransmissionIchainsWIMolecularbBiologybandbEvolutionUI2004UI[ZUIbY]VZZ 8.3 46

297 ™hylodynamicsIofItheItuαVZIoRrY[_msIcladeIinIoameroonWIInfectionobGeneticsbandbEvolutionUI2012UI
Z[UI_a]VbY 4.5 45

296 nayesianIphylogeneticIanalysisIusingIyRnmYqé[ZYV[bb 45

295 mlgorithmsIforItheIinterpretationIofItuαVZIgenotypicIdrugIresistanceIinformationWIAntiviralbResearch
UI2006UIcZUI]]aV_[ 10.8 45

(2006-2004)
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294 runctionalIconservationIofItuαVZIsagfIimplicationsIforIrationalIdrugIdesignWIRetrovirologyUI2013UIZYUIZ[b 3.6 44

293 oellItypeVdependentIeffectIofIsodiumIvalproateIonIhumanIimmunodeficiencyIvirusItypeIZI
replicationIinIvitroWIAIDSbResearchbandbHumanbRetrovirusesUI1997UIZ]UIZdcVe[ 1.6 44

292 RisingIprevalenceIofItuαVZInonVnIsubtypesIinInelgiumfIZed]V[YYZWIJournalbofbAcquiredbImmuneb
DeficiencybSyndromesbkt999lUI2004UI]aUI[ceVda 3.1 44

291 tumanIretrovirusesIQtuαIandItïxαRIinInrazilianIundiansfIseroepidemiologicalIstudyIandImolecularI
epidemiologyIofItïxαItypeI[IisolatesWIAIDSbResearchbandbHumanbRetrovirusesUI2002UIZdUIcZVc 1.6 44

290 oharacterizationIofItuαVZIstrainsIisolatedIfromIpatientsItreatedIwithIïun–IRd[eZ]WIAIDSbResearchb
andbHumanbRetrovirusesUI1994UIZYUI]eV_b 1.6 44

289 oompleteIgenomeIsequenceUItaxonomicIassignmentUIandIcomparativeIanalysisIofItheIuntranslatedI
regionsIofItheIyodocIvirusUIaIflavivirusIwithInoIknownIvectorWIVirologyUI2002UI[e]UIZ[aV_Y 3.6 43

288 pifferentIepidemicIpotentialsIofItheItuαVZnIandIoIsubtypesWIJournalbofbMolecularbEvolutionUI2005UI
bYUIaedVbYa 3.1 43

287 zewIretrovirusesIinIhumanIandIsimianIïVlymphotropicIvirusesWILancetobTheUI1994UI]__UI[baVb 40 43

286 ramilialItransmissionIandIminimalIsequenceIvariabilityIofIhumanIïVlymphotropicIvirusItypeIuI
QtïxαVuRIinIZaireWIAIDSbResearchbandbHumanbRetrovirusesUI1994UIZYUIZZ]aV_[ 1.6 42

285 yappingIsitesIofIpositiveIselectionIandIaminoIacidIdiversificationIinItheItuαIgenomefIanIalternativeI
approachItoIvaccineIdesignkWIGeneticsUI2004UIZbcUIZY_cVad 4 41

284
uncreasingI™revalenceIofIzonâ��oladeInItuαVZIétrainsIinIteterosexualIyenIandIβomenUIasIyonitoredI
byImnalysisIofIReverseIïranscriptaseIandI™roteaseIéequencesWIJournalbofbAcquiredbImmuneb
DeficiencybSyndromesbkt999lUI2001UI[cUI_eeVaYa

3.1 41

283 unvestigationIofInaselineIéusceptibilityItoI™roteaseIunhibitorsIinItuαVZIéubtypesIoUIrUIsIandI
orfY[_mgWIAntiviralbTherapyUI2006UIZZUIadZVade 1.6 41

282 qvolutionaryIrateIandIgeneticIheterogeneityIofIhumanIïVcellIlymphotropicIvirusItypeIuuIQtïxαVuuRI
usingIisolatesIfromIquropeanIinjectingIdrugIusersWIJournalbofbMolecularbEvolutionUI1998UI_bUIbY[VZZ 3.1 40

281 rasIbcYIpromoterIpolymorphismIisIassociatedItoIsusceptibilityUIclinicalIpresentationUIandIsurvivalIinI
adultIïIcellIleukemiaWIJournalbofbLeukocytebBiologyUI2008UId]UI[[YV[ 6.5 40

280 éimpleIalgorithmIderivedIfromIaIgenoVXphenotypicIdatabaseItoIpredictItuαVZIproteaseIinhibitorI
resistanceWIAidsUI2000UIZ_UIZc]ZVd 3.5 40

279 ximitedIcrossVborderIinfectionsIinIpatientsInewlyIdiagnosedIwithItuαIinIquropeWIRetrovirologyUI2013
UIZYUI]b 3.6 39

278 petectionIofIdrugIresistanceImutationsIatIlowIplasmaItuαVZIRzmIloadIinIaIquropeanImulticentreI
cohortIstudyWIJournalbofbAntimicrobialbChemotherapyUI2011UIbbUIZddbVeb 5.1 39

277 UseIofIelectronicImonitoringIinducesIaI_YVdayIinterventionIeffectIinItuαIpatientsWIJournalbofb
AcquiredbImmunebDeficiencybSyndromesbkt999lUI2006UI_]UI[_cVd 3.1 39
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276 yolecularItestingIofImultipleItuαVZItransmissionsIinIaIcriminalIcaseWIAidsUI2005UIZeUIZb_eVad 3.5 39

275 tighIsUpIincidenceIinItheIearlyI[YIcenturyIcreatedIaIparticularlyIpermissiveItimeIwindowIforItheI
originIandIinitialIspreadIofIepidemicItuαIstrainsWIPLoSbONEUI2010UIaUIeee]b 3.7 39

274 oRrZe_cpxIisIanIqvolutionaryIfitItuαVZIαariantIétronglyImssociatedIβithIRapidI™rogressionItoImupéI
inIoubaWIEBioMedicineUI2015UI[UI[__Va_ 8.8 38

273 qxpertIconsensusIstatementIonItheIscienceIofItuαIinItheIcontextIofIcriminalIlawWIJournalbofbtheb
InternationalbAIDSbSocietyUI2018UI[ZUIe[aZbZ 5.4 38

272 uncreaseIinItransmittedIresistanceItoInonVnucleosideIreverseItranscriptaseIinhibitorsIamongInewlyI
diagnosedItuαVZIinfectionsIinIquropeWIBMCbInfectiousbDiseasesUI2014UIZ_UI_Yc 4 38

271 tighlyIdivergentIsubtypesIandInewIrecombinantIformsIprevailIinItheItuαXmupéIepidemicIinImngolafI
newIinsightsIintoItheIoriginsIofItheImupéIpandemicWIInfectionobGeneticsbandbEvolutionUI2009UIeUIbc[Vd[ 4.5 38

270 qarlyIsequentialIdevelopmentIofIinfectiveIdermatitisUIhumanIïIcellIlymphotropicIvirusItypeI
ZVassociatedImyelopathyUIandIadultIïIcellIleukemiaXlymphomaWIClinicalbInfectiousbDiseasesUI2008UI_bUI__YV[11.6 38

269 usolationUIcloningUIandIcompleteInucleotideIsequenceIofIaIphenotypicallyIdistinctInrazilianIisolateI
ofIhumanIïVlymphotropicIvirusItypeIuuIQtïxαVuuRWIVirologyUI2000UI[cZUIZ_[Va_ 3.6 38

268 mIgenotypicIdrugIresistanceIinterpretationIalgorithmIthatIsignificantlyIpredictsItherapyIresponseIinI
tuαVZVinfectedIpatientsWIAntiviralbTherapyUI2002UIcUIZ[]Ve 1.6 38

267 ïheIincidenceIofImultidrugIandIfullIclassIresistanceIinItuαVZIinfectedIpatientsIisIdecreasingIoverI
timeIQ[YYZV[YYbRIinI™ortugalWIRetrovirologyUI2008UIaUIZ[ 3.6 37

266
senotypicIdrugIresistanceIinterpretationIalgorithmsIdisplayIhighIlevelsIofIdiscordanceIwhenI
appliedItoInonVnIstrainsIfromItuαVZInaiveIandItreatedIpatientsWIFEMSbImmunologybandbMedicalb
MicrobiologyUI2006UI_bUIa]Vb[

37

265 mIgenotypicIresistanceIassayIforItheIdetectionIofIdrugIresistanceIinItheIhumanIimmunodeficiencyI
virusItypeIZIenvelopeIgeneWIJournalbofbVirologicalbMethodsUI2005UIZ[]UI[aV]_ 2.6 37

264 mntiviralIactivityIofItheIbicyclamIderivativeIvy]ZYYIagainstIdrugVresistantIstrainsIofIhumanI
immunodeficiencyIvirusItypeIZWIAntiviralbResearchUI1996UI[eUI[ecV]Yc 10.8 37

263 qvaluationIofItwoIcommercialIkitsIforItheIdetectionIofIgenotypicIdrugIresistanceIonIaIpanelIofItuαI
typeIZIsubtypesImIthroughIvWIJournalbofbAcquiredbImmunebDeficiencybSyndromesbkt999lUI2001UI[dUI[a_Vd 3.1 36

262 envIchimericIvirusItechnologyIforIevaluatingIhumanIimmunodeficiencyIvirusIsusceptibilityItoIentryI
inhibitorsWIAntimicrobialbAgentsbandbChemotherapyUI2002UI_bUI]ea_Vb[ 5.9 36

261 ïheIoriginIandIevolutionIofIhumanIïVcellIlymphotropicIvirusItypeIuuIQtïxαVuuRIandItheIrelationshipI
withIitsIreplicationIstrategyWIGeneUI1999UI[]_UIZZV[Z 3.8 36

260 petectionIandImolecularIcharacterisationIofInorovirusesIandIsapovirusesIinIasymptomaticIswineI
andIcattleIinIélovenianIfarmsWIInfectionobGeneticsbandbEvolutionUI2010UIZYUI_Z]V[Y 4.5 35

259
zoIresponseItoIfirstVlineItenofovirTlamivudineTefavirenzIdespiteIoptimizationIaccordingItoI
baselineIresistanceItestingfIimpactIofIresistantIminorityIvariantsIonIefficacyIofIlowIgeneticIbarrierI
drugsWIJournalbofbClinicalbVirologyUI2007UI]eUI_]Vc

14.5 35
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258 ïheIgenomicIstructureIofIaInewIsimianIïVlymphotropicIvirusUIéïxαV™tebeUIdiffersIfromIthatIofI
humanIïVlymphotropicIvirusItypesIuIandIuuWIJournalbofbGeneralbVirologyUI1996UIccIQI™tI[IRUI]_cVad 4.9 35

257 mIgenotypicIassayIforItheIamplificationIandIsequencingIofIintegraseIfromIdiverseItuαVZIgroupIyI
subtypesWIJournalbofbVirologicalbMethodsUI2008UIZa]UIZcbVdZ 2.6 34

256 yosaicIgenomesIofItheIsixImajorIprimateIlentivirusIlineagesIrevealedIbyIphylogeneticIanalysesWI
JournalbofbVirologyUI2003UIccUIc[Y[VZ] 6.6 34

255 ïheIsimianIïVlymphotropicIvirusIéïxαV™™Zbb_IfromI™anIpaniscusIisIdistinctlyIrelatedItoItïxαV[IbutI
differsIinIgenomicIorganizationWIVirologyUI1998UI[_]UI]bbVce 3.6 33

254 ™revalenceIandIoriginIofItuαVZIgroupIyIsubtypesIamongIpatientsIattendingIaInelgianIhospitalIinI
ZeeeWIVirusbResearchUI2002UIdaUIeaVZYc 6.4 33

253
oompleteIgenomeIsequenceIofIyontanaIyyotisIleukoencephalitisIvirusUIphylogeneticIanalysisIandI
comparativeIstudyIofItheI]PIuntranslatedIregionIofIflavivirusesIwithInoIknownIvectorWIJournalbofb
GeneralbVirologyUI2002UId]UIZdcaVZdda

4.9 33

252 umpactIofItoαIgenotypeIonItreatmentIregimensIandIdrugIresistancefIaIsnapshotIinItimeWIReviewsbinb
MedicalbVirologyUI2016UI[bUI_YdV_]_ 11.7 32

251 ïheIglobalIspreadIofItuαVZIsubtypeInIepidemicWIInfectionobGeneticsbandbEvolutionUI2016UI_bUIZbeVZce 4.5 32

250 qvolutionIandIdispersalIofIétWIxouisIencephalitisIvirusIinItheImmericasWIInfectionobGeneticsbandb
EvolutionUI2009UIeUIcYeVZa 4.5 32

249 ximitationsItoIcontactItracingIandIphylogeneticIanalysisIinIestablishingItuαItypeIZItransmissionI
networksIinIoubaWIAIDSbResearchbandbHumanbRetrovirusesUI2007UI[]UI]_cVab 1.6 32

248 tuαVZIcompartmentalizationIinIdiverseIleukocyteIpopulationsIduringIantiretroviralItherapyWIJournalb
ofbLeukocytebBiologyUI2004UIcbUIab[VcY 6.5 32

247 petectionIofIshrewVborneIhantavirusIinIqurasianIpygmyIshrewIQéorexIminutusRIinIoentralIquropeWI
InfectionobGeneticsbandbEvolutionUI2013UIZeUI_Y]VZY 4.5 31

246 tepatitisIoIvirusIinfectionsIinItheIpemocraticIRepublicIofIoongoIexhibitIaIcohortIeffectWIInfectionob
GeneticsbandbEvolutionUI2013UIZeUI]dbVe_ 4.5 31

245
tuαVZIsubtypeIisIanIindependentIpredictorIofIreverseItranscriptaseImutationIwbaRIinItuαVZIpatientsI
treatedIwithIcombinationIantiretroviralItherapyIincludingItenofovirWIAntimicrobialbAgentsbandb
ChemotherapyUI2013UIacUIZYa]Vb

5.9 31

244 étabilisationIofIemulsionsIusingIhydrophobicallyImodifiedIinulinIQpolyfructoseRWIColloidsbandb
SurfacesbA:bPhysicochemicalbandbEngineeringbAspectsUI2004UI[aYUIZ]]VZ_Y 5.1 31

243 mInewIensembleIcoevolutionIsystemIforIdetectingItuαVZIproteinIcoevolutionWIBiologybDirectUI2015UI
ZYUIZ 7.2 30

242 ïrendsIandIpredictorsIofItransmittedIdrugIresistanceIQïpRRIandIclustersIwithIïpRIinIaIlocalInelgianI
tuαVZIepidemicWIPLoSbONEUI2014UIeUIeZYZc]d 3.7 30

241 ™redictiveIvalueIofItuαVZIgenotypicIresistanceItestIinterpretationIalgorithmsWIJournalbofbInfectiousb
DiseasesUI2009UI[YYUI_a]Vb] 7 30
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240 oomparisonIofItheIxi™mItuαVZIRïItestUIselectiveI™oRIandIdirectIsolidIphaseIsequencingIforItheI
detectionIofItuαVZIdrugIresistanceImutationsWIJournalbofbVirologicalbMethodsUI1998UIc]UIccVd[ 2.6 30

239 ™revalenceIandIepidemiologyIofItuαItypeIZIdrugIresistanceIamongInewlyIdiagnosedItherapyVnaiveI
patientsIinInelgiumIfromI[YY]ItoI[YYbWIAIDSbResearchbandbHumanbRetrovirusesUI2008UI[_UI]aaVb[ 1.6 30

238 udentificationIinIgeladaIbaboonsIQïheropithecusIgeladaRIofIaIdistinctIsimianIïVcellIlymphotropicI
virusItypeI]IwithIaIbroadIrangeIofIβesternIblotIreactivityWIJournalbofbGeneralbVirologyUI2004UIdaUIaYcVaZe4.9 30

237 mInayesianIstatisticalIanalysisIofIhumanIïVcellIlymphotropicIvirusIevolutionaryIratesWIInfectionob
GeneticsbandbEvolutionUI2005UIaUI[eZVd 4.5 30

236 qvolutionaryIstrategiesIofIhumanIïVcellIlymphotropicIvirusItypeIuuWIGeneUI2000UI[bZUIZcZVdY 3.8 30

235 unvestigationIofIexpertIruleIbasesUIlogisticIregressionUIandInonVlinearImachineIlearningItechniquesI
forIpredictingIresponseItoIantiretroviralItreatmentWIAntiviralbTherapyUI2009UIZ_UI_]]V__[ 1.6 30

234 ™hylogenyIofIprimateIïIlymphotropicIvirusItypeIZIQ™ïxαVZRIincludingIvariousInewImsianIandImfricanI
nonVhumanIprimateIstrainsWIInfectionobGeneticsbandbEvolutionUI2007UIcUI]c_VdZ 4.5 29

233
oompleteInucleotideIsequenceIofItheIutalianIhumanIïVcellIlymphotropicIvirusItypeIuuIisolateIsuIandI
phylogeneticIidentificationIofIaIpossibleIoriginIofIéouthIquropeanIepidemicsWIJournalbofbGeneralb
VirologyUI1996UIccIQI™tIbRUIZZe]V[YZ

4.9 29

232 ™atternsIofItransmittedItuαIdrugIresistanceIinIquropeIvaryIbyIriskIgroupWIPLoSbONEUI2014UIeUIee__ea 3.7 28

231
pevelopmentIandIvalidationIofIaImultiplexIrealVtimeI™oRIassayIforIsimultaneousIgenotypingIandI
humanIïVlymphotropicIvirusItypeIZUI[UIandI]IproviralIloadIdeterminationWIJournalbofbClinicalb
MicrobiologyUI2009UI_cUI]bd[VeZ

9.7 27

230 pifferencesIinImolecularIevolutionIbetweenIswitchIQRaItoIRaX_XX_VtropicRIandInonVswitchI
QRaVtropicIonlyRItuαVZIpopulationsIduringIinfectionWIInfectionobGeneticsbandbEvolutionUI2010UIZYUI]abVb_ 4.5 27

229 mssessmentIofIautomatedIgenotypingIprotocolsIasItoolsIforIsurveillanceIofItuαVZIgeneticIdiversityWI
AidsUI2006UI[YUIZa[ZVe 3.5 27

228
nrazilianItïxαItypeI[aIstrainsIfromIintravenousIdrugIusersIQupUsRIappearItoIhaveIoriginatedIfromI
twoIsourcesfInrazilianImmerindiansIandIquropeanXzorthImmericanIupUsWIAIDSbResearchbandbHumanb
RetrovirusesUI2003UIZeUIaZeV[]

1.6 27

227 ïheIdiscoveryIofItwoInewIdivergentIéïxαsIhasIimplicationsIforItheIevolutionIandIepidemiologyIofI
tïxαsWIReviewsbinbMedicalbVirologyUI1999UIeUIZaaVcY 11.7 27

226 seneticIanalysesIrevealIstructuredItuαVZIpopulationsIinIseriallyIsampledIïIlymphocytesIofIpatientsI
receivingItmmRïWIVirologyUI2006UI]_dUI]aV_b 3.6 26

225 qstimatingItheIrelativeIcontributionIofIdzï™IpoolIimbalanceIandIm™–nqo]sX]rIeditingItoItuαI
evolutionIinIvivoWIJournalbofbComputationalbBiologyUI2007UIZ_UIZZYaVZ_ 1.7 26

224 mIquantitativeIsr™VbasedIbioassayIforItheIdetectionIofItuαVZIïatItransactivationIinhibitorsWIJournalb
ofbVirologicalbMethodsUI2001UIebUIZd]Vd 2.6 26

223 qvidenceIforIaIsecondIsimianIïVcellIlymphotropicIvirusItypeI]IinIoercopithecusInictitansIfromI
oameroonWIJournalbofbVirologyUI2001UIcaUIZZe]eV_Z 6.6 26
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222 tumanIimmunodeficiencyIvirusIgeneIregulationIasIaItargetIforIantiviralIchemotherapyWIAntiviralb
ChemistrybandbChemotherapyUI1999UIZYUIZVZ_ 3.5 26

221 mIprospectIonItheIuseIofIantiviralIdrugsItoIcontrolIlocalIoutbreaksIofIo–αupVZeWIBMCbMedicineUI
2020UIZdUIZeZ 11.4 25

220 ïheIimpactIofItuαVZIwithinVhostIevolutionIonItransmissionIdynamicsWICurrentbOpinionbinbVirologyUI
2018UI[dUIe[VZYZ 7.5 25

219 untraVhostIevolutionaryIratesIinItuαVZoIenvIandIgagIduringIprimaryIinfectionWIInfectionobGeneticsbandb
EvolutionUI2013UIZeUI]bZVd 4.5 25

218 RegapnfIcommunityVdrivenIdataImanagementIandIanalysisIforIinfectiousIdiseasesWIBioinformaticsUI
2013UI[eUIZ_ccVdY 7.2 25

217 écienceIinIcourtfItheImythIofItuαIfingerprintingWILancetbInfectiousbDiseasesobTheUI2011UIZZUIcdVe 25.5 25

216 nayesianInetworkIanalysisIofIresistanceIpathwaysIagainstItuαVZIproteaseIinhibitorsWIInfectionob
GeneticsbandbEvolutionUI2007UIcUI]d[VeY 4.5 25

215 rullVgenomeIanalysisIofIaIhighlyIdivergentIsimianIïVcellIlymphotropicIvirusItypeIZIstrainIinIyacacaI
arctoidesWIJournalbofbGeneralbVirologyUI2005UIdbUIZea]VZeae 4.9 25

214 tuαVZIgenotypicIdrugIresistanceItestingfIdiggingIdeepUIreachingIwidekWICurrentbOpinionbinbVirologyUI
2015UIZ_UIZbV[] 7.5 24

213 ™redictionIofIresponseItoIantiretroviralItherapyIbyIhumanIexpertsIandIbyItheIquResistIdataVdrivenI
expertIsystemIQtheIqαqIstudyRWIHIVbMedicineUI2011UIZ[UI[ZZVd 2.7 24

212
éVadenosylhomocysteineIhydrolaseIinhibitorsIinterfereIwithItheIreplicationIofIhumanI
immunodeficiencyIvirusItypeIZIthroughIinhibitionIofItheIxïRItransactivationWIMolecularb
PharmacologyUI1997UIa[UIZZacVb]

4.3 24

211 ™erformanceIofIαiroéeqItuαVZIsenotypingIéystemIinIroutineIpracticeIatIaInelgianIclinicalI
laboratoryWIJournalbofbVirologicalbMethodsUI2004UIZZeUI_aVe 2.6 24

210 ™hylogeneticIreconstructionIofIaIknownItuαVZIoRrY__cpxItransmissionInetworkIusingImaximumI
likelihoodIandInayesianImethodsWIJournalbofbMolecularbEvolutionUI2004UIaeUIcYeVZc 3.1 24

209 ourrentIlevelsIofIdrugIresistanceIamongItherapyVnaiveItuαVinfectedIpatientsIhaveIsignificantI
impactIonItreatmentIresponseWIJournalbofbAcquiredbImmunebDeficiencybSyndromesbkt999lUI2004UI]cUIZbb_Vb3.1 24

208 qvolutionaryIdynamicsIofIhumanIretrovirusesIinvestigatedIthroughIfullVgenomeIscanningWI
MolecularbBiologybandbEvolutionUI2005UI[[UIe_[VaZ 8.3 24

207 mIstablyIexpressedIllamaIsingleVdomainIintrabodyItargetingIRevIdisplaysIbroadVspectrumIantiVtuαI
activityWIAntiviralbResearchUI2014UIZZ[UIeZVZY[ 10.8 23

206 qstimationIofIanIinIvivoIfitnessIlandscapeIexperiencedIbyItuαVZIunderIdrugIselectiveIpressureI
usefulIforIpredictionIofIdrugIresistanceIevolutionIduringItreatmentWIBioinformaticsUI2008UI[_UI]_V_Z 7.2 23

205 mnalysisIofItheIevolutionaryIrelationshipsIofItuαVZIandIéuαcpzIsequencesIusingIbayesianIinferencefI
implicationsIforItheIoriginIofItuαVZWIMolecularbBiologybandbEvolutionUI2003UI[YUIZedbVeb 8.3 23
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204 ™atientItuαVZIstrainsIcarryingItheImultipleInucleosideIresistanceImutationsIareIcrossVresistantItoI
abacavirWIAidsUI2000UIZ_UI_beVcZ 3.5 23

203 ™revalenceIofIantiretroviralIdrugIresistanceImutationsIandItuαVZInonVnIsubtypesIinInewlyI
diagnosedIdrugVnaˆflveIpatientsIinIéloveniaUI[YYYV[YY_WIVirusbResearchUI2006UIZZdUIZabVb] 6.4 22

202 zonadherenceItoIhighlyIactiveIantiretroviralItherapyfIclinicallyIrelevantIpatientIcategorizationI
basedIonIelectronicIeventImonitoringWIAIDSbResearchbandbHumanbRetrovirusesUI2002UIZdUI][cV]Y 1.6 22

201 qvaluatingIolinicalIusolatesIforIïheirI™henotypicIandIsenotypicIResistanceImgainstImntiVtuαIprugsWI
MethodsbinbMolecularbMedicineUI2000UI[_UI[[]Vad 22

200
rrequentItïxαVZIinfectionIinItheIoffspringIofI™eruvianIwomenIwithItïxαVZVassociatedI
myelopathyXtropicalIspasticIparaparesisIorIstrongyloidiasisWIRevistabPanamericanabDebSaludb
PublicarPanbAmericanbJournalbofbPublicbHealthUI2007UI[[UI[[]V]Y

4.1 22

199 qthicalIconsiderationsIinIglobalItuαIphylogeneticIresearchWILancetbHIVotheUI2018UIaUIebabVebbb 7.8 22

198 ïreatmentVassociatedIpolymorphismsIinIproteaseIareIsignificantlyIassociatedIwithIhigherIviralIloadI
andIlowerIop_IcountIinInewlyIdiagnosedIdrugVnaiveItuαVZIinfectedIpatientsWIRetrovirologyUI2012UIeUIdZ 3.6 21

197 oomparisonIofIoRqnVIandIzrVkappanVmediatedItransactivationIbyIhumanIïIlymphotropicIvirusItypeI
uuIQtïxαVuuRIandItypeIuIQtïxαVuRItaxIproteinsWIVirologyUI2002UI[eaUIZd[Ve 3.6 21

196 éiteVdirectedImutagenesisIofIhumanIimmunodeficiencyIvirusItypeIZIreverseItranscriptaseIatIaminoI
acidIpositionIZ]dWIVirologyUI2001UI[dYUIecVZYb 3.6 21

195 unvestigationIofIbaselineIsusceptibilityItoIproteaseIinhibitorsIinItuαVZIsubtypesIoUIrUIsIandI
oRrY[_msWIAntiviralbTherapyUI2006UIZZUIadZVe 1.6 21

194 xargeIclusterIoutbreaksIsustainItheItuαIepidemicIamongIyéyIinIQuebecWIAidsUI2017UI]ZUIcYcVcZc 3.5 20

193 ™hylogeneticIanalysisIasIaIforensicItoolIinItuαItransmissionIinvestigationsWIAidsUI2018UI][UIa_]Vaa_ 3.5 20

192 mntiretroviralIdrugIresistanceIinItuαVZItherapyVnaiveIpatientsIinIoubaWIInfectionobGeneticsbandb
EvolutionUI2013UIZbUIZ__VaY 4.5 20

191 ™hylogeneticIanalysisIofItheIfullVlengthIémRéVooαIsequencesfIevidenceIforIphylogeneticI
discordanceIinIthreeIgenomicIregionsWIJournalbofbMedicalbVirologyUI2004UIc_UI]beVc[ 19.7 20

190 –ptimizationIofIaIgenotypicIassayIapplicableItoIallIhumanIimmunodeficiencyIvirusItypeIZIproteaseI
andIreverseItranscriptaseIsubtypesWIJournalbofbVirologicalbMethodsUI2005UIZ[dUI_cVa] 2.6 20

189 élidingnayesfIexploringIrecombinationIusingIaIslidingIwindowIapproachIbasedIonInayesianI
phylogeneticIinferenceWIBioinformaticsUI2005UI[ZUIZ[c_Va 7.2 20

188 unitiationIofItmmRïIinIdrugVnaiveItuαItypeIZIpatientsIpreventsIviralIbreakthroughIforIaImedianI
periodIofI]aWaImonthsIinIbYNIofItheIpatientsWIAIDSbResearchbandbHumanbRetrovirusesUI2002UIZdUI_ZeV[b 1.6 20
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