19

papers

20

all docs

471509

3,587 17
citations h-index
20 20
docs citations times ranked

794594
19

g-index

7730

citing authors



10

12

14

16

18

». AN ALO

ARTICLE IF CITATIONS

Common genetic variants influence human subcortical brain structures. Nature, 2015, 520, 224-229.

The ENIGMA Consortium: large-scale collaborative analyses of neuroimaging and genetic data. Brain 01 696
Imaging and Behavior, 2014, 8, 153-182. :

Identification of common variants associated with human hippocampal and intracranial volumes.
Nature Genetics, 2012, 44, 552-561.

The genetic architecture of the human cerebral cortex. Science, 2020, 367, . 12.6 450

Novel genetic loci underlying human intracranial volume identified through genome-wide
association. Nature Neuroscience, 2016, 19, 1569-1582.

Common variation in PHACTR1 is associated with susceptibility to cervical artery dissection. Nature 914 195
Genetics, 2015, 47, 78-83. :

Genetic architecture of subcortical brain structures in 38,851 individuals. Nature Genetics, 2019, 51,
1624-1636.

Genome-wide Studies of Verbal Declarative Memory in Nondemented Older People: The Cohorts for

Heart and Aging Research in Genomic Epidemiology Consortium. Biological Psychiatry, 2015, 77, 749-763. 1.3 67

Genetic correlations and genome-wide associations of cortical structure in general population
samples of 22,824 adults. Nature Communications, 2020, 11, 4796.

Genome-wide mapping of genetic determinants influencing DNA methylation and gene expression in

human hippocampus. Nature Communications, 2017, 8, 1511. 12.8 60

Genome-wide association study of panic disorder reveals genetic overlap with neuroticism and
depression. Molecular Psychiatry, 2021, 26, 4179-4190.

A genetic risk score combining 32 SNPs is associated with body mass index and improves obesity

prediction in people with major depressive disorder. BMC Medicine, 2015, 13, 86. 5.5 56

A genome-wide association meta—ana(l}/sis of prognostic outcomes following cognitive behavioural
therapy in individuals with anxiety and depressive disorders. Translational Psychiatry, 2019, 9, 150.

Solid Organ Transplantation in Patients with Inflammatory Bowel Diseases (IBD): Analysis of
Transplantation Outcome and IBD Activity in a Large Single Center Cohort. PLoS ONE, 2015, 10, e0135807.

Monoamine Oxidase A Gene Methylation and Its Role in Posttraumatic Stress Disorder: First Evidence
from the South Eastern Europe (SEE)-PTSD Study. International Journal of Neuropsychopharmacology,
2018, 21, 423-432.

The NOD2 Single Nucleotide Polymorphism rs72796353 (IVS4+10 A&gt;C) Is a Predictor for Perianal
Fistulas in Patients with Crohn's Disease in the Absence of Other NOD2 Mutations. PLoS ONE, 2015, 10, 2.5 23
e0116044.

The NOD2 p.Leu1007fsX1008 Mutation (rs2066847) Is a Stronger Predictor of the Clinical Course of

Crohn's Disease than the FOXO3A Intron Variant rs12212067. PLoS ONE, 2014, 9, e108503.

Analyzing pathways from childhood maltreatment to internalizing symptoms and disorders in

children and adolescents (AMIS): a study protocol. BMC Psychiatry, 2015, 15, 126. 2.6 14



CHRISTIANE WOLF

# ARTICLE IF CITATIONS

Development of a uniform, very aggressive disease phenotype in all homozygous carriers of the NOD2

mutation p.Leu1007fsX1008 with Crohna€™s disease and active smoking status resulting in ileal stenosis
requiring surgery. PLoS ONE, 2020, 15, e0236421.



