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j Paper IF Citations

147 MicrobiomeKandKmetabolomeKfeaturesKofKtheKcardiometabolicKdiseaseKspectrumYYKNaturegMedicineWK
2022WK 50.5 4

146 vietKdependentKimpactKofKbenzoateKonKdiabetesKandKobesityKinKmiceYYKBiochimieWK2021WKckfWKegXeg 4.6 0

145 zumanKandKpreclinicalKstudiesKofKtheKhostXgutKmicrobiomeKcoXmetaboliteKhippurateKasKaKmarkerKandK
mediatorKofKmetabolicKhealthYKGutWK2021WKibWKdcbgXdccf 19.2 13

144 vominantKgutKPrevotellaKcopriKinKgastrectomisedKnonXobeseKdiabeticKyotoXKakizakiKratsKimprovesK
glucoseKhomeostasisKthroughKenhancedKxXRKsignallingYKDiabetologiaWK2020WKheWKcddeXcdeg 10.3 17

143 TheKNaturalKMetaboliteKfXuresolKβmprovesKylucoseKzomeostasisKandKwnhancesK˛†XuellKxunctionYKCellg
ReportsWK2020WKebWKdebhXdedbYeg 10.6 18

142 PlasmaKandKurineKmetabolomicKanalysesKinKaorticKvalveKstenosisKrevealKsharedKandKbiofluidXspecificK
changesKinKmetaboliteKlevelsYKPLoSgONEWK2020WKcgWKebdfdbck 3.7 3

141 PlasmaKandKurineKmetabolomicKanalysesKinKaorticKvalveKstenosisKrevealKsharedKandKbiofluidXspecificK
changesKinKmetaboliteKlevelsK2020WKcgWKebdfdbck

140 PlasmaKandKurineKmetabolomicKanalysesKinKaorticKvalveKstenosisKrevealKsharedKandKbiofluidXspecificK
changesKinKmetaboliteKlevelsK2020WKcgWKebdfdbck

139 PlasmaKandKurineKmetabolomicKanalysesKinKaorticKvalveKstenosisKrevealKsharedKandKbiofluidXspecificK
changesKinKmetaboliteKlevelsK2020WKcgWKebdfdbck

138 PlasmaKandKurineKmetabolomicKanalysesKinKaorticKvalveKstenosisKrevealKsharedKandKbiofluidXspecificK
changesKinKmetaboliteKlevelsK2020WKcgWKebdfdbck

137 PlasmaKandKurineKmetabolomicKanalysesKinKaorticKvalveKstenosisKrevealKsharedKandKbiofluidXspecificK
changesKinKmetaboliteKlevelsK2020WKcgWKebdfdbck

136 PlasmaKandKurineKmetabolomicKanalysesKinKaorticKvalveKstenosisKrevealKsharedKandKbiofluidXspecificK
changesKinKmetaboliteKlevelsK2020WKcgWKebdfdbck

135 uonservedKpropertiesKofKgeneticKarchitectureKofKrenalKandKfatKtranscriptomesKinKratKmodelsKofK
insulinKresistanceYKDMMgDiseasegModelsgandgMechanismsWK2019WKcdWK 4.1 2

134 SystemsKyeneticsKofKzepaticKMetabolomeKRevealsKOctopamineKasKaKTargetKforKNonXslcoholicKxattyK
LiverKviseaseKTreatmentYKScientificgReportsWK2019WKkWKehgh 4.9 9

133 UntargetedKMassKSpectrometryKLipidomicsKidentifiesKcorrelationKbetweenKserumKsphingomyelinsK
andKplasmaKcholesterolYKLipidsgingHealthgandgDiseaseWK2019WKcjWKej 4.4 12

132 sssociationKofKtheKPzsuTRcawvNcKyeneticKLocusKWithKSpontaneousKuoronaryKsrteryKvissectionYK
JournalgofgthegAmericangCollegegofgCardiologyWK2019WKieWKgjXhh 15.1 86

131 pJRwSKtinningKslgorithmKSJtsTlKaKnewKmethodKtoKfacilitateKtheKrecoveryKofKmetabolicKinformationK
fromKpJRwSKczKNMRKspectraYKBioinformaticsWK2019WKegWKckchXckdd 7.2 6
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130 MWsSToolslKanKRabioconductorKpackageKforKmetabolomeXwideKassociationKstudiesYKBioinformaticsWK
2018WKefWKjkbXjkd 7.2 13

129 MetabolicKretroconversionKofKtrimethylamineKNXoxideKandKtheKgutKmicrobiotaYKMicrobiomeWK2018WKhWKie 16.6 82

128 MolecularKgeneticsKofKtheKtranscriptionKfactorKyLβSeKidentifiesKitsKdualKfunctionKinKbetaKcellsKandK
neuronsYKGenomicsWK2018WKccbWKkjXccc 4.3 12

127 βntegrationKofKtheKhumanKexposomeKwithKtheKhumanKgenomeKtoKadvanceKmedicineYKBiochimieWK2018WK
cgdWKcggXcgj 4.6 25

126 βmplicationKofKgutKmicrobiotaKmetabolitesKinKcardiovascularKandKmetabolicKdiseasesYKCellulargandg
MoleculargLifegSciencesWK2018WKigWKekiiXekkb 10.3 84

125 tiologicalKrolesKofKmicroRNssKinKtheKcontrolKofKinsulinKsecretionKandKactionYKPhysiologicalgGenomicsWK
2017WKfkWKcXcb 3.6 21

124 LossKofKuardioprotectiveKwffectsKatKtheKLocusKasKaKResultKofKyeneXSmokingKβnteractionsYKCirculationWK
2017WKcegWKdeehXdege 16.7 36

123 yenomicKregulationKofKtypeKdKdiabetesKendophenotypeslKuontributionKfromKgeneticKstudiesKinKtheK
yotoXKakizakiKratYKBiochimieWK2017WKcfeWKghXhg 4.6 7

122 JXResolvedKzKNMRKcvXProjectionsKforKLargeXScaleKMetabolicKPhenotypingKStudieslKspplicationKtoK
tloodKPlasmaKsnalysisYKAnalyticalgChemistryWK2017WKjkWKccfbgXccfcd 7.8 13

121 MicrobialXzostKuoXmetabolitesKsreKProdromalKMarkersKPredictingKPhenotypicKzeterogeneityKinK
tehaviorWKObesityWKandKβmpairedKylucoseKToleranceYKCellgReportsWK2017WKdbWKcehXcfj 10.6 57

120 MetaboSignallKaKnetworkXbasedKapproachKforKtopologicalKanalysisKofKmetabotypeKregulationKviaK
metabolicKandKsignalingKpathwaysYKBioinformaticsWK2017WKeeWKiieXiig 7.2 9

119 TranscriptomeKProfilingKinKRatKβnbredKStrainsKandKwxperimentalKurossKRevealsKviscrepantKyeneticK
srchitectureKofKyenomeXWideKyeneKwxpressionYKG3:gGenesugGenomesugGeneticsWK2016WKhWKehicXehje 3.2 5

118 NoKsssociationKofKuoronaryKsrteryKviseaseKwithKXXuhromosomalKVariantsKinKuomprehensiveK
βnternationalKMetaXsnalysisYKScientificgReportsWK2016WKhWKegdij 4.9 18

117 spplicationKofKquantitativeKmetabolomicsKinKsystemsKgeneticsKinKrodentKmodelsKofKcomplexK
phenotypesYKArchivesgofgBiochemistrygandgBiophysicsWK2016WKgjkWKcgjXhi 4.1 10

116
sKmultiplexedKtargetedKassayKforKhighXthroughputKquantitativeKanalysisKofKserumKmethylaminesKbyK
ultraKperformanceKliquidKchromatographyKcoupledKtoKhighKresolutionKmassKspectrometryYKArchivesg
ofgBiochemistrygandgBiophysicsWK2016WKgkiWKcdXdb

4.1 11

115 TopologicalKanalysisKofKmetabolicKnetworksKintegratingKcoXsegregatingKtranscriptomesKandK
metabolomesKinKtypeKdKdiabeticKratKcongenicKseriesYKGenomegMedicineWK2016WKjWKcbc 14.4 14

114 uaffeineKβmpactKonKMetabolicKSyndromeKuomponentsKβsKModulatedKbyKaKuYPcsdKVariantYKAnnalsgofg
NutritiongandgMetabolismWK2016WKhjWKcXcc 4.5 14

113 TheKSsMKdomainKofKsNKShKhasKdifferentKinteractingKpartnersKandKmutationsKcanKinduceKdifferentK
cysticKphenotypesYKKidneygInternationalWK2015WKjjWKdkkXecb 9.9 11

(2015-2018)
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112 mQTLYNMRlKanKintegratedKsuiteKforKgeneticKmappingKofKquantitativeKvariationsKofKScTzKNMRXbasedK
metabolicKprofilesYKAnalyticalgChemistryWK2015WKjiWKfeiiXjf 7.8 24

111 WholeXgenomeKsequencingKidentifiesKwNcKasKaKdeterminantKofKboneKdensityKandKfractureYKNatureWK
2015WKgdhWKccdXi 50.4 308

110 sKcomprehensiveKcWbbbKyenomesXbasedKgenomeXwideKassociationKmetaXanalysisKofKcoronaryKarteryK
diseaseYKNaturegGeneticsWK2015WKfiWKccdcXcceb 36.3 1290

109 uirculatingKlipidKlevelsKandKriskKofKcoronaryKarteryKdiseaseKinKaKlargeKgroupKofKpatientsKundergoingK
coronaryKangiographyYKJournalgofgThrombosisgandgThrombolysisWK2015WKekWKcgXdd 5.1 10

108 zomologyXdirectedKrepairKinKrodentKzygotesKusingKuaskKandKTsLwNKengineeredKproteinsYKScientificg
ReportsWK2015WKgWKcffcb 4.9 56

107 sNKSeKuoXLocalisesKwithKsNKShKinKMouseKRenalKuiliaKandKβsKsssociatedKwithKVasopressinKSignalingK
andKspoptosisKβnKVivoKinKMiceYKPLoSgONEWK2015WKcbWKebcehijc 3.7 9

106 PlaqueKburdenKinKzβVXinfectedKpatientsKisKassociatedKwithKserumKintestinalKmicrobiotaXgeneratedK
trimethylamineYKAidsWK2015WKdkWKffeXgd 3.5 52

105 sssociationKofKcoronaryKarteryKdiseaseKandKchronicKkidneyKdiseaseKinKLebaneseKpopulationYK
InternationalgJournalgofgClinicalgandgExperimentalgMedicineWK2015WKjWKcgjhhXii 1

104 TdvMKyWsSKinKtheKLebaneseKpopulationKconfirmsKtheKroleKofKTuxiLdKandKuvKsLcKinKdiseaseK
susceptibilityYKScientificgReportsWK2014WKfWKiegc 4.9 22

103 sssociationKofKhypertensionKwithKcoronaryKarteryKdiseaseKonsetKinKtheKLebaneseKpopulationYK
SpringerPlusWK2014WKeWKgee 5

102 ProteaseKinhibitorKcgWKaKcandidateKgeneKforKabdominalKaorticKinternalKelasticKlaminaKrupturesKinKtheK
ratYKPhysiologicalgGenomicsWK2014WKfhWKfcjXdj 3.6 14

101 RegeneratingKcKandKebKgeneKexpressionKinKtheKpancreasKofKtypeKdKdiabeticKyotoXKakizakiKSyKTKratsYK
PLoSgONEWK2014WKkWKekbbfg 3.7 15

100 sdaptiveKexpressionKofKmicroRNsXcdgaKinKadiposeKtissueKinKresponseKtoKobesityKinKmiceKandKmenYK
PLoSgONEWK2014WKkWKekceig 3.7 17

99 yeneticKcontrolKofKdifferentialKacetylationKinKdiabeticKratsYKPLoSgONEWK2014WKkWKekfggg 3.7 4

98 LargeXscaleKassociationKanalysisKidentifiesKnewKriskKlociKforKcoronaryKarteryKdiseaseYKNaturegGeneticsWK
2013WKfgWKdgXee 36.3 1172

97 yenomeKsequencingKrevealsKlociKunderKartificialKselectionKthatKunderlieKdiseaseKphenotypesKinKtheK
laboratoryKratYKCellWK2013WKcgfWKhkcXibe 56.2 127

96 uombinedKsequenceXbasedKandKgeneticKmappingKanalysisKofKcomplexKtraitsKinKoutbredKratsYKNatureg
GeneticsWK2013WKfgWKihiXig 36.3 131

95 yenomeXwideKdiversityKinKtheKlevantKrevealsKrecentKstructuringKbyKcultureYKPLoSgGeneticsWK2013WKkWKecbbeech6 59
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94 NutrigenomicsKofKhighKfatKdietKinducedKobesityKinKmiceKsuggestsKrelationshipsKbetweenK
susceptibilityKtoKfattyKliverKdiseaseKandKtheKproteasomeYKPLoSgONEWK2013WKjWKejdjdg 3.7 32

93 yeneticKandKenvironmentalKinfluencesKonKtotalKplasmaKhomocysteineKandKitsKroleKinKcoronaryKarteryK
diseaseKriskYKAtherosclerosisWK2012WKdddWKcjbXh 3.1 21

92 UntargetedKmetabolomeKquantitativeKtraitKlocusKmappingKassociatesKvariationKinKurineKglycerateKtoK
mutantKglycerateKkinaseYKJournalgofgProteomegResearchWK2012WKccWKhecXfd 5.6 23

91 yenomeXwideKassociationKstudyKinKaKLebaneseKcohortKconfirmsKPzsuTRcKasKaKmajorKdeterminantKofK
coronaryKarteryKstenosisYKPLoSgONEWK2012WKiWKeejhhe 3.7 38

90 MappingKMetabolomicKQuantitativeKTraitKLociKSmQTLTlKsKLinkKtetweenKMetabolomeXWideK
sssociationKStudiesKandKSystemsKtiologyK2012WKdeeXdgf 1

89 troadXrangingKnaturalKmetabotypeKvariationKdrivesKphysiologicalKplasticityKinKhealthyKcontrolKinbredK
ratKstrainsYKJournalgofgProteomegResearchWK2011WKcbWKchigXjk 5.6 17

88 LargeKscaleKassociationKanalysisKidentifiesKthreeKsusceptibilityKlociKforKcoronaryKarteryKdiseaseYKPLoSg
ONEWK2011WKhWKedkfdi 3.7 63

87 ProgressionKofKdietXinducedKdiabetesKinKugitLhJKmiceKinvolvesKfunctionalKdissociationKofKuadSVTK
channelsKfromKsecretoryKvesiclesYKDiabetesWK2010WKgkWKcckdXdbc 0.9 57

86 ylobalKmicroRNsKexpressionKprofilesKinKinsulinKtargetKtissuesKinKaKspontaneousKratKmodelKofKtypeKdK
diabetesYKDiabetologiaWK2010WKgeWKcbkkXcbk 10.3 227

85 uhromosomalKmappingKofKpancreaticKisletKmorphologicalKfeaturesKandKregulatoryKhormonesKinKtheK
spontaneouslyKdiabeticKSTypeKdTKyotoXKakizakiKratYKMammaliangGenomeWK2010WKdcWKfkkXgbj 3.2 8

84 uomparativeKanalysisKofKmethodsKforKgeneKtranscriptionKprofilingKdataKderivedKfromKdifferentK
microarrayKtechnologiesKinKratKandKmouseKmodelsKofKdiabetesYKBMCgGenomicsWK2009WKcbWKhe 4.5 15

83
xunctionalKannotationsKofKdiabetesKnephropathyKsusceptibilityKlociKthroughKanalysisKofK
genomeXwideKrenalKgeneKexpressionKinKratKmodelsKofKdiabetesKmellitusYKBMCgMedicalgGenomicsWK
2009WKdWKfc

3.7 10

82 MicroRNsXcdgaKisKoverXexpressedKinKinsulinKtargetKtissuesKinKaKspontaneousKratKmodelKofKTypeKdK
viabetesYKBMCgMedicalgGenomicsWK2009WKdWKgf 3.7 96

81 sKresourceKforKtheKsimultaneousKhighXresolutionKmappingKofKmultipleKquantitativeKtraitKlociKinKratslK
theKNβzKheterogeneousKstockYKGenomegResearchWK2009WKckWKcgbXj 9.7 63

80 PancreaticKectopicKfatKisKcharacterizedKbyKadipocyteKinfiltrationKandKalteredKlipidKcompositionYK
ObesityWK2008WKchWKgddXeb 8 132

79 SNPKandKhaplotypeKmappingKforKgeneticKanalysisKinKtheKratYKNaturegGeneticsWK2008WKfbWKghbXh 36.3 150

78 ProgressKandKprospectsKinKratKgeneticslKaKcommunityKviewYKNaturegGeneticsWK2008WKfbWKgchXdd 36.3 234

77 yaTKsubstitutionKinKintronKcKofKtheKUNucetKgeneKisKassociatedKwithKincreasedKriskKofKnephropathyKinK
patientsKwithKtypeKcKdiabetesYKDiabetesWK2008WKgiWKdjfeXgb 0.9 33

(2008-2013)
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76 yenomicKorganizationKandKmutationKscreeningKofKtheKhumanKorthologKofKPkdrcKassociatedKwithK
polycysticKkidneyKdiseaseKinKtheKratYKEuropeangJournalgofgMedicalgGeneticsWK2008WKgcWKedgXec 2.6 1

75 PathophysiologicalWKgeneticKandKgeneKexpressionKfeaturesKofKaKnovelKrodentKmodelKofKtheK
cardioXmetabolicKsyndromeYKPLoSgONEWK2008WKeWKedkhd 3.7 22

74 wuropeanKrationalKapproachKforKtheKgeneticsKofKdiabeticKcomplicationsXXwURsywvβulKpatientK
populationsKandKstrategyYKNephrologygDialysisgTransplantationWK2008WKdeWKchcXj 4.3 27

73 PhylometabonomicKpatternsKofKadaptationKtoKhighKfatKdietKfeedingKinKinbredKmiceYKPLoSgONEWK2008WK
eWKechhj 3.7 83

72 virectKquantitativeKtraitKlocusKmappingKofKmammalianKmetabolicKphenotypesKinKdiabeticKandK
normoglycemicKratKmodelsYKNaturegGeneticsWK2007WKekWKhhhXid 36.3 132

71 SubtleKmetabolicKandKliverKgeneKtranscriptionalKchangesKunderlieKdietXinducedKfattyKliverK
susceptibilityKinKinsulinXresistantKmiceYKDiabetologiaWK2007WKgbWKcjhiXcjik 10.3 94

70
srylKhydrocarbonKreceptorKnuclearKtranslocatorXlikeKStMsLcTKisKassociatedKwithKsusceptibilityKtoK
hypertensionKandKtypeKdKdiabetesYKProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedg
StatesgofgAmericaWK2007WKcbfWKcffcdXi

11.5 284

69
sssociationKbetweenKangiotensinXconvertingKenzymeKgeneKpolymorphismsKandKdiabeticK
nephropathylKcaseXcontrolWKhaplotypeWKandKfamilyXbasedKstudyKinKthreeKwuropeanKpopulationsYK
JournalgofgthegAmericangSocietygofgNephrology:gJASNWK2007WKcjWKcdjfXkc

12.7 57

68 yeneticKassociationKanalysisKofKinositolKpolyphosphateKphosphataseXlikeKcKSβNPPLcWKSzβPdTKvariantsK
withKessentialKhypertensionYKJournalgofgMedicalgGeneticsWK2007WKffWKhbeXg 5.8 13

67 viabetesKquantitativeKtraitKlocusKresearchlKfromKphysiologyKtoKgeneticsKandKbackYKDiabetologiaWK2006
WKfkWKfecXe 10.3 3

66 yeneticKcontrolKofKplasmaKlipidKlevelsKinKaKcrossKderivedKfromKnormoglycaemicKtrownKNorwayKandK
spontaneouslyKdiabeticKyotoXKakizakiKratsYKDiabetologiaWK2006WKfkWKdhikXjj 10.3 15

65
snalysisKofKcfKcandidateKgenesKforKdiabeticKnephropathyKonKchromosomeKeqKinKwuropeanK
populationslKstrongestKevidenceKforKassociationKwithKaKvariantKinKtheKpromoterKregionKofKtheK
adiponectinKgeneYKDiabetesWK2006WKggWKechhXif

0.9 67

64 yeneticKandKenvironmentalKeffectsKonKcomplexKtraitsKinKmiceYKGeneticsWK2006WKcifWKkgkXjf 4 134

63
MetabolicKprofilingKrevealsKaKcontributionKofKgutKmicrobiotaKtoKfattyKliverKphenotypeKinK
insulinXresistantKmiceYKProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofg
AmericaWK2006WKcbeWKcdgccXh

11.5 854

62 ylycomicsKinvestigationKintoKinsulinKactionYKBiochimicagEtgBiophysicagActagvgGeneralgSubjectsWK2006WK
cihbWKhgdXhj 4 12

61 yenomicKorganizationKofKtheKratKulockKgeneKandKsequenceKanalysisKinKinbredKratKstrainsYKGenomicsWK
2006WKjiWKdbjXci 4.3 3

60 yenomeXwideKgeneticKassociationKofKcomplexKtraitsKinKheterogeneousKstockKmiceYKNaturegGeneticsWK
2006WKejWKjikXji 36.3 442

59 sKprotocolKforKhighXthroughputKphenotypingWKsuitableKforKquantitativeKtraitKanalysisKinKmiceYK
MammaliangGenomeWK2006WKciWKcdkXfh 3.2 88
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58 MappingKdiabetesKQTLKinKanKintercrossKderivedKfromKaKcongenicKstrainKofKtheKtrownKNorwayKandK
yotoXKakizakiKratsYKMammaliangGenomeWK2006WKciWKgejXfi 3.2 14

57 StatisticalKtotalKcorrelationKspectroscopylKanKexploratoryKapproachKforKlatentKbiomarkerK
identificationKfromKmetabolicKczKNMRKdataKsetsYKAnalyticalgChemistryWK2005WKiiWKcdjdXk 7.8 729

56 TheKgenesKandKgeneKorganizationKofKtheKLyfkKregionKofKtheKratKnaturalKkillerKcellKgeneKcomplexYK
EuropeangJournalgofgImmunologyWK2005WKegWKdhcXid 6.1 48

55 TheKratKasKaKmodelKphysiologicalKsystemK2005WK 3

54 uharacteristicsKofKtheKaorticKelasticKnetworkKandKrelatedKphenotypesKinKsevenKinbredKratKstrainsYK
AmericangJournalgofgPhysiologygvgHeartgandgCirculatorygPhysiologyWK2005WKdjjWKzihkXii 5.2 29

53 uhromosomalKmappingKofKquantitativeKtraitKlociKcontrollingKelastinKcontentKinKratKaortaYK
HypertensionWK2005WKfgWKfhbXh 8.5 18

52 MissenseKmutationKinKsterileKalphaKmotifKofKnovelKproteinKSamuystinKisKassociatedKwithKpolycysticK
kidneyKdiseaseKinKScyaVTKratYKJournalgofgthegAmericangSocietygofgNephrology:gJASNWK2005WKchWKegciXdh 12.7 69

51 QuantitativeKtraitKlocusKdissectionKinKcongenicKstrainsKofKtheKyotoXKakizakiKratKidentifiesKaKregionK
conservedKwithKdiabetesKlociKinKhumanKchromosomeKcqYKPhysiologicalgGenomicsWK2004WKckWKcXcb 3.6 20

50
StudiesKofKcongenicKlinesKinKtheKtrownKNorwayKratKmodelKofKThdXmediatedKimmunopathologicalK
disordersKshowKthatKtheKaurothiopropanolKsulfonateXinducedKimmunologicalKdisorderKSsiideTKlocusK
onKchromosomeKkKplaysKaKmajorKroleKcomparedKtoKsiiddKonKchromosomeKcbYKJournalgofgImmunologyWK
2004WKcidWKhegfXhc

5.3 12

49
TransformingKgrowthKfactorXbetaKcKproductionKisKcorrelatedKwithKgeneticallyKdeterminedKsuwK
expressionKinKcongenicKratslKaKpossibleKlinkKbetweenKsuwKgenotypeKandKdiabeticKnephropathyYK
DiabetesWK2004WKgeWKccccXj

0.9 14

48 PolymorphismsKinKtypeKββKSzdKdomainXcontainingKinositolKgXphosphataseKSβNPPLcWKSzβPdTKareK
associatedKwithKphysiologicalKabnormalitiesKofKtheKmetabolicKsyndromeYKDiabetesWK2004WKgeWKckbbXf 0.9 72

47 βntegrationKofKtheKratKrecombinationKandKwSTKmapsKinKtheKratKgenomicKsequenceKandKcomparativeK
mappingKanalysisKwithKtheKmouseKgenomeYKGenomegResearchWK2004WKcfWKigjXhg 9.7 22

46 βnitialKstepsKofKinsulinKsignalingKandKglucoseKtransportKareKdefectiveKinKtheKtypeKdKdiabeticKratKheartYK
CardiovasculargResearchWK2004WKhcWKdjjXkh 9.9 100

45 uhromosomalKmappingKofKgeneticKlociKcontrollingKabsenceKepilepsyKphenotypesKinKtheKWsyaRijKratYK
EpilepsiaWK2004WKfgWKkbjXcg 6.4 44

44 PolygenicKcontrolKofKidiopathicKgeneralizedKepilepsyKphenotypesKinKtheKgeneticKabsenceKratsKfromK
StrasbourgKSyswRSTYKEpilepsiaWK2004WKfgWKebcXj 6.4 51

43
wnhancedKinsulinKsecretionKandKcholesterolKmetabolismKinKcongenicKstrainsKofKtheKspontaneouslyK
diabeticKSTypeKdTKyotoKKakizakiKratKareKcontrolledKbyKindependentKgeneticKlociKinKratKchromosomeKjYK
DiabetologiaWK2004WKfiWKcbkhXcbh

10.3 25

42 yenderKdifferencesKinKhypertrophyWKinsulinKresistanceKandKischemicKinjuryKinKtheKagingKtypeKdK
diabeticKratKheartYKJournalgofgMoleculargandgCellulargCardiologyWK2004WKeiWKgfiXgg 5.8 64

41 MarkerXassistedKcongenicKscreeningKSMsuSTlKaKdatabaseKtoolKforKtheKefficientKproductionKandK
characterizationKofKcongenicKlinesYKMammaliangGenomeWK2003WKcfWKegbXh 3.2 23

(2003-2006)
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40 yeneticsKandKfunctionalKgenomicsKofKtypeKdKdiabetesKmellitusYKGenomegBiologyWK2003WKfWKdfc 18.3 6

39 ThymectomyKandKradiationXinducedKtypeKcKdiabetesKinKnonlymphopenicKttKratsYKDiabetesWK2002WKgcWKdkigXjc0.9 20

38
uharacterizationKofKaKmajorKmodifierKlocusKforKpolycysticKkidneyKdiseaseKSModpkdrcTKinKtheK
zanlSPRvScyaVTKratKinKaKregionKconservedKwithKaKmouseKmodifierKlocusKforKslportKsyndromeYKHumang
MoleculargGeneticsWK2002WKccWKdchgXie

5.6 20

37 TheKgeneKβNPPLcWKencodingKtheKlipidKphosphataseKSzβPdWKisKaKcandidateKforKtypeKdKdiabetesKinKratK
andKmanYKDiabetesWK2002WKgcWKdbcdXi 0.9 113

36
LocalizationWKcvNsKsequenceKandKgenomicKorganizationKofKtheKratKseipinKgeneKStscldTKandKsequenceK
analysisKinKinbredKratKmodelsKofKTypeKdKdiabetesKmellitusYKCytogeneticgandgGenomegResearchWK2002WK
kjWKicXf

1.9 2

35 spproachesKtoKtheKanalysisKofKcomplexKquantitativeKphenotypesKandKmarkerKmapKconstructionK
basedKonKtheKanalysisKofKratKmodelsKofKhypertensionYKMethodsgingMoleculargBiologyWK2002WKckgWKddgXgc 1.4 2

34 sKdominantKmodifierKofKtransgeneKmethylationKisKmappedKbyKQTLKanalysisKtoKmouseKchromosomeK
ceYKGenomegResearchWK2001WKccWKejdXj 9.7 9

33 yeneticKdissectionKofKregionKaroundKtheKSaKgeneKonKratKchromosomeKclKevidenceKforKmultipleKlociK
affectingKbloodKpressureYKHypertensionWK2001WKejWKdchXdc 8.5 54

32 yeneticKinfluencesKonKtheKendXstageKeffectorKphaseKofKarthritisYKJournalgofgExperimentalgMedicineWK
2001WKckfWKedcXeb 16.6 127

31 sKhighXresolutionKconsensusKlinkageKmapKofKtheKratWKintegratingKradiationKhybridKandKgeneticKmapsYK
GenomicsWK2001WKigWKgiXhk 4.3 33

30 spplicabilityKofKaKMspeedMKcongenicKstrategyKtoKdissectKbloodKpressureKquantitativeKtraitKlociKonKratK
chromosomeKdYKHypertensionWK2000WKegWKcikXji 8.5 71

29 RatKchromosomeKkKbearsKaKmajorKsusceptibilityKlocusKforKβgwKresponseYKEuropeangJournalgofg
ImmunologyWK2000WKebWKchkjXibg 6.1 20

28 vetailedKcomparativeKgeneKmapKofKratKchromosomeKcKwithKmouseKandKhumanKgenomesKandK
physicalKmappingKofKanKevolutionaryKchromosomalKbreakpointYKGenomicsWK2000WKhfWKedXfe 4.3 16

27 uompleteKgenomeKsearchesKforKquantitativeKtraitKlociKcontrollingKbloodKpressureKandKrelatedKtraitsK
inKfourKsegregatingKpopulationsKderivedKfromKvahlKhypertensiveKratsYKMammaliangGenomeWK1999WKcbWKdgkXhg3.2 55

26 LinkageKandKphysicalKmappingKofKratKmicrosatellitesKderivedKfromKminisatelliteKlociYKMammaliang
GenomeWK1999WKcbWKfbgXk 3.2 9

25 sKgeneKmapKofKtheKratKderivedKfromKlinkageKanalysisKandKrelatedKregionsKinKtheKmouseKandKhumanK
genomesYKMammaliangGenomeWK1999WKcbWKhigXjh 3.2 23

24 ReportKonKratKchromosomeKfYKJournalgofgExperimentalgAnimalgScienceWK1999WKfbWKeiXfh

23
LocalizationKofKtubKandKuncouplingKproteinsKSUcpTKdKandKeKtoKaKregionKofKratKchromosomeKcKlinkedKtoK
glucoseKintoleranceKandKadiposityKinKtheKyotoXKakizakiKSyKTKtypeKdKdiabeticKratYKMammaliangGenomeWK
1998WKkWKkcbXd

3.2 19
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22 uonstructionKandKcharacterizationKofKaKcbXfoldKgenomeKequivalentKratKPcXderivedKartificialK
chromosomeKlibraryYKGenomicsWK1998WKgbWKebhXch 4.3 70

21 snalysisKofKdistributionKinKtheKhumanWKpigWKandKratKgenomesKpointsKtowardKaKgeneralKsubtelomericK
originKofKminisatelliteKstructuresYKGenomicsWK1998WKgdWKhdXic 4.3 39

20 SuccessfulKisolationKofKaKratKchromosomeKcKbloodKpressureKquantitativeKtraitKlocusKinKreciprocalK
congenicKstrainsYKHypertensionWK1998WKedWKhekXfh 8.5 50

19 sKgeneXbasedKgeneticKlinkageKandKcomparativeKmapKofKtheKratKXKchromosomeYKGenomicsWK1997WKfbWKdgeXhc4.3 45

18 sKlinkageKmapKofKtheKratKgenomeKderivedKfromKthreeKxdKcrossesYKGenomegResearchWK1997WKiWKfefXfb 9.7 146

17 SensitivityKtoKcerebralKischaemicKinsultKinKaKratKmodelKofKstrokeKisKdeterminedKbyKaKsingleKgeneticK
locusYKNaturegGeneticsWK1997WKchWKehfXi 36.3 188

16 βntegratedKgeneticKmappingKofKhfKratKmicrosatelliteKmarkersKfromKdifferentKsourcesYKMammaliang
GenomeWK1997WKjWKdjdXe 3.2 9

15 sKpharmacogeneticKapproachKtoKbloodKpressureKinKLyonKhypertensiveKratsYKsKchromosomeKdKlocusK
influencesKtheKresponseKtoKaKcalciumKantagonistYKJournalgofgClinicalgInvestigationWK1997WKcbbWKdbbbXh 15.9 27

14 SerumKβgwKconcentrationKandKotherKimmuneKmanifestationsKofKtreatmentKwithKgoldKsaltsKareKlinkedK
toKtheKMzuKandKβLfKregionsKinKtheKratYKGenomicsWK1996WKecWKcccXf 4.3 42

13 sKgeneticKlinkageKmapKofKtheKratKderivedKfromKrecombinantKinbredKstrainsYKMammaliangGenomeWK
1996WKiWKcciXdi 3.2 104

12 uhromosomalKmappingKofKgeneticKlociKassociatedKwithKnonXinsulinKdependentKdiabetesKinKtheKyKK
ratYKNaturegGeneticsWK1996WKcdWKejXfe 36.3 266

11 sKmajorKquantitativeKtraitKlocusKinfluencesKhyperactivityKinKtheKWKzsKratYKNaturegGeneticsWK1996WKcfWKficXe36.3 82

10 snalysisKofKquantitativeKtraitKlociKforKbloodKpressureKonKratKchromosomesKdKandKceYKsgeXrelatedK
differencesKinKeffectYKHypertensionWK1996WKdjWKcccjXdd 8.5 51

9 TwoKpolymorphicKdinucleotideKrepeatsKinKtheKratKdystrophinKgeneWKincludingKtheKconservedKeRKUTRK
repeatYKMammaliangGenomeWK1995WKhWKhhjXk 3.2 3

8 vissectionKofKaKquantitativeKtraitKlocusKforKgeneticKhypertensionKonKratKchromosomeKcbYKProceedingsg
ofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaWK1995WKkdWKjiijXjd 11.5 69

7 MappingKofKquantitativeKtraitKlociKforKbloodKpressureKandKcardiacKmassKinKtheKratKbyKgenomeK
scanningKofKrecombinantKinbredKstrainsYKJournalgofgClinicalgInvestigationWK1995WKkhWKckieXj 15.9 129

6 zigherKmaternalKthanKpaternalKinheritanceKofKdiabetesKinKyKKratsYKDiabetesWK1994WKfeWKddbXddf 0.9 12

5 βnheritanceKofKdiabetesKmellitusKasKconsequenceKofKgestationalKhyperglycemiaKinKratsYKDiabetesWK
1990WKekWKiefXiek 0.9 27

(1990-1998)
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4 TheKMicrobialKMetaboliteKfXuresolKβmprovesKylucoseKzomeostasisKandKwnhancesK˛†XuellKxunction 1

3 MicrobiomeKveterminantsKandKPhysiologicalKwffectsKofKtheKtenzoateXzippurateKMicrobialXzostK
uoXMetabolicKPathway 1

2 MetabolicKretroconversionKofKtrimethylamineKNXoxideKandKtheKgutKmicrobiota 4

1 MicrobiomeKβnhibitionKofKβRsKXfKbyKTrimethylamineKMediatesKMetabolicKandKβmmuneKtenefitsKinK
zighXxatXvietXinducedKβnsulinKResistance 2
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