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Transcriptome Analysis of Salt-Sensitive and Tolerant Genotypes Reveals Salt-Tolerance Metabolic
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The physiological and metabolic changes in sugar beet seedlings under different levels of salt stress. 0.4 66
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Transcriptome and Cell Physiological Analyses in Different Rice Cultivars Provide New Insights Into
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Genetic transformation of the sugar beet plastome. Transgenic Research, 2009, 18, 17-30.
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Genotype by environment interaction components underlying variations in root, sugar and white
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Morpho-physiological responses of sugar beet (Beta vulgaris L.) genotypes to drought stress. Acta
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Effect of living cells of microalgae or their extracts on soil enzyme activities. Archives of Agronomy
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Identification and Validation of a SNP Marker Linked to the Gene HsBvm-1 for Nematode Resistance in
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Innovative Approaches to Evaluate Sugar Beet Responses to Changes in Sulfate Availability. Frontiers

in Plant Science, 2018, 9, 14. 3.6 29
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Effect of Microalgal Extracts from Chlorella vulgaris and Scenedesmus quadricauda on Germination a5 2
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Application of anaerobic dynamic membrane bioreactor (AnDMBR) for the successful enrichment of
Anammox bacteria using mixed anaerobic and aerobic seed sludge. Bioresource Technology, 2018, 266,
532-540.
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Effects of different concentrations of glyphosate (Roundup 360A®) on earthworms (Octodrilus) Tj ETQq1 1 0.784314 rgBT [OverlocK
4.3 21
Italy. Applied Soil Ecology, 2018, 123, 802-808.

Molecular and Morphological Changes Induced by Leonardite-based Biostimulant in Beta vulgaris L.. 35 20
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Germination Data Analysis by Time-to-Event Approaches. Plants, 2020, 9, 617.

Foliar Spray Application of Chlorella vulgaris Extract: Effect on the Growth of Lettuce Seedlings. 3.0 16
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High-Throughput RAD-SNP Genotyping for Characterization of Sugar Beet Genotypes. Plant Molecular
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H202 Signature and Innate Antioxidative Profile Make the Difference Between Sensitivity and
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MorEho~biometric and biochemical responses in lettuce seedlings treated by different application
methods of Chlorella vulgaris extract: foliar spray or root drench?. Journal of Applied Phycology, 2.8 13
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The sea beet (Beta vulgaris L. ssp.maritima) of the adriatic coast as source of resistance for sugar beet.
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Identification and validation of SNP markers linked to seed toxicity in Jatropha curcas L. Scientific 3.3 1
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Novel Effects of Leonardite-Based Applications on Sugar Beet. Frontiers in Plant Science, 2021, 12,
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Dynamics of soil prokaryotes catalyzing nitrification and denitrification in response to different
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Rapid peat accumulation favours the occurrence of both fen and bog microbial communities within a
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