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k Paper IF Citations

77 wTRXNlossNinNgliomaNresultsNinNdysregulationNofNcellccycleNphaseNtransitionNandNwTMNinhibitorN
radiocsensitizationddNCellmReportsbN2022bNinbNggfhgl 10.6 2

76 yomprehensiveNenhancerctargetNgeneNassignmentsNimproveNgeneNsetNlevelNinterpretationNofN
genomecwideNregulatoryNdataddNGenomemBiologybN2022bNhibNgfk 18.3 0

75 yharacterizationNofNtheNimmuneNresponseNinNpatientsNwithNcancerNofNtheNoralNcavityNafterN
neoadjuvantNimmunotherapyNwithNtheNIRXchNregimendNOralmOncologybN2021bNghibNgfkknm 4.4 0

74 TissueNandNsexcspecificNprogrammingNofNzNwNmethylationNbyNperinatalNleadNexposurepNimplicationsN
forNenvironmentalNepigeneticsNstudiesdNEpigeneticsbN2021bNglbNggfhcgghh 5.7 4

73 MolecularNTumorNSubtypesNofNHPVcPositiveNHeadNandNNeckNyancerspNxiologicalNyharacteristicsNandN
ImplicationsNforNylinicalNOutcomesdNCancersbN2021bNgibN 6.6 2

72 MachineNlearningNapproachesNandNdatabasesNforNpredictionNofNdrugctargetNinteractionpNaNsurveyN
paperdNBriefingsminmBioinformaticsbN2021bNhhbNhjmchlo 13.4 66

71  ffectNofNconcentrationNandNdurationNofNparticulateNmatterNexposureNonNtheNtranscriptomeNandNzNwN
methylomeNofNbronchialNepithelialNcellsdNEnvironmentalmEpigeneticsbN2021bNmbNdvaafhh 2.4 5

70 PerinatalNz HPNexposureNinducesNsexcNandNtissuecspecificNzNwNmethylationNchangesNinNbothNjuvenileN
andNadultNmicedNEnvironmentalmEpigeneticsbN2021bNmbNdvabffj 2.4 1

69 SexcSpecificNwlterationsNinNyardiacNzNwNMethylationNinNwdultNMiceNbyNPerinatalNLeadN xposuredN
InternationalmJournalmofmEnvironmentalmResearchmandmPublicmHealthbN2021bNgnbN 4.6 2

68 NovelNroleNofNwSHgLNhistoneNmethyltransferaseNinNanaplasticNthyroidNcarcinomadNJournalmofm
BiologicalmChemistrybN2020bNhokbNnnijcnnjk 5.4 12

67 SignificantNassociationNbetweenNhostNtranscriptomecderivedNHPVNoncogeneN lYNinfluenceNscoreNandN
carcinogenicNpathwaysbNtumorNsizebNandNsurvivalNinNheadNandNneckNcancerdNHeadmandmNeckbN2020bNjhbNhimkchino4.2 6

66 TheNroleNofNtheNhistoneNHiNvariantNy NPwNinNprostateNcancerdNJournalmofmBiologicalmChemistrybN2020bN
hokbNnkimcnkjo 5.4 23

65 TestingNProximityNofNγenomicNRegionsNtoNTranscriptionNStartNSitesNandN nhancersNyomplementsN
γeneNSetN nrichmentNTestingdNFrontiersminmGeneticsbN2020bNggbNgoo 4.5 2

64 Polyc nrichpNcountcbasedNmethodsNforNgeneNsetNenrichmentNtestingNwithNgenomicNregionsdNNARm
GenomicsmandmBioinformaticsbN2020bNhbNlqaaffl 3.7 5

63 yxIOcfidNwTRXNLOSSNINNγLIOMwNR SULTSNINN PIγ N TIyNzYSR γULwTIONNOαNy LLNyYyL NPHwS N
TRwNSITIONdNNeuro-OncologybN2020bNhhbNiiglciigl 1

62 UniversalNconceptNsignatureNanalysispNgenomecwideNquantificationNofNnewNbiologicalNandN
pathologicalNfunctionsNofNgenesNandNpathwaysdNBriefingsminmBioinformaticsbN2020bNhgbNgmgmcgmih 13.4 3

61 InterleukinNhhNSignalingNRegulatesNwcinarNyellNPlasticityNtoNPromoteNPancreaticNTumorNzevelopmentN
inNMicedNGastroenterologybN2020bNgknbNgjgmcgjihdegg 13.3 22
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60 kcHydroxymethylationNhighlightsNtheNheterogeneityNinNkeratinizationNandNcellNjunctionsNinNheadNandN
neckNcancersdNClinicalmEpigeneticsbN2020bNghbNgmk 7.7 3

59 TumorNinfiltratingNlymphocytesNafterNneoadjuvantNIRXchNimmunotherapyNinNoralNsquamousNcellN
carcinomapNInterimNfindingsNfromNtheNINSPIR NtrialdNOralmOncologybN2020bNgggbNgfjohn 4.4 5

58 SexcSpecificNProgrammingNofNyardiacNzNwNMethylationNbyNzevelopmentalNPhthalateN xposuredN
EpigeneticsmInsightsbN2020bNgibNhkglnlkmhfoioomg 3 5

57 TissuecNandNSexcSpecificNzNwNMethylationNyhangesNinNMiceNPerinatallyN xposedNtoNLeadNWPbXdN
FrontiersminmGeneticsbN2020bNggbNnjf 4.5 4

56 SoyNIsoflavoneNSupplementationNIncreasesNLongNInterspersedNNucleotideN lementcgNWLIN cgXN
MethylationNinNHeadNandNNeckNSquamousNyellNyarcinomadNNutritionmandmCancerbN2019bNmgbNmmhcmnf 2.8 4

55 SomaticNexpressionNofNpiRNwNandNassociatedNmachineryNinNtheNmouseNidentifiesNshortbN
tissuecspecificNpiRNwdNEpigeneticsbN2019bNgjbNkfjckhg 5.7 31

54 SecretedNnuclearNproteinNz KNregulatesNhematopoiesisNthroughNyXyRhNsignalingdNJournalmofmClinicalm
InvestigationbN2019bNghobNhkkkchkmf 15.9 14

53 IntegratedNγenomiccTranscriptomicNStudyNHighlightsNwccumulationNofNγeneticNVariantsNandN
wctivationNofNInflammatoryNPathwaysdNBloodbN2019bNgijbNjhghcjhgh 2.2

52 IzHgcRgihHNactsNasNaNtumorNsuppressorNinNgliomaNviaNepigeneticNupcregulationNofNtheNzNwNdamageN
responsedNSciencemTranslationalmMedicinebN2019bNggbN 17.5 98

51 NovelNxioinformaticsNMethodsNforNToxicoepigeneticsN2019bNhlkchnn 1

50 TheNNI HSNTaRγ TNIINyonsortiumNandNenvironmentalNepigenomicsdNNaturemBiotechnologybN2018bNilbNhhkchhm44.5 44

49 γroupNxNstreptococcusNactivatesNtranscriptomicNpathwaysNrelatedNtoNprematureNbirthNinNhumanN
extraplacentalNmembranesNinNvitrodNBiologymofmReproductionbN2018bNonbNiolcjfm 3.9 6

48 HeterogeneityNofNHumanNxreastNStemNandNProgenitorNyellsNasNRevealedNby´ TranscriptionalNProfilingdN
StemmCellmReportsbN2018bNgfbNgkolcglfo 8 72

47 HPVNIntegrationNinNHNSyyNyorrelatesNwithNSurvivalNOutcomesbNImmuneNResponseNSignaturesbNandN
yandidateNzriversdNMolecularmCancermResearchbN2018bNglbNofcgfh 6.6 91

46  xpressedNHNSyyNvariantsNbyNHPVcstatusNinNaNwellccharacterizedNMichiganNcohortdNScientificmReportsbN
2018bNnbNggjkn 4.9 12

45 wgecrelatedNepigenomecwideNzNwNmethylationNandNhydroxymethylationNinNlongitudinalNmouseN
blooddNEpigeneticsbN2018bNgibNmmocmoh 5.7 18

44 yadmiumN xposureNInhibitsNxranchingNMorphogenesisNandNyausesNwlterationsNyonsistentNWithN
HIαcg˛–NInhibitionNinNHumanNPrimaryNxreastNOrganoidsdNToxicologicalmSciencesbN2018bNgljbNkohclfh 4.4 12

43
LongitudinalN ffectsNofNzevelopmentalNxisphenolNwN xposureNonN pigenomecWideNzNwN
HydroxymethylationNatNImprintedNLociNinNMouseNxlooddNEnvironmentalmHealthmPerspectivesbN2018bN
ghlbNfmmffl

8.4 19

(2018-2020)
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42 annotatrpNgenomicNregionsNinNcontextdNBioinformaticsbN2017bNiibNhingchini 7.2 127

41 IntegratingNzNwNMethylationNandNHydroxymethylationNzataNwithNtheNMintNPipelinedNCancermResearch
bN2017bNmmbNehmceif 10.1 9

40 γenomicNbindingNofNPwXncPPwRγNfusionNproteinNregulatesNcancercrelatedNpathwaysNandNaltersNtheN
immuneNlandscapeNofNthyroidNcancerdNOncotargetbN2017bNnbNkmlgckmmi 3.3 11

39 wdipogenicNzifferentiationNofNThyroidNyancerNyellsNThroughNtheNPaxncPPwR˛‡NαusionNProteinNIsN
RegulatedNbyNThyroidNTranscriptionNαactorNgNWTTαcgXdNJournalmofmBiologicalmChemistrybN2016bNhogbNgohmjcnl5.4 9

38 zetectionNofNdifferentialNzNwNmethylationNinNrepetitiveNzNwNofNmiceNandNhumansNperinatallyN
exposedNtoNbisphenolNwdNEpigeneticsbN2016bNggbNjnockff 5.7 37

37
TranscriptomicNprofilingNofNcurcuminctreatedNhumanNbreastNstemNcellsNidentifiesNaNroleNforN
stearoylccoaNdesaturaseNinNbreastNcancerNpreventiondNBreastmCancermResearchmandmTreatmentbN2016bN
gknbNhocjg

4.4 42

36 wNMouseNModelNofNXclinkedNIntellectualNzisabilityNwssociatedNwithNImpairedNRemovalNofNHistoneN
MethylationdNCellmReportsbN2016bNgjbNgfffcgffo 10.6 68

35 MonochcethylhexylNphthalateNdisruptsNneurulationNandNmodifiesNtheNembryonicNredoxNenvironmentN
andNgeneNexpressiondNReproductivemToxicologybN2016bNlibNihcjn 3.4 22

34 StabilityNofNmethylationNmarkersNinNheadNandNneckNsquamousNcellNcarcinomadNHeadmandmNeckbN2016bN
inNSupplNgbN gihkcig 4.2 7

33 yonceptMetabpNexploringNrelationshipsNamongNmetaboliteNsetsNtoNidentifyNlinksNamongNbiomedicalN
conceptsdNBioinformaticsbN2016bNihbNgkilcji 7.2 9

32 UltraczeepNSequencingNofNxisulfitecModifiedNzNwN2016bNjmcmh

31 RNwc nrichpNaNcutcoffNfreeNfunctionalNenrichmentNtestingNmethodNforNRNwcseqNwithNimprovedN
detectionNpowerdNBioinformaticsbN2016bNihbNggffch 7.2 32

30 SubtypesNofNHPVcPositiveNHeadNandNNeckNyancersNwreNwssociatedNwithNHPVNyharacteristicsbNyopyN
NumberNwlterationsbNPIKiywNMutationbNandNPathwayNSignaturesdNClinicalmCancermResearchbN2016bNhhbNjmikcjk12.9 72

29 SequencingNofNfirstcstrandNczNwNlibraryNrevealsNfullclengthNtranscriptomesdNNaturemCommunicationsbN
2015bNlbNlffh 17.4 13

28
xisphenolNwcassociatedNalterationsNinNgenomecwideNzNwNmethylationNandNgeneNexpressionNpatternsN
revealNsequencecdependentNandNnoncmonotonicNeffectsNinNhumanNfetalNliverdNEnvironmentalm
EpigeneticsbN2015bNgbN

2.4 45

27 NzNNandNyzgwNareNnovelNprognosticNmethylationNmarkersNinNpatientsNwithNheadNandNneckNsquamousN
carcinomasdNBMCmCancerbN2015bNgkbNnhk 4.8 16

26 γenomicNbindingNandNregulationNofNgeneNexpressionNbyNtheNthyroidNcarcinomacassociatedN
PwXncPPwRγNfusionNproteindNOncotargetbN2015bNlbNjfjgncih 3.3 16

25 MethylSigpNaNwholeNgenomeNzNwNmethylationNanalysisNpipelinedNBioinformaticsbN2014bNifbNhjgjchh 7.2 141
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24 RegulationNofNtheNhumanNendogenousNretrovirusNKNWHMLchXNtranscriptomeNbyNtheNHIVcgNTatNproteindN
JournalmofmVirologybN2014bNnnbNnohjcik 6.6 46

23  pigeneticspNrelevanceNandNimplicationsNforNpublicNhealthdNAnnualmReviewmofmPublicmHealthbN2014bNikbNgfkchh20.6 66

22 zevelopmentalNtranscriptomeNanalysisNofNhumanNerythropoiesisdNHumanmMolecularmGeneticsbN2014bN
hibNjkhncjh 5.6 36

21 xroadc nrichpNfunctionalNinterpretationNofNlargeNsetsNofNbroadNgenomicNregionsdNBioinformaticsbN2014
bNifbNiioicjff 7.2 11

20 NovelNbioinformaticsNmethodNforNidentificationNofNgenomecwideNnonccanonicalNsplicedNregionsNusingN
RNwcSeqNdatadNPLoSmONEbN2014bNobNegffnlj 3.7 10

19 PePrpNaNpeakccallingNprioritizationNpipelineNtoNidentifyNconsistentNorNdifferentialNpeaksNfromN
replicatedNyhIPcSeqNdatadNBioinformaticsbN2014bNifbNhklncmk 7.2 73

18 yhIPc nrichpNgeneNsetNenrichmentNtestingNforNyhIPcseqNdatadNNucleicmAcidsmResearchbN2014bNjhbNegfk 20.1 80

17  RcstresscinducedNtranscriptionalNregulationNincreasesNproteinNsynthesisNleadingNtoNcell´ deathdN
NaturemCellmBiologybN2013bNgkbNjngcof 23.4 976

16 yomprehensiveNanalysisNofNzNwNmethylationNinNheadNandNneckNsquamousNcellNcarcinomaNindicatesN
differencesNbyNsurvivalNandNclinicopathologicNcharacteristicsdNPLoSmONEbN2013bNnbNekjmjh 3.7 41

15 LRpathNanalysisNrevealsNcommonNpathwaysNdysregulatedNviaNzNwNmethylationNacrossNcancerNtypesdN
BMCmGenomicsbN2012bNgibNkhl 4.5 50

14 xioinformaticsNforNHighcThroughputNToxicoc pigenomicsNStudiesN2012bNklocknn 1

13 MetabhMeSHpNannotatingNcompoundsNwithNmedicalNsubjectNheadingsdNBioinformaticsbN2012bNhnbNgjfncgf 7.2 27

12 PretreatmentNdietaryNintakeNisNassociatedNwithNtumorNsuppressorNzNwNmethylationNinNheadNandN
neckNsquamousNcellNcarcinomasdNEpigeneticsbN2012bNmbNnnicog 5.7 31

11
γenomecwideNmethylationNandNexpressionNdifferencesNinNHPVWaXNandNHPVWcXNsquamousNcellN
carcinomaNcellNlinesNareNconsistentNwithNdivergentNmechanismsNofNcarcinogenesisdNEpigeneticsbN2011bN
lbNmmmcnm

5.7 118

10 IdentificationNofNmaternallyNregulatedNfetalNgeneNnetworksNinNtheNplacentaNwithNaNnovelNembryoN
transferNsystemNinNmicedNPhysiologicalmGenomicsbN2011bNjibNigmchj 3.6 3

9 yonceptγenpNaNgeneNsetNenrichmentNandNgeneNsetNrelationNmappingNtooldNBioinformaticsbN2010bNhlbNjklcli7.2 120

8 γenomecwideNbindingNofNtheNorphanNnuclearNreceptorNTRjNsuggestsNitsNgeneralNroleNinNfundamentalN
biologicalNprocessesdNBMCmGenomicsbN2010bNggbNlno 4.5 25

7 wNgeneticNnetworkNmodelNofNcellularNresponsesNtoNlithiumNtreatmentNandNcocaineNabuseNinNbipolarN
disorderdNBMCmSystemsmBiologybN2010bNjbNgkn 3.5 18

(2010-2014)
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6 ModelingNcomplexNgeneticNandNenvironmentalNinfluencesNonNcomorbidNbipolarNdisorderNwithN
tobaccoNuseNdisorderdNBMCmMedicalmGeneticsbN2010bNggbNgj 2.1 21

5 LRpathpNaNlogisticNregressionNapproachNforNidentifyingNenrichedNbiologicalNgroupsNinNgeneNexpressionN
datadNBioinformaticsbN2009bNhkbNhggcm 7.2 138

4 IntensitycbasedNhierarchicalNxayesNmethodNimprovesNtestingNforNdifferentiallyNexpressedNgenesNinN
microarrayNexperimentsdNBMCmBioinformaticsbN2006bNmbNkin 3.6 195

3 Polyc nrichpNyountcbasedNMethodsNforNγeneNSetN nrichmentNTestingNwithNγenomicNRegions 1

2 annotatrpNγenomicNregionsNinNcontext 3

1 HeterogeneityNofNnormalNhumanNbreastNstemNandNprogenitorNcellsNasNrevealedNbyNtranscriptionalNprofiling 3
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