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n Paper IF Citations

141 RealatimeZNportableNgenomeNsequencingNforNybolaNsurveillancebNNatureZN2016ZNigdZNfflafgf 50.4 845

140 NeuropilinaeNisNaNhostNfactorNforNSuRSawoVafNinfectionbNScienceZN2020ZNgkdZNljealji 33.3 568

139 uwyfnNfromNvasopeptidaseNtoNSuRSNvirusNreceptorbNTrendslinlPharmacologicallSciencesZN2004ZNfiZNfmeah 13.2 370

138 VirusNgenomesNrevealNfactorsNthatNspreadNandNsustainedNtheNybolaNepidemicbNNatureZN2017ZNihhZNgdmagei 50.4 238

137 TemporalNandNspatialNanalysisNofNtheNfdehafdeiNybolaNvirusNoutbreakNinNWestNufricabNNatureZN2015ZN
ifhZNmkaede 50.4 229

136
wharacterisationNofNtheNtranscriptomeNandNproteomeNofNSuRSawoVafNrevealsNaNcellNpassageNinducedN
inaframeNdeletionNofNtheNfurinalikeNcleavageNsiteNfromNtheNspikeNglycoproteinbNGenomelMedicineZN
2020ZNefZNjl

14.4 228

135 NucleolarNtargetingnNtheNhubNofNtheNmatterbNEMBOlReportsZN2009ZNedZNfgeal 6.5 223

134 RNuNvirusesnNhijackingNtheNdynamicNnucleolusbNNaturelReviewslMicrobiologyZN2007ZNiZNeemafk 22.2 204

133 TheNnucleolusaaaNgatewayNtoNviralNinfectionsbNArchivesloflVirologyZN2002ZNehkZNedkkalm 2.6 180

132 LocalizationNtoNtheNnucleolusNisNaNcommonNfeatureNofNcoronavirusNnucleoproteinsZNandNtheNproteinN
mayNdisruptNhostNcellNdivisionbNJournalloflVirologyZN2001ZNkiZNmghiaij 6.6 176

131 TheNcoronavirusNinfectiousNbronchitisNvirusNnucleoproteinNlocalizesNtoNtheNnucleolusbNJournallofl
VirologyZN2001ZNkiZNidjaef 6.6 159

130 MetagenomicNsequencingNatNtheNepicenterNofNtheNNigeriaNfdelNLassaNfeverNoutbreakbNScienceZN2019ZN
gjgZNkhakk 33.3 130

129 TissueaSpecificNκmmunopathologyNinNzatalNwOVκxaembNAmericanlJournalloflRespiratorylandlCriticall
CarelMedicineZN2021ZNfdgZNemfafde 10.2 116

128 κnteractionNofNtheNcoronavirusNnucleoproteinNwithNnucleolarNantigensNandNtheNhostNcellbNJournallofl
VirologyZN2002ZNkjZNifggaid 6.6 110

127
MassNspectroscopicNcharacterizationNofNtheNcoronavirusNinfectiousNbronchitisNvirusNnucleoproteinN
andNelucidationNofNtheNroleNofNphosphorylationNinNRNuNbindingNbyNusingNsurfaceNplasmonNresonancebN
JournalloflVirologyZN2005ZNkmZNeejhakm

6.6 97

126 wellNcycleNperturbationsNinducedNbyNinfectionNwithNtheNcoronavirusNinfectiousNbronchitisNvirusNandN
theirNeffectNonNvirusNreplicationbNJournalloflVirologyZN2006ZNldZNhehkaij 6.6 93

125 xoseadependentNresponseNtoNinfectionNwithNSuRSawoVafNinNtheNferretNmodelNandNevidenceNofN
protectiveNimmunitybNNaturelCommunicationsZN2021ZNefZNle 17.4 84
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124 κnflammatoryNprofilesNacrossNtheNspectrumNofNdiseaseNrevealNaNdistinctNroleNforNGMawSzNinNsevereN
wOVκxaembNSciencelImmunologyZN2021ZNjZN 28 82

123 TranscriptomicNsignaturesNdifferentiateNsurvivalNfromNfatalNoutcomesNinNhumansNinfectedNwithNybolaN
virusbNGenomelBiologyZN2017ZNelZNh 18.3 81

122 StructureZNfunctionZNandNevolutionNofNtheNwrimeanawongoNhemorrhagicNfeverNvirusNnucleocapsidN
proteinbNJournalloflVirologyZN2012ZNljZNedmehafg 6.6 80

121 QuantitativeNproteomicNanalysisNofNuihmNcellsNinfectedNwithNhumanNrespiratoryNsyncytialNvirusbN
MolecularlandlCellularlProteomicsZN2010ZNmZNfhglaim 7.6 79

120 NucleolarNNza˛”vcReluNmediatesNapoptosisNbyNcausingNcytoplasmicNrelocalizationNofNnucleophosminbN
CelllDeathlandlDifferentiationZN2011ZNelZNellmamdg 12.7 72

119
QuantitativeNproteomicsNusingNstableNisotopeNlabelingNwithNaminoNacidsNinNcellNcultureNrevealsN
changesNinNtheNcytoplasmicZNnuclearZNandNnucleolarNproteomesNinNVeroNcellsNinfectedNwithNtheN
coronavirusNinfectiousNbronchitisNvirusbNMolecularlandlCellularlProteomicsZN2010ZNmZNemfdagj

7.6 70

118 TheNinteractionNofNanimalNcytoplasmicNRNuNvirusesNwithNtheNnucleusNtoNfacilitateNreplicationbNVirusl
ResearchZN2003ZNmiZNegaff 6.4 70

117 QuantitativeNproteomicsNusingNSκLuwNcoupledNtoNLwaMScMSNrevealsNchangesNinNtheNnucleolarN
proteomeNinNinfluenzaNuNvirusainfectedNcellsbNJournalloflProteomelResearchZN2010ZNmZNiggiahi 5.6 69

116 ylucidationNofNtheNybolaNvirusNVPfhNcellularNinteractomeNandNdisruptionNofNvirusNbiologyNthroughN
targetedNinhibitionNofNhostacellNproteinNfunctionbNJournalloflProteomelResearchZN2014ZNegZNiefdagi 5.6 65

115 SubcellularNlocalizationNofNtheNsevereNacuteNrespiratoryNsyndromeNcoronavirusNnucleocapsidNproteinbN
JournalloflGenerallVirologyZN2005ZNljZNggdgagged 4.9 65

114 MicroRNuNmiRafhagpNpromotesNporcineNreproductiveNandNrespiratoryNsyndromeNvirusNreplicationN
throughNsuppressionNofNhemeNoxygenaseaeNexpressionbNJournalloflVirologyZN2015ZNlmZNhhmhaidg 6.6 63

113 SuRSawoVafNoneNyearNonnNevidenceNforNongoingNviralNadaptationbNJournalloflGenerallVirologyZN2021ZN
edfZN 4.9 63

112 TheNcellularNinteractomeNofNtheNcoronavirusNinfectiousNbronchitisNvirusNnucleocapsidNproteinNandN
functionalNimplicationsNforNvirusNbiologybNJournalloflVirologyZN2013ZNlkZNmhljaidd 6.6 59

111
ussessmentNofNmetagenomicNNanoporeNandNκlluminaNsequencingNforNrecoveringNwholeNgenomeN
sequencesNofNchikungunyaNandNdengueNvirusesNdirectlyNfromNclinicalNsamplesbNEurosurveillanceZN2018ZN
fgZN

19.8 59

110 LithiumNchlorideNinhibitsNtheNcoronavirusNinfectiousNbronchitisNvirusNinNcellNculturebNAvianlPathologyZN
2007ZNgjZNedmaeh 2.4 58

109 womparisonNofNrhesusNandNcynomolgusNmacaquesNasNanNinfectionNmodelNforNwOVκxaembNNaturel
CommunicationsZN2021ZNefZNefjd 17.4 55

108 MYβmNisNanNyssentialNzactorNforNPorcineNReproductiveNandNRespiratoryNSyndromeNVirusNκnfectionbN
ScientificlReportsZN2016ZNjZNfiefd 4.9 53

107
wrystalNstructureNofNtheNessentialNtranscriptionNantiterminatorNMfaeNproteinNofNhumanNrespiratoryN
syncytialNvirusNandNimplicationsNofNitsNphosphorylationbNProceedingsloflthelNationallAcademylofl
SciencesloflthelUnitedlStatesloflAmericaZN2014ZNeeeZNeildai

11.5 53

(2014-2021)
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106 TheNinteractomeNofNtheNhumanNrespiratoryNsyncytialNvirusNNSeNproteinNhighlightsNmultipleNeffectsNonN
hostNcellNbiologybNJournalloflVirologyZN2012ZNljZNkkkkalm 6.6 53

105 TheNasymmetricNstructureNofNanNicosahedralNvirusNboundNtoNitsNreceptorNsuggestsNaNmechanismNforN
genomeNreleasebNStructureZN2013ZNfeZNeffiagh 5.2 51

104 NucleolarNproteomicsNandNviralNinfectionbNProteomicsZN2010ZNedZNhdkkalj 4.8 51

103 UsingNSκLuwNandNquantitativeNproteomicsNtoNinvestigateNtheNinteractionsNbetweenNviralNandNhostN
proteomesbNProteomicsZN2012ZNefZNjjjakf 4.8 50

102
κnteractomeNanalysisNofNtheNhumanNrespiratoryNsyncytialNvirusNRNuNpolymeraseNcomplexNidentifiesN
proteinNchaperonesNasNimportantNcofactorsNthatNpromoteNLaproteinNstabilityNandNRNuNsynthesisbN
JournalloflVirologyZN2015ZNlmZNmekagd

6.6 48

101 whangesNinNnucleolarNmorphologyNandNproteinsNduringNinfectionNwithNtheNcoronavirusNinfectiousN
bronchitisNvirusbNCellularlMicrobiologyZN2006ZNlZNeehkaik 3.9 47

100 NucleocapsidNproteinNstructuresNfromNorthobunyavirusesNrevealNinsightNintoNribonucleoproteinN
architectureNandNRNuNpolymerizationbNNucleiclAcidslResearchZN2013ZNheZNimefafj 20.1 46

99 xirectNvisualizationNofNtheNsmallNhydrophobicNproteinNofNhumanNrespiratoryNsyncytialNvirusNrevealsN
theNstructuralNbasisNforNmembraneNpermeabilitybNFEBSlLettersZN2010ZNilhZNfkljamd 3.8 45

98 xelineationNandNmodellingNofNaNnucleolarNretentionNsignalNinNtheNcoronavirusNnucleocapsidNproteinbN
TrafficZN2006ZNkZNlggahl 5.7 45

97 wellNcycleNdependentNnucleolarNlocalizationNofNtheNcoronavirusNnucleocapsidNproteinbNCelllCycleZN2007
ZNjZNljgak 4.7 44

96 βemeNoxygenaseaeNactsNasNanNantiviralNfactorNforNporcineNreproductiveNandNrespiratoryNsyndromeN
virusNinfectionNandNoveraexpressionNinhibitsNvirusNreplicationNinNvitrobNAntivirallResearchZN2014ZNeedZNjdam 10.8 42

95 QuantitativeNproteomicNanalysisNofNuihmNcellsNinfectedNwithNhumanNrespiratoryNsyncytialNvirusN
subgroupNvNusingNSκLuwNcoupledNtoNLwaMScMSbNProteomicsZN2010ZNedZNhgfdagh 4.8 42

94 yvaluationNofNaNnucleoproteinabasedNenzymealinkedNimmunosorbentNassayNforNtheNdetectionNofN
antibodiesNagainstNinfectiousNbronchitisNvirusbNAvianlPathologyZN2003ZNgfZNiemafj 2.4 40

93
uNquantitativeNproteomicNanalysisNofNlungNepithelialNVuihmWNcellsNinfectedNwithNfddmNpandemicN
influenzaNuNvirusNusingNstableNisotopeNlabellingNwithNaminoNacidsNinNcellNculturebNProteomicsZN2012ZN
efZNehgeaj

4.8 36

92 PorcineNReproductiveNandNRespiratoryNSyndromeNVirusNNucleocapsidNProteinNκnteractsNwithNNspmN
andNwellularNxβXmNToNRegulateNViralNRNuNSynthesisbNJournalloflVirologyZN2016ZNmdZNiglhaigml 6.6 35

91 ylucidatingNvariationsNinNtheNnucleotideNsequenceNofNybolaNvirusNassociatedNwithNincreasingN
pathogenicitybNGenomelBiologyZN2014ZNeiZNihd 18.3 35

90 wharacterisationNofNtheNRNuNbindingNpropertiesNofNtheNcoronavirusNinfectiousNbronchitisNvirusN
nucleocapsidNproteinNaminoaterminalNregionbNFEBSlLettersZN2006ZNildZNimmgal 3.8 35

89 QuantificationNofNindividualNsubgenomicNmRNuNspeciesNduringNreplicationNofNtheNcoronavirusN
transmissibleNgastroenteritisNvirusbNViruslResearchZN1995ZNgjZNeemagd 6.4 34
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88
wharacterisationNofNtheNtranscriptomeNandNproteomeNofNSuRSawoVafNusingNdirectNRNuNsequencingN
andNtandemNmassNspectrometryNrevealsNevidenceNforNaNcellNpassageNinducedNinaframeNdeletionNinNtheN
spikeNglycoproteinNthatNremovesNtheNfurinalikeNcleavageNsite

33

87
unNinteractomeNmapNofNtheNnucleocapsidNproteinNfromNaNhighlyNpathogenicNNorthNumericanNporcineN
reproductiveNandNrespiratoryNsyndromeNvirusNstrainNgeneratedNusingNSκLuwabasedNquantitativeN
proteomicsbNProteomicsZN2012ZNefZNedeiafg

4.8 32

86 RoleNofNphosphorylationNclustersNinNtheNbiologyNofNtheNcoronavirusNinfectiousNbronchitisNvirusN
nucleocapsidNproteinbNVirologyZN2008ZNgkdZNgkgale 3.6 32

85 ylucidationNofNtheNwellularNκnteractomeNofNybolaNVirusNNucleoproteinNandNκdentificationNofN
TherapeuticNTargetsbNJournalloflProteomelResearchZN2016ZNeiZNhfmdahgdg 5.6 31

84 TheNcellNcycleNandNvirusNinfectionbNMethodslinlMolecularlBiologyZN2005ZNfmjZNemkafel 1.4 31

83 SuRSawoVafNOmicronavbebebifmNVariantNleadsNtoNlessNsevereNdiseaseNthanNPangoNvNandNxeltaNvariantsN
strainsNinNaNmouseNmodelNofNsevereNwOVκxaem 31

82 untiviralNScreeningNofNMultipleNwompoundsNagainstNybolaNVirusbNVirusesZN2016ZNlZN 6.2 31

81 κmmunopathogenesisNandNVirusaβostNκnteractionsNofNynterovirusNkeNinNPatientsNwithNβandZNzootNandN
MouthNxiseasebNFrontierslinlMicrobiologyZN2017ZNlZNffhm 5.7 30

80 PKaeiNcellsNtransfectedNwithNporcineNwxejgNbyNPiggyvacNtransposonNsystemNareNsusceptibleNtoN
porcineNreproductiveNandNrespiratoryNsyndromeNvirusbNJournalloflVirologicallMethodsZN2013ZNemgZNglgamd 2.6 29

79 ViralNnucleolarNlocalisationNsignalsNdetermineNdynamicNtraffickingNwithinNtheNnucleolusbNVirologyZN
2008ZNgldZNemeafdf 3.6 29

78 ylucidationNofNtheNavianNnucleolarNproteomeNbyNquantitativeNproteomicsNusingNSκLuwNandNchangesNinN
cellsNinfectedNwithNtheNcoronavirusNinfectiousNbronchitisNvirusbNProteomicsZN2010ZNedZNgiilajf 4.8 28

77 NucleolinNisNregulatedNbothNatNtheNlevelNofNtranscriptionNandNtranslationbNBiochemicallandlBiophysicall
ResearchlCommunicationsZN2005ZNggfZNlekaff 3.4 28

76
βeatNShockNProteinNkdNzamilyNMembersNκnteractNwithNwrimeanawongoNβemorrhagicNzeverNVirusNandN
βazaraNVirusNNucleocapsidNProteinsNandNPerformNaNzunctionalNRoleNinNtheNNairovirusNReplicationN
wyclebNJournalloflVirologyZN2016ZNmdZNmgdiaej

6.6 27

75
xeepNSequencingNofNRNuNfromNvloodNandNOralNSwabNSamplesNRevealsNtheNPresenceNofNNucleicNucidN
fromNaNNumberNofNPathogensNinNPatientsNwithNucuteNybolaNVirusNxiseaseNandNκsNwonsistentNwithN
vacterialNTranslocationNacrossNtheNGutbNMSphereZN2017ZNfZN

5 26

74 wharacterizationNofNtheNinteractionNbetweenNhumanNrespiratoryNsyncytialNvirusNandNtheNcellNcycleNinN
continuousNcellNcultureNandNprimaryNhumanNairwayNepithelialNcellsbNJournalloflVirologyZN2011ZNliZNedgddam 6.6 25

73 umpliconNbasedNMinκONNsequencingNofNSuRSawoVafNandNmetagenomicNcharacterisationNofN
nasopharyngealNswabsNfromNpatientsNwithNwOVκxaem 24

72
umpliconavasedNxetectionNandNSequencingNofNSuRSawoVafNinNNasopharyngealNSwabsNfromNPatientsN
WithNwOVκxaemNandNκdentificationNofNxeletionsNinNtheNViralNGenomeNThatNyncodeNProteinsNκnvolvedN
inNκnterferonNuntagonismbNVirusesZN2020ZNefZN

6.2 23

71 ZikaNVirusNκnfectionNPreferentiallyNwounterbalancesNβumanNPeripheralNMonocyteNandcorNNKNwellN
uctivitybNMSphereZN2018ZNgZN 5 22

(2018-)
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70 βumanNrespiratoryNsyncytialNvirusNnonastructuralNproteinNNSeNmodifiesNmiRafhNexpressionNviaN
transformingNgrowthNfactora˛†bNJournalloflGenerallVirologyZN2015ZNmjZNgekmageme 4.9 22

69 xeepNsplicingNplasticityNofNtheNhumanNadenovirusNtypeNiNtranscriptomeNdrivesNvirusNevolutionbN
CommunicationslBiologyZN2020ZNgZNefh 6.7 21

68 TheNcrystalNstructureNofNtheNβazaraNvirusNnucleocapsidNproteinbNBMClStructurallBiologyZN2015ZNeiZNfh 2.7 21

67
ResolutionNofNtheNcellularNproteomeNofNtheNnucleocapsidNproteinNfromNaNhighlyNpathogenicNisolateNofN
porcineNreproductiveNandNrespiratoryNsyndromeNvirusNidentifiesNPuRPaeNasNaNcellularNtargetNwhoseN
interactionNisNcriticalNforNvirusNbiologybNVeterinarylMicrobiologyZN2015ZNekjZNedmaem

3.3 21

66 κnvestigatingNtheNκnfluenceNofNRibavirinNonNβumanNRespiratoryNSyncytialNVirusNRNuNSynthesisNbyN
UsingNaNβighaResolutionNTranscriptomeNSequencingNupproachbNJournalloflVirologyZN2016ZNmdZNhlkjahlll 6.6 21

65
uNmodelNforNtheNdynamicNnuclearcnucleolarccytoplasmicNtraffickingNofNtheNporcineNreproductiveNandN
respiratoryNsyndromeNvirusNVPRRSVWNnucleocapsidNproteinNbasedNonNliveNcellNimagingbNVirologyZN2008ZN
gklZNghahk

3.6 19

64 wharacterizationNofNtheNnuclearNexportNsignalNinNtheNcoronavirusNinfectiousNbronchitisNvirusN
nucleocapsidNproteinbNJournalloflVirologyZN2007ZNleZNhfmlagdh 6.6 19

63 κnfluenzaNuNVirusNwhallengeNModelsNinNwynomolgusNMacaquesNUsingNtheNuuthenticNκnhaledNuerosolN
andNκntraaNasalNRoutesNofNκnfectionbNPLoSlONEZN2016ZNeeZNedeikllk 3.7 19

62
GlycoproteinNiNofNporcineNreproductiveNandNrespiratoryNsyndromeNvirusNstrainNSxejNinhibitsNviralN
replicationNandNcausesNGfcMNcellNcycleNarrestZNbutNdoesNnotNinduceNcellularNapoptosisNinNMarcaehiN
cellsbNVirologyZN2015ZNhlhZNegjaehi

3.6 18

61 zactorsNaffectingNdeNnovoNRNuNsynthesisNandNbackaprimingNbyNtheNrespiratoryNsyncytialNvirusN
polymerasebNVirologyZN2014ZNhjfahjgZNgelafk 3.6 18

60 TraffickingNmotifsNinNtheNSuRSacoronavirusNnucleocapsidNproteinbNBiochemicallandlBiophysicall
ResearchlCommunicationsZN2007ZNgilZNedeiafd 3.4 18

59 RabbitNhepatitisNyNvirusNisNanNopportunisticNpathogenNinNspecificapathogenafreeNrabbitsNwithNtheN
capabilityNofNcrossaspeciesNtransmissionbNVeterinarylMicrobiologyZN2017ZNfdeZNkfakk 3.3 17

58 uNcomparisonNofNhostNgeneNexpressionNsignaturesNassociatedNwithNinfectionNinNvitroNbyNtheNMakonaN
andNycranNVMayingaWNvariantsNofNybolaNvirusbNScientificlReportsZN2017ZNkZNhgehh 4.9 16

57 βemeNoxygenaseaeNmetaboliteNbiliverdinZNnotNironZNinhibitsNporcineNreproductiveNandNrespiratoryN
syndromeNvirusNreplicationbNFreelRadicallBiologylandlMedicineZN2017ZNedfZNehmaeje 7.8 16

56 woronavirusesNinNanimalsNandNhumansbNBMJylTheZN2020ZNgjlZNmjgh 5.9 15

55 RecombinantNviralNproteinsNforNuseNinNdiagnosticNyLκSusNtoNdetectNvirusNinfectionbNVaccineZN2007ZNfiZNijigam4.1 15

54
RecombinantNMYβmNproteinNwaterminalNdomainNblocksNporcineNreproductiveNandNrespiratoryN
syndromeNvirusNinternalizationNbyNdirectNinteractionNwithNviralNglycoproteinNibNAntivirallResearchZN
2018ZNeijZNedafd

10.8 14

53
ProteomicNanalysisNofNmitochondriaNinNrespiratoryNepithelialNcellsNinfectedNwithNhumanNrespiratoryN
syncytialNvirusNandNfunctionalNimplicationsNforNvirusNandNcellNbiologybNJournalloflPharmacylandl
PharmacologyZN2015ZNjkZNgddael

4.8 14
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52 wharacterisationNofNcyclinNxeNdownaregulationNinNcoronavirusNinfectedNcellsbNFEBSlLettersZN2007ZNileZNefkialj3.8 14

51
xeterminationNofNtheNinteractomeNofNnonastructuralNproteinefNfromNhighlyNpathogenicNporcineN
reproductiveNandNrespiratoryNsyndromeNvirusNwithNhostNcellularNproteinsNusingNhighNthroughputN
proteomicsNandNidentificationNofNβSPkdNasNaNcellularNfactorNforNvirusNreplicationbNJournallofl
ProteomicsZN2016ZNehjZNilajm

3.9 13

50 TawellNReceptorNxiversityNandNtheNwontrolNofNTawellNβomeostasisNMarkNybolaNVirusNxiseaseNSurvivalN
inNβumansbNJournalloflInfectiouslDiseasesZN2018ZNfelZNSidlaSiel 7 13

49 LongitudinalNantibodyNandNTNcellNresponsesNinNybolaNvirusNdiseaseNsurvivorsNandNcontactsnNanN
observationalNcohortNstudybNLancetlInfectiouslDiseasesylTheZN2021ZNfeZNidkaiej 25.5 13

48
wharacterizationNofNtheNκnteractomeNofNtheNPorcineNReproductiveNandNRespiratoryNSyndromeNVirusN
NonstructuralNProteinNfNRevealsNtheNβyperNVariableNRegionNasNaNvindingNPlatformNforNussociationN
withNehagagNProteinsbNJournalloflProteomelResearchZN2016ZNeiZNegllahde

5.6 12

47 VariationNaroundNtheNdominantNviralNgenomeNsequenceNcontributesNtoNviralNloadNandNoutcomeNinN
patientsNwithNybolaNvirusNdiseasebNGenomelBiologyZN2020ZNfeZNfgl 18.3 12

46
PorcineNreproductiveNandNrespiratoryNsyndromeNvirusNinhibitsNMuRwaehiNproliferationNviaNinducingN
apoptosisNandNGfcMNarrestNbyNactivationNofNwhkcwdcfiwNandNpigcpfeNpathwaybNVirologylJournalZN
2018ZNeiZNejm

6.1 12

45
viophysicalNcharacterisationNofNtheNnucleocapsidNproteinNfromNaNhighlyNpathogenicNporcineN
reproductiveNandNrespiratoryNsyndromeNvirusNstrainbNBiochemicallandlBiophysicallResearchl
CommunicationsZN2012ZNhemZNegkahe

3.4 11

44 ProductionNofNanNinfectiousNβerpesvirusNsaimiriabasedNepisomallyNmaintainedNampliconNsystembN
JournalloflBiotechnologyZN2008ZNeghZNflkamj 3.7 11

43 yxperimentalNinfectionNofNrabbitNwithNswineaderivedNhepatitisNyNvirusNgenotypeNhbNVeterinaryl
MicrobiologyZN2019ZNffmZNejlaeki 3.3 11

42 κmmunologicalNobservationsNandNtranscriptomicNanalysisNofNtrimesteraspecificNfullatermNplacentasN
fromNthreeNZikaNvirusainfectedNwomenbNClinicallandlTranslationallImmunologyZN2019ZNlZNededlf 6.8 10

41 MutationsNthatNadaptNSuRSawoVafNtoNminkNorNferretNdoNnotNincreaseNfitnessNinNtheNhumanNairwaybbN
CelllReportsZN2022ZNeedghh 10.6 10

40 SingleadoseNimmunisationNwithNaNmultimerisedNSuRSawoVafNreceptorNbindingNdomainNVRvxWNinducesN
anNenhancedNandNprotectiveNresponseNinNmicebNFEBSlLettersZN2021ZNimiZNfgfgafghd 3.8 10

39
TheNSecretomeNProfilingNofNaNPediatricNuirwayNypitheliumNκnfectedNwithNhRSVNκdentifiedNuberrantN
upicalcvasolateralNTraffickingNandNNovelNκmmuneNModulatingNVwXwLjZNwXwLejZNwSzgWNandNuntiviralN
VwyuwuMeWNProteinsbNMolecularlandlCellularlProteomicsZN2020ZNemZNkmgaldk

7.6 9

38 untiaidiotypicNantibodiesNreduceNefficacyNofNtheNattenuatedNvaccineNagainstNhighlyNpathogenicN
PRRSVNchallengebNBMClVeterinarylResearchZN2014ZNedZNgm 2.7 9

37 wharacterizationNofNantigenicNdomainsNandNepitopesNinNtheNORzgNproteinNofNaNwhineseNisolateNofN
avianNhepatitisNyNvirusbNVeterinarylMicrobiologyZN2013ZNejkZNfhfam 3.3 9

36 wrossaspeciesNinfectionNofNmiceNbyNrabbitNhepatitisNyNvirusbNVeterinarylMicrobiologyZN2018ZNffiZNhlaif 3.3 9

35
xirectNκnteractionNvetweenNwxejgNNaTerminalNxomainNandNMYβmNwaTerminalNxomainNwontributesN
toNPorcineNReproductiveNandNRespiratoryNSyndromeNVirusNκnternalizationNbyNPermissiveNwellsbN
FrontierslinlMicrobiologyZN2019ZNedZNelei

5.7 8

(2019-2007)
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34 wharacterizationNofNThreeNNovelNLinearNNeutralizingNvawellNypitopesNinNtheNwapsidNProteinNofNSwineN
βepatitisNyNVirusbNJournalloflVirologyZN2018ZNmfZN 6.6 8

33 TRyMaeNactivationNisNaNpotentialNkeyNregulatorNinNdrivingNsevereNpathogenesisNofNenterovirusNukeN
infectionbNScientificlReportsZN2020ZNedZNgled 4.9 7

32 GPiNexpressionNinNMarcaehiNcellsNinhibitsNporcineNreproductiveNandNrespiratoryNsyndromeNvirusN
infectionNbyNinducingNbetaNinterferonNactivitybNVeterinarylMicrobiologyZN2014ZNekhZNhdmahel 3.3 7
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